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Table S1. Patients’ characteristics and full collagen VI quantification data for all tested human 
samples. 

ID 
Age 

(in days) 
Gender 
(M or F) 

Mean peri-ganglionic 
collagen VI levels 
(in candelas/µm2) 

Mean intra-ganglionic 
collagen VI levels 
(in candelas/µm2) 

C1 1 M 780 390 

C2 1 M 389 346 

C3 60 M 401 195 

C4 178 M 727 409 

C5 191 M 123 211 

C6 217 F 528 278 

C7 278 M 281 149 

C8 452 M 321 211 
 

H1 17 M 1200 374 

H2 20 M 1200 646 

H3 35 F 1005 622 

H4 40 M 1148 413 

H5 42 M 1048 419 

H6 51 M 773 194 

H7 63 M 1140 514 

H8 75 F 992 436 

H9 96 M 578 293 

H10 222 M 969 421 

H11 321 M 978 363 

H12 454 M 633 341 
 

D1 49 F 1358 389 

D2 97 M 1201 647 

D3 182 M 1049 537 

D4 336 M 1659 640 

Note: Age is at time of tissue collection.  
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Table S2. Details of the oligonucleotide primers used for RT-PCR and genotyping 

ID Sense primer Antisense primer 

Wdr82  5’-CAGTATGATAGGACCTGTGAGTGG 5’-AGCCACTTTTATACCACTCTCTCC 

Glyctk  5’-CTATCCTGCTCAGGTGATAAGCC 5’-TTGAGAATATGCAGGCAGTCTTGC 

Col6a4  5’-AAGAGGATTTTCAGGAGAGAAGGG 5’-AGATTATCAATTCCAGGATCCCCC 

Col6a5  5’-GTGACTCAGTACAGGGAAGGG 5’-GTGGTCCCCCACTGACTCATC 

Col6a6  5’-TCAGCATCTGGCCTGTTAGG 5’-CGTACTCGGGGCCAGAATCTT 

Genotyping F 5’-GTGGTGGACCTAACCTTACAAGGA n/a 

Genotyping R1 n/a 5’-CAGGGCTAAGTCTTGGCTTACTTG 

Genotyping R2 n/a 5’-CACAGCTTGCTGTATCAGAGCCAT 

 

Table S3. Characteristics of the primary and secondary antibodies used in this study 

Antibody Host 
species 

RRID 
number 

Source 

Anti-βIII-Tubulin Mouse AB_2256751 Abcam, ab78078 

Anti-collagen VI Rabbit AB_305585 Abcam, ab6588 

Anti-Sox10 Goat AB_2195374 Santa Cruz Biotechnology, sc-17342 

Anti-S100β Rabbit AB_10013383 DakoCytomation, Z0311 

Anti-HuC/D Mouse AB_2314656 Molecular Probes, A-21271 

Anti-Ki67 Rabbit AB_443209 Abcam, ab15580 

Anti-Goat Alexa Fluor 488 Bovine AB_2340883 Jackson ImmunoResearch, 805-545-180 

Anti-Rabbit Alexa Fluor 594 Donkey AB_2340621 Jackson ImmunoResearch, 711-585-152 

Anti-Mouse Alexa Fluor 647 Donkey AB_2340862 Jackson ImmunoResearch, 715-605-150 
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Movie S1: Example of eNCC migration in an e13.5 control embryo.   

 

Movie S2: Example of eNCC migration in an e13.5 HolTg/Tg embryo.   

 

Supplemental Dataset 1: Full rRNA-depleted transcriptome of e12.5 WT::G4-RFP and 

HolTg/Tg::G4-RFP eNCC 

 

 




