Supplemental M ethods

Tumor models

B16F10 (B16) and EL4 tumor cell lines were obtaifredn the NCI tumor repository and passaged in
Dulbecco’s Modified Eagle Medium (Invitrogen) sueplented with 10% fetal calf serum. 1.25%10
or 2.5x16 B16 or EL-4 cells were injected subcutaneouslyl@®uL PBS in flanks of mice as
indicated. Tumor implantation experiments were qrenied in littermate mice of 6-10 weeks of age.
Tumors were measured at serial time points follgwimplantation using digital calipers and the
tumor area was calculated as the product of perpalad diameter by investigators in a blinded
manner. CD8 depletion was performed using intrépeeal injection of 250 mcg anti-CB8(clone

2.43) or IgG (clone 2A3) at indicated time poirBsoXcell).

Antibodies and flow cytometry

The following fluorescent dye-conjugated antibodégminst surface and intracellular antigens were
used: anti-FOXP3 (FJK-16s), anti-CD4 (RM4-5), dRt¥-y (Cat 554413), and anti-CD8a clone 53-
6.7 (BD Biosciences). Cells were incubated withcdpeantibodies for 3@nin on ice in the presence
of 2.4G2 monoclonal antibody to blockyR binding. All samples were acquired with Cantaoitl
Fortessa flow cytometers (Becton Dickinson) andlyaeal using FlowJo (TreeStar). Intranuclear
staining for Foxp3 was carried out using the FogfBning kit (eBioscience). To determine cytokine
expression, cellular suspensions containing T ece#lee stimulated in media containing phorbol 12-
myristate 13-acetate, ionomycin and brefeldin-Aukecyte activation cocktail with Golgiplug; BD

biosciences) for A. After stimulation, cells were stained with ania@areactive exclusion-based
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viability dye (Invitrogen) and with antibodies agsi cell-surface antigens. Cells were then fixed an
permeabilized followed by intracellular stainingthvispecific anti-cytokine antibodies. Countbright

beads were spiked-in for the flow cytometric quigcdtion of absolute cell number (Invitrogen).

Bone marrow chimeras and Treg cell rescue experiments
For bone marrow reconstitution experimeiRagl”~ mice were administered 1,08@ds total-body-
radiation from a**‘Cs source before intravenous injection of BM céitsn 6-10 week old donor

mice.

Microarray analysis

Whole-tumor microarray analysis was performed &vipusly described (26). Briefly, whole tumors
were dissected and single cell suspensions werergtea using mechanical dissociation (Miltenyi
GentleMacs). Red blood cells were lysed using A@&inlg buffer (Invitrogen). Total RNA was
extracted using the RNeasy Plus Mini kit (Qiagem] aubjected to DNAse treatment (Ambion). Gene
expression analysis was performed as previouslgritbesl, using GeneChip Mouse Genome 430 2.0
Arrays (Affymetrix). Principle component analysesre performed using Partek Genomic Suite after
Robust Multiarray Average normalization of micr@grrdata. Global gene expression profiles were
rank ordered by relative fold-change values andlyaed against the Reactome database

(http://www.reactome.org/) using Gene Set Enrichideralysis software (15).
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Supplemental Figure 1. Characterization of T cell infiltrates in tumors from WT and Bach2-deficient
mice. A, Immunohistochemical analysis of CD4* cells in sections of B16 tumors from mice of indicated
genotypes at day 18 following implantation. Representative images from three independent tumors per
genotype are shown. B, IFN-y expression amongst intratumoral CD4* and CD8* T cells at day 18 post-
implantation. Representative flow cytometry is shown. Data in B are representative of results from 2
independent experiments and replicate values are statistical significance are provided in Fig. 2f.
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Supplemental Figure 2. Decreased frequency of Foxp3* T, cells within tumors from BACH2-deficient
mice correspond to the generalized T, cell deficiency in these animals. A-B, Frequency of Foxp3* T 4
cells amongst CD4* T cells within tumors (A) and spleens (B) of mice 18 days following subcutaneous
implantation of 1.25x10° B16 cells as determined by flow cytometry. C, Tumor:spleen ratio of Foxp3* T, cells
in WT and KO animals. Bars and error represent mean +/- SEM. **P<0.01; ***P<0.005. Data are
representative of 2 independent experiments. P values were calculated using two-tailed Student t tests.
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Supplemental Figure 3. Relative reconstitution and levels of Foxp3* T, cell depletion in mixed chimeric
animals. A-B, Frequency of WT or KO cells within the CD4* (A) or CD8* (B) T cell compartments of Rag1-
deficient WT:Foxp3PTR or KO:Foxp3PTR mixed chimeric mice, respectively. C, Frequency of Foxp3* T, cells
amongst CD4* T cells gated on the indicated WT, KO or Foxp3PT™R compartments found within WT:Foxp3PTR
and KO:Foxp3PT™R animals as indicated, prior to (day -1) or following (day 3) commencement of diphtheria toxin
(DTx) administration. Bars and error represent mean +/- SEM. Data are representative of 2 independent
experiments. P values were calculated using two-tailed Student t tests. *P<0.05; ****P<0.001.



Table 1. Global

between transcriptional profiles of tumors from Bach2-deficient compared with WT mice (p<0.05; FC>2).

Probeset ID Gene Symbol |Gene Title RefSeq D p-value(KO vs. WFold-Change(KO vs. WT)
1420344 _x_at Gzmd INM_010372 72.9269
1420343_at Gzmd D INM_010372 71.8506
1425947 _at Ifng interferon gamma NM_008337 X 57.4235
1420549_at Gbpzb binding protein 2b NM_010259 3.52E-06) 51.3101
1421227_at Gzmd /// Gzme D /Il granzyme E INM_010372 /// NM_010373 1.03E-05 48.3162
1418652_at Cxcl9 (C-X-C motif) ligand 9 NM_008599 1.70E-05] 401474
1425890_at Ly6i lymphocyte antigen 6 complex, locus | NM_020498 0.000102903] 39.0829
1451673 at Cdga CD8 antigen, alpha chain INM_001081710 /// NM_009857 2.56E-06 38.5815
1419060_at Gzmb B NM_013542 7.10E-06) 8.022
1422867_at Gzmg INM_010375 0.000158372] 36.9998
1420338_at Alox15 arachidonate 15- NM_009660 5.76E-05, 36.1576
1419042_at ligp1 interferon inducible GTPase 1 INM_001146275 /// NM_021792 2.30E-06] 32.9924
1450171_x_at Gzme E INM_010373 1.06E-05 32.1517
1424923 _at Serpinadg serine (or cysteine) peptidase inhibitor, clade A, member 3G NM_009251 9.55E-05 31.3767
1418240_at Gbp2 binding protein 2 NM_010260 9.37E-06] 30.7909
1418679_at Gazmf F NM_010374 0.00018113 29.0639
1425294 _at Slamf8 SLAM family member 8 INM_029084 4.68E-05 28.4363
1435906 x_at__|Gbp2 binding protein 2 NM_010260 2.33E-05 281752
1421256_at Gzme C INM_010371 0. 000165276\ 27.3938
1449235_at Fasl Fas ligand (TNF superfamily, member 6) [NM_001205243 /// NM_010177 9.22E-07| 26.9422]
1426170_a_at___|Cd8b1 CD8 antigen, beta chain 1 [NM_009858 5.80E-06| 26.1794
1425216_at Ffar2 free fatty acid receptor 2 INM_001168509 /// NM_001168510 /// NM_001168511 /// NM_001168512 /// NM_146187 2.51E-05 23.034
1444078_at Cdsa CD8 antigen, alpha chain NM_001081110 /// NM_009857 - 22.9012
1439831_at -— — —- 224517
1421057_at Dnase1l3 1-like 3 INM_007870 221342
1440811_x_at Cd8a CDB8 antigen, alpha chain INM_001081110 /// NM_009857 21.7943
141 ligp1 interferon inducible GTPase 1 INM_001146275 /// NM_021792 0.0001 5413‘ 21.7642
1418776 Gbp8 binding protein 8 NM_029509 0.000125247] 21.6012
1436423_at  Themis selection i INM_178666 20.8423
1422280_at Gzmk NM_008196 20.6186
1417898 _a_at Gzma A INM_010370 19.2374
1422957 _at Cor3 (C-C moti) receptor 3 NM_009914 19.1698
1422812_at Cxcré (C-X-C motif) receptor 6 NM_030712 19.0104
1425832_a_at _|Cxcré (C-X-C motif) receptor 6 NM_030712 18.8864
1425335_at Cdga CD8 antigen, alpha chain NM_001081710 /// NM_009857 18.7193
1448759_at 112rb interleukin 2 receptor, beta chain INM_008368 18.2266
1422632_at Ctsw cathepsin W NM_009985 18.0487
1456907 _at Cxcl9 (C-X-C motif) ligand 9 INM_008599 17.9434
1417171_at Itk IL2 inducible T cell kinase INM_010583 3.75E-05 17.8949
1445895 _at 6.07E-05 17.4267
1422804 _at serine (or cysteine) peptidase inhibitor, clade B, member 6b INM_011454 0.000176407‘ 17.3862
1449361 _at Tox21 T-box 21 NM_019507 0.000337451 16.6435)
1424733_at P2ry14 i receptor P2Y, G-protein coupled, 14 INM_001008497 /// NM_133200 5.92E-05 16.5937
1436649 _at 1kzf3 IKAROS family zinc finger 3 INM_011771 0.000276707| 16.2992
1436576_at Fam26f family with sequence similarity 26, member F INM_175449 15.7183
1426001_at Eomes in homolog (Xenopus laevis) INM_001164789 /// NM_010136 15.6758
1419226 _at Cdgs CDO96 antigen NM_032465 15,5302
1422066_x_at Kirb1b killer cell lectin-like receptor subfamily B member 1B INM_030599 15.4895
1438027 _at 15.0398
1450753_at Nkg7 natural killer cell group 7 sequence INM_024253 14.9741
1447927 _at Gbp6 binding protein 6 INM_194336 14.4415
1422065_at Kirb1b killer cell lectin-like receptor subfamily B member 1B INM_030599 14.3886
1421688_a_at Ccl1 ine (C-C motif) ligand 1 INM_011329 14.2217
1424374_at Gimap4 GTPase, IMAP family member 4 NM_001243199 /// NM_001243200 /// NM_001243201 /// NM_174990 /// NM_175048 14.1957
1421854_at Fgl2 i like protein 2 INM_008013 14.1897
1424975 _at Siglecs sialic acid binding Ig-like lectin 5 NM_001271019 /// NM_145581 14.1794
1417679_at Gfi1 growth factor independent 1 INM_001267621 /// NM_010278 14.0114
1418803_a_at _|Fasl Fas ligand (TNF superfamily, member 6) [NM_001205243 /// NM_010177 13.9528
1435529_at Gm14446 predicted gene 14446 NM_001101605 /// NM_001110517 13.8574
1439843_at Camk4 il i protein kinase IV INM_009793 13.7054
1428377 _at [Btbdt1 BTB (POZ) domain containing 11 NM_001017525 /// NM_028709 13.7024
1417314 _at C2 //l Cfb 2 (within H-2S) /Il factor B INM_001142706 /// NM_008198 /// NM_013484 13.702
1425084_at Gimap7 GTPase, IMAP family member 7 INM_146167 0.000468793| 13.6577.
1419604_at Zbp1 Z-DNA binding protein 1 INM_001139519 /// NM_021394 0.000129459 13.5119
1443703_at - -— 0.00225122] 13.4645
1448110_at Semada 'sema domain, immunoglobulin domain (Ig). domain (TM) and short {NM_001163489 /// NM_001163490 /// NM_001163491 /i/ NM_013658 0.000100419 13.3287
1450495_a_at Kirk1 killer cell lectin-like receptor subfamily K, member 1 INM_001083322 /// NM_033078 3.14E-06 13.2854
1445399_at Kirb1b Kkiller cell lectin-like receptor subfamily B member 18 NM_030599 9.48E-05 13.284
1449835_at Pdcd1 programmed cell death 1 INM_00879 0.000112034| 13.0692
1424375_s_at Gimap4 GTPase, IMAP family member 4 INM_001243199 /// NM_001243200 /// NM_001243201 /// NM_174990 /// NM_175048 13.0067
1417500_a_at transglutaminase 2, C NM_00937- 12.9986
1419033_at 2610018G03Rik|RIKEN cDNA 2610018G03 gene INM_ 13372 9.77E-05 12.9451
1425005_at Kirct Kkiller cell lectin-like receptor subfamily C, member 1 NM_001136068 /// NM_010652 0.000145631 12.9423
1438676_at Gbp6 binding protein 6 INM_194336 3.66E-05 12.8785|
1437249 _at Skap1 src family in 1 INM_001033186 /// NM_001177898 /// NM_001177899 6.20E-06| 12.7574
1435710_at AI661384 sequence Al661384 - 0.00014331 7\ 12.7461
1435172_at Eomes in homolog (Xenopus laevis) INM_001164789 /// NM_010136 2.37Eﬁ{ 12.7253
1443937 _at 0.00040829) 12.6791
1419534_at OIr1 oxidized low density in (lectin-like) receptor 1 INM_138648 0.000338488‘ 12.404
1437025 _at Cd28 CD28 antigen NM_007642 12.2929
1429947 _a_at Zbp1 Z-DNA binding protein 1 INM_001139519 /// NM_021394 12.2477
1440164 x_at __|Cdsa CD8 antigen, alpha chain [NM_001081110 // NM_009857 12.2324
1421571_a_at__|Ly6ci /il Ly6c2 antigen 6 complex, locus C1 /// lymphocyte antigen 6 complex, locus C2|NM_001099217 /// NM_001252055 /// NM_001252056 /// NM_001252057 /// NM_00125205] 12.1909
1449009_at Tgtp1 /// Tgtp2 |T cell specific GTPase 1 /// T cell specific GTPase 2 INM_001145164 /// NM_011579 12.1831
1452067 _at Naaa N ine acid amidase NM_001163687 /// NM_025972 12.1272
1457707 _at Mctp2 multiple C2 domains, 2 INM_001024703 0.000856883| 11.9551
1422067 _at Kirb1b Kkiller cell lectin-like receptor subfamily B member 18 NM_030599 2.48E-05 11.8779
1419758_at Abcb1a ATP-binding cassette, sub-family B (MDR/TAP), member 1A INM_011076 5.51E-05 11.8559
1450290_at Pdcdlig2 cell death 1 ligand 2 NM_021396 0.000315013 11.5877
1418392 a at _|Gbp3 binding protein 3 NM_018734 6.46E-05 11.5499
1425436_x_at Kira3 /// Kira9 /// |killer cell lectin-like receptor, subfamily A, member 3 /// killer cell lectin-like rec INM_010648 /// NM_010651 /// XM_003688733 /// XM_003688734 /// XM_003688735 /// XM| 0.00070@{ 11.5411
1419481 _at Sell selectin, NM_001164059 /// NM_011346 0.000115883 11.4789
1425417 _x_at Kira14 /// Kira21 [killer cell lectin-like receptor subfamily A, member 14 /// killer cell lectin-like rec INM_001039117 /// NM_001101620 /// NM_001252149 /// NM_008461 /// NM_010650 /// NM| 6.88E-06| 11.4181
1419759 _at Abcb1a ATP-binding cassette, sub-family B (MDR/TAP), member 1A INM_011076 3.73E-05 11.2834
1426171 _x_at Klra7 killer cell lectin-like receptor, subfamily A, member 7 INM_001110323 /// NM_014194 0.00126888 11.2515
1439719_at  Themis selection i INM_178666 1.63E-05 11.2396
1458642_at Kired Kkiller cell lectin-like receptor family E member 1 NM_153590 0.000751674 11.239
1419202_at Cst7 cystatin F i INM_009977 0.000223706 11.1453
1426396_at Cd247 CD247 antigen NM_001113391 /// NM_001113392 /// NM_001113393 //f NM_001113394 /I/ NM_031162 /I 2.91E-05 11.1248
1452013_at Atp10a ATPase, class V, type 10A INM_009728 0. 000289457‘ 11.1082
1423933 _a_at 1600029D21Rik|RIKEN cDNA 1600029D21 gene INM_029639 0.000771278 11.0104
1448724 _at Cish cytokine inducible SH2-containing protein INM_009895 5.77E-05 11.0094
1427381_at Irg1 immL gene 1 INM_008392 8.71E-05 10.9413
1459838_s_at__|Btbd 11 BTB (POZ) domain containing 11 NM_001017525 /// NM_028709 0.000141087] 10.8705]
1419178_at Cd3g CD3 antigen, gamma g INM_009850 0.000337327 10.6452
1422259_a at _|Cers (C-C moti) receptor 5 NM_009917 8.13E-05 10.6309
1416296_at li2rg interleukin 2 receptor, gamma chain INM_013563 0.000292395 10.628
1450488_at Ccl24 ine (C-C motif) ligand 24 INM_019577 0. 00143403‘ 10.5748
1430005 a_at __|Bati2 basic leucine zipper Tactor, ATF-like 2 NM_028967 3.48E-06| 10.5601
1427628_at Trbv13-2 T cell receptor beta, variable 13-2 — 0.000115945| 10.4736
1426182_a at _|Kircl Killer cell lectin-like receptor subfamily C, member 1 NM_001136068 /// NM_010652 1.50E-05] 104177
1450639_¢ Gm14085 /// gene 14085 /// solute carrier family 28 (sodium-coupled P _001085518 /// NM_172980 6.50E-05 10.3843
1435332_at Htr7 ytryptami receptor 7 NM_008315 0.000105904] 10.3587
1420425_at Prdm1 PR domain 1, with ZNF domain INM_007548 0. 000393213\ 10.3493
1424339_at Oasl1 2'-5' like INM_145209 0.000434212] 10.3282
1459913 _at Tnfsf10 tumor necrosis factor (ligand) superfamily, member 10 NM_009425 4.52E-05 10.1973
1429909_at Prr5l proline rich 5 like INM_001083810 /// NM_001110849 /// NM_175181 0.000344714| 10.1871
1447914 x_at__|Pr5l proline rich 5 like NM_001083810 /// NM_001110849 /// NM_175181 9.20E-05 10.1826
1418126_at Ccls (C-C motif) ligand 5 INM_013653 3.84E-05 10.1423
1417546_at [12rb interleukin 2 receptor, beta chain NM_008368 3.59E-05] 10.1255
1427656_at Tcrb-J T cell receptor beta, joining region 0.000160716| 10.0921
1448713_at Stat4 signal and activator of il 4 INM_011487 3.91E-05 10.0571
1418907 _at F5 factor V. NM_007976 5.65E-05 10.0533
1456765_at Nhsl2 NHS-like 2 INM_001163610 0.00117852 10.0418
1430802_at H2-Q5 i ibility 2, Q region locus 5 NR_051981 0.000194164 10.013
1423135_at Thy1 thymus cell antigen 1, theta INM_009382 0.00015063 .99677
1449175_at Gpr65 G-protein coupled receptor 65 NM_008152 0.000226944] 98524,
1418797 at Msdaga panning 4-domains, subfamily A, member 8A NM_022430 0.000230675 92753
1439808_at Ipcef1 protein for cytohesin exchange factors 1 INM_001033391 /// NM_001170800 /// NM_001170801 /// NM_001170802 0.00130264| .92643
1458589_at — 3.30E-05 9.87888
1426168_a_at Trav9d-3 T cell receptor alpha variable 9D-3 - 0.000536625 9.8587
1417263 at Plgs2 synthase 2 NM_011198 0.000937528 975967




1426942_at Am1 absentin 1 NM_172393 0.000908103] 974235
1456545_at T18rap interleukin 18 receptor accessory protein NM_010553 9.72237
1423954_at C3/// LOC10 30l Ca-like NM_009778 //7 XM_003086792 970697
1455080_at Ppp1ri6b protein phosphatase 1, regulatory (inhibitor) subunit 168 NM_001159662 /// NM_153089 9.69623
1420421 s at__|Kirbib Kkiller cell lectin-like receptor subfamily B member 18 NM_030599 951896
1421410_a_at__|Pstpip2 proli ine-th i g protein 2 NM_013831/// NM_177831 95086
1417141 _at Tgtp interferon gamma induced GTPase NM_018738 9.49038
1450424 a_at__[i118bp interleukin 18 binding protein NM_010531 9.47265
1448436 _a_at__[Irf1 interferon regulatory factor 1 NM_001159393 /// NM_001159396 /// NM_008390 43157
1451862_a_at__|Pr1 perforin 1 (pore forming protein) NM_011073 28568
1458459_a_at __|E230029CO5Rik| RIKEN cDNA E230029C05 gene NR 015614 26079
1459872 x_at__|H2-DMa T ibility 2, class I, locus DMa NM_010386 .22686
1455040 s_at__|Nhsi2 NHS-like 2 NM_001163610 22114
1447851 x_at__|Atpi0a ATPase, class V., type 10A NM_009728 9.21781
1422601_at Serpinb9 serine (or cysteine) peptidase inhibitor, clade B, member 9 NM_009256 9.13(@‘
1458458_at Sifn5 schiafen 5 NM_183201 9.07223
1422188 s _at__|Terg-C1 /1] Terg-{T cell receptor gamma, constant 1/// T-cell receptor gamma, constant 2 0.000418406] 9.05737|
1444426 _at Cassé Cas scaffolding protein family member 4 NM_001033538 /// NM_001080820 /// NM_001276422 /I/ NM_001276423 0.000372101] s.agsg{
1419412_at Xclt (C motif) ligand 1 NM_008510 8.87765
1439379 x_at__|Prm1 1 NM_013637 879061
1440275_at Runx3 runt related transcription factor 3 NM_019732 78425
1425470 _at 77963
1449864 _at 4 interleukin 4 NM_021283 /// NR_027491 0.00811958 77732
1451564 _at Parpi4 poly (ADP-ribose) Tamily, member 14 NM_001039530 5.65E-05 72218
1417597 _at Cd28 CD28 antigen NM_007642 0.000239636 71695
1460268_at 5.97E-05 8.65093
1425570_at Stamft signaling activation molecule family member 1 NM_013730 0.000634489 8.59648
1451342_at Spont spondin 1, (f-spondin) matrix protein NM_145584 0.000148652 859023
1439790_at Serpinb9 serine (or cysteine) peptidase inhibitor, clade B, member 9 NM_009256 3.83E-05 857323
1417793 at Irgm2 immunity-related GTPase family M member 2 NM_019440 8.53544
1448731 _at [ interleukin 10 receptor, alpha NM_008348 8.50394
1429319_at Rhoh ras homolog gene family, member H NM_001081105 8.49875
1420066_s_at__|Cd160 CD160 antigen NM_001163496 /// NM_001163497 /// NM_018767 8.48564
1446541_at Wdr95 WD40 repeat domain 95 NM_029440 8.45008
1421628 _at 11811 interleukin 18 receptor 1 NM_001161842 /// NM_001161843 /// NM_008365 8.45259
1433428 x_at__|Tgm2 2.C NM_009373 8.45099
1438784 _at Bl11b B cell i 118 INM_001079883 /// NM_021399 8.42053
1416007 _at Satb1 special AT-rich sequence binding protein 1 NM_001163630 /// NM_001163631 /// NM_001163632 /// NM_009122 8.34389
1460251_at Fas Fas (TNF receptor superfamily member 6) NM_001146708 /// NM_007987 8.3368
1449127 _at Selplg selectin, platelet (p-selectin) ligand NM_0097151 8.33443
1423467 _at Msdadb panning 4-domains, subfamily A, member 4B NM_021718 8.3274
[1420464_s_at__|Gm10693 //f d 10693 /// predicted gene 14548 /// leukocyte immunoglobulin{NM_001166672 /// NM_008848 /// NM_011087 /// NM_011088 /// NM_011089 /// NM_01109 8.89E-05] 8.32108
1424953 _at BC021614 [CDNA sequence BC021614 NM_144869 0.000228626 831146
1425854 x_al__|LOC665506 _|T-cell receptor beta-2 chain C region-like XM_977361 4.51E-05 8.30302
1429524_at Myodf myosin IF NM_053214 2.88E-05 8.28697
1425145 _at 11 interleukin 1 receptor-like 1 NM_001025602 /// NM_010743 0.000570684 8.28569
1436555_at Sic7a2 solute carrier family 7 (cationic amino acid transporter, y+ system), member 2 NM_001044740 // NM_007514 0.00117415 8.06227
1423017 a at__[IMm interleukin 1 receptor NM_001039701 /// NM_001159562 /// NM_031167 0.000535336 8.25882
1437865 _at Spata3 i iated 13 NM_001033272 0.00128567| 8.24902
1426772 x_at__|Tcrb-J T cell receptor beta, joining region 1.39E-05] 8.24161
1422079_at Prkch protein kinase C, eta NM_008856 0.000150404 8.24072
1416016_at TapT 1, ATP-binding cassette, sub-family B (MDR/TAP) NM_001161730 /// NM_013683 1.77E-06) 8.21985
1434873 a_at __|Acap1 ArfGAP with coiled-coil, ankyrin repeat and PH domains 1 NM_153788 0.000918591] 8.20735
1426113 x_at__[Travd-3 T cell receptor alpha variable 9D-3 8.20171
1427007 _at Sash3 SAM and SH3 domain 3 NM_028773 8.18608
1426004 a at _|Tgm2 2.C NM_009373 8.16887
1444203_at 8.15317
1437054 x_at__|Prm1 protamine 1 NM_013637 8.14547
1425226 LOC665506 | T-cell receptor beta-2 chain C region-like XM_977361 13168
1455405_at Pstpip2 proline-serine-threonine teracting protein 2 NM_013831/// NM_177831 .00241
1433694_at Pde3b 3B, cGMP-inhibited NM_011055 0.00120415] 05098
1449393_at Sh2d1a SH2 domain protein 1A NM_011364 0.000159368 04992
1422978 _at Cybb b-245, beta NM_007807 . .02835
1452205 x_at__|LOC665506 /// T|T-cell receptor beta-2 chain C region-like /// T cell receptor beta, joining region ///___|XM_977361 8.0158
1422527 _at H2-DMa ibility 2, class I, locus DMa NM_010386 7.99113
1435560_at Tigal integrin alpha L NM_001253872 /// NM_001253873 /I NM_001253874 /I/ NM_008400 7.95246
1424724_a at _|D16ENd472e _|DNA segment, Chr 16, ERATO Doi 472, INM_001252438 /// NM_001252439 //f NM_001252440 /I/ NM_025967 0.000105174] 7.94387
1418612_at Sifn1 schiafen 1 INM_011407 0.000400667 7.91385
1416869 x_at__|Lime1 /Il Zgpat |Lck i ‘adaptor 1 /1] zinc finger, CCCH-type with G patch dof/NM_001048148 /if NM_023684 /// NM_144894 2.34E-05 7.88924
1426159 x_at__[Terb-J T cell receptor beta, joining region 1.65E-05] 7.86291
1425469 a_at |- — 0.000131934 7.8495
1439141 _at Gprig G protein-coupled receptor 18 NM_182806 000011637 7.83325
1418655_at B4galnt1 beta-1,4-N-acetyl-galactosaminyl transferase 1 NM_001244617 /// NM_001244618 /// NM_008080 /// NM_027739 /I/ NR_045166 7.28E-0 7.80282
1436598_at Icos inducible T cell co-stimulator NM_017480 0.0010861 7.76791
1422808 s al__|Dock2 dedicator of cyto-kinesis 2 NM_033374 2.95E-01 775512
1450296_at Kirb1a Kkiller cell lectin-like receptor subfamily B member 1A NM_001159902 /// NM_010737 9.69E-05 774752
1435330_at Pyhin pyrin and HIN domain family, member 1 NM_175026 7.33E-05 7.71835)|
1436125 at D16Erd472e _|DNA segment, Chr 16, ERATO Doi 472, NM_001252438 /// NM_001252439 /// NM_001252440 /I/ NM_025967 0000115683 7717
1435331 _at Pyhin pyrin and HIN domain family, member 1 NM_175026 7.19E-06| 770258
1444405_at Pydcd pyrin domain 4 INM_001033384 /// NM_001177348 /// NM_001177350 8.99E-05] 7.69648
1421304_at Kira2 [killer cell Tectin-fike receptor, subfamily A, member 2 NM_001170851 /// NM_008462 7.19E-06) 7.69578
1425785 a at _|Txk TXK tyrosine kinase NM_001122754 //f NM_013698 4.92E-05 7.68039
1416714_at I8 interferon regulatory factor 8 NM_008320 4.73E-05 7.65621
1443928 _at Cytip cytohesin 1 protein NM_139200 0.000398397 7.65346
1439814_at Atp8ba ATPase, class I, type 8B, member 4 NM_001080944 2.01E-05 7 63573‘
1449455_at Hok hemopoietic cell kinase NM_001172117 /i NM_010407 0.00022954| 7.63185
1453196 a at _|Oasi2 25 olig Tike 2 INM_011854 4.80E-05 7.6199
1457254 x_at__|Tmem229b protein 2298 NM_001170401 /i NM_178745 0.00078563] 7.61548
1419476 _at Adamdect ADAM-like, decysin 1 NM_021475 0.000407122 7.60168
1449038_at Hsd11b1 T id 11-beta 1 NM_001044751 /// NM_008288 0.00322624| 7.6009
1449976 a at __|Gpr3s G protein-coupled receptor 35 NM_001104529 /// NM_001271766 /// NM_022320 0.000735483 7.56667
1429399 _at Rnf125 ting finger protein 125 INM_026301 0.000473894 754878
1416593_at Grx glutaredoxin NM_053108 2.73E-05 753389
1451655 _at Sifng schiafen 8 NM_001167743 /// NM_181545 5.37E-05 752657
1416008_at Satb1 special AT-rich sequence binding protein 1 NM_001163630 /// NM_001163631 /// NM_001163632 /// NM_009122 0.00019944] 751186
1423614_at Lrre8c leucine rich repeat containing 8 family, member C NM_133897 5.54E-05 751125
1420659_at Slamfe SLAM family member 6 NM_030710 3.23E-05| 7.47528
1434372_at AW112010 sequence AW112010 NM_001177351 /i NR_102366 0.000225768| 7.47068
1425484 _at Tox lecti iated high mobility group box NM_145711 7.45602
1443816_s_at__|Pikar6 3-kinase, regulatory subunit 6 NM_001004435 /// NM_001081566 745151
1434438 _at Samhd1 SAM domain and HD domain, 1 NM_001139520 /// NM_018851 7.44533
1417588_at Galnt3 UDP-N-acetyl-alpha-D ide N 1015736 7.42818
1452405 x_at__|Traved-3 T cell receptor alpha variable 9D-3 0.000219233 7.40736
1449105 _at Sh2d2a SH2 domain protein 2A NM_001025571 /// NM_021309 4.40E-05 7.35087
1421931 _at Icos inducible T cell co-stimulator NM_017480 0.000477798 7.33543
1422873 _at Prg2 2, bone marrow NM_008920 0.00348709) 7.32044
1425396 _a_at _|Lck protein tyrosine kinase NM_001162432 /I NM_001162433 /// NM_010693 5.49E-06) 7.3077
1456980_at Rab44 RAB44, member RAS oncogene family NM_001002786 9.67E-05 7.30641
1421188_at Cor2 ine (C-C molif) receptor 2 NM_009915 0.000338365 7.09724
1435840 x_at__|BC147527 __|cDNA sequence BC147527 NM_001037925 0.000391216] 7.23505)|
1457120 _at Itk IL2 inducible T cell kinase NM_010583 0.000272095] 7.19276
1453281 _at Pik3cd itol 3-kinase catalytic delta NM_001029837 /// NM_001164049 /i NM_001164050 /// NM_001164051 /// NM_001164057 8.59E-06 7.16156
1459742_at 0.000472995 7.15035
1425471 x_at__|— 3.1BE-05 714622
1437190_ Stykd i Kinase 1 NM_172891 0.00158907| 714154
1417292_at 147 interferon gamma inducible protein 47 NM_001271676 /// NM_001271677 /// NM_008330 3.37E-05| 712014
1427765 a at _|Torb-J T cell receptor beta, joining region 0.00057487] 7.09251
1418981 Casp12 caspase 12 NM_009808 7.07113
1422089_at Nort natural cytotoxicity triggering receptor 1 NM_010746 7.02437
1442022_at [Themis selection i NM_178666 7.02436
1421211_a_at__[Cita class I i NM_001243760 /// NM_001243761 /I NM_007575 7.19E-05 99351
1433826_at Tspyl3 TSPY-like 3 NM_198617 0.000753648 97798
1420077 _at E230029C05RI|RIKEN cDNA E230029C05 gene NR_015614 0.000115405 96892
1439680_at Tnfsf10 tumor necrosis factor (ligand) superfamily, member 10 NM_009425 0.000114207 96666
1452389_at Cd27 CD27 antigen NM_001033126 /// NM_001042564 0.00011856: 94377
1428737 s at__|Gramd3 GRAM domain containing 3 NM_026240 2.89E-05 6.94075
1454713 s_at__|Hde histidine decarboxylase NM_008230 0.000939021 6.93669
1418634 _at Notch1 notch 1 NM_008714 3.33E-05 6.92594
1421187_at Cor2 (C-C moti) receptor 2 NM_009915 0.000112873] 6.90611
1420818 _at Sia src-like adaptor INM_001029841 /// NM_009192 0.00033362| 6.90451
1444546 _at Tifab TRAF protein with forkhead domain, family member B NM_001168615 /// NM_145976 1.07E-05] 6.89708
1449453 _at Bstl bone marrow stromal cell antigen 1 NM_009763 5.66E-05 6.89692
1453586_at Entpd1 i 1 NM_009848 0.00386181 6.89626
1436625 _at Fegrl Fe receptor, IgG, high affinity [ NM_010186 6.81E-05 6.88239
1440208_at Rac2 RAS-related C3 botulinum substrate 2 NM_009008 0.0013446 6.86939




1450939_at }Eﬂp(ﬂ 1 NM_009848 0.000347774 6.86567
1449508_at i27ra interleukin 27 receptor, alpha NM_016671 6.86338
1418741 _at tgh7 integrin beta 7 NM_013566 6.85463
1448562_at Upp1 uridine phosphorylase 1 NM_001159401 /// NM_001159402 /// NM_009477 6.85008
1418842_at Hols1 cell specific Lyn substrate 1 NM_008225 6.82475
1421855 _at Fgi2 like protein 2 NM_008013 6.82069
1450484_a_at _|Cmpk2 cytidine (UMP-CMP) kinase 2. NM_020557 6.81844
1459362_at 6.81088
1443264_at Msda2 membrane-spanning 4-domains, subfamily A, member 2 NM_001276328 /// NM_001276329 /// NM_001276330 /// NM_013516 80283
1436778 _at Cybb b-245, beta NM_007807 0.000106293] 78676
1425374_at Oas3 25" olig: 3 NM_145226 0.00915676] 76862
1437085 _at D630039A03RIK|RIKEN cDNA D630039A03 gene NM_178727 76853
1421129_a_at__|Ap2a3 ATPase, Ca++ i NM_001163336 /// NM_001163337 /// NM_016745 76826
1425156_at Gbp7 binding protein 7 NM_001083312 /// NM_145545 6.72542
1460651_at Lat linker for activation of T cells NM_010689 6.71198
1438934 x_at__|Semada 'sema domain, immunoglobulin domain (ig), domain (TM) and short {NM_001163489 /// NM_001163490 /// NM_001163491 /i/ NM_013658 6.6999
1439736_at 583045316Rik | RIKEN cDNA 5830453.16 gene 6.69594
1438868 _at Phfi1d PHD finger protein 11D NM_001164323 /// NM_199015 6.69004
1436182_at Satb1 special AT-rich sequence binding protein 1 NM_001163630 /// NM_001163631 /// NM_001163632 /// NM_009122 0.000463825 6.68482
1460283 _at Mefv Tever NM_001161790 /// NM_001161791 /// NM_019453 0.000392096 6.68423
1420697 _at Sic15a3 solute carrier family 15, member 3 NM_023044 0.000662313 6.67028
1430148 _at Rab19 RAB19, member RAS oncogene famil NM_011226 6.65E-06 6.666
1452087_at Epstil epithelial stromal interaction 1 (breast) NM_029495 /// NM_178825 2.50E-05 6.66169
1439034_at Spn NM_001037810 /// NM_009259 0.00496763] 6.65323
1428479 _at NfatcT nuclear factor of activated T cells, i 1 NM_001164109 /// NM_001164110 /// NM_001164111 /// NM_001164112 /// NM_016791 /1/ 1 0.00032731 6.64373
1424250_a_at _|Arhgef3 Rho guanine exchange factor (GEF) 3 NM_027871 1.33E-05] 6.63107
1453472_a_at__|Slami7 SLAM family member 7 NM_144539 0000136711 6.62891

1454850_at Tbe1d10c [TBC1 domain family, member 10¢ NM_178650 9.74E-06 6.61735|
1456064_at 504432 sequence Al504432 NM_173787 /I NR_033498 1.77E-05] 6.60746
1460156 _at Aoah hydrolase NM_012054 0.000735502 6.6023
1456288_at Sifn5 schiafen 5 NM_183201 0.00180862| 6.59507
1417620 _at Rac2 RAS-related C3 botulinum substrate 2 NM_009008 0.00024313] 6.55219
1418770_at Cd2 CD2 antigen NM_013486 6.54524
1425367_at Ttgal integrin alpha L NM_001253872 /// NM_001253873 /Il NM_001253874 /i// NM_008400 6.48613
1450476_at Cnr2 id receptor 2 (macrophage) NM_009924 6.47757
1427736 a_at __|Ccri2 (C-C moti) receptor-like 2 NM_017466 . 6.46974
1437956 _at Pik3r6 itide-3-kinase, regulatory subunit 6 [NM_001004435 /i// NM_001081566 4{ 6.45939
1425962_at Kirb1f Kkiller cell lectin-like receptor subfamily B member 1F NM_153004 /// NR_024262 /Il NR_024263 0.00351888| 6.43853
[1424711_at Tmem2 protein 2 NM_001033759 /// NM_031997 0.00268751 6.42871

1418166_at TH2rbT interleukin 12 receptor, beta 1 NM_008353 2.06E-05 42371

1451796 s at __|Hde histidine decarboxylase NM_008230 0.00208004| .42025|
1443414_at C78513 EST C78513 0.00607404| 40983
[1422046_at Ttgam integrin alpha M NM_001082960 /// NM_008401 0.000133378 40768
1451567 _a at _|Gm16340 /// I gene 16340 ///interferon activated gene 203 /Il LOC1008{NM_001045481 /// NM_008328 /i/ XM_003084464 /// XM_003689170 /// XM_003946458 35E-05 38744
1426127 x_at__|Kira18 killer cell lectin-like receptor, subfamily A, member 18 NM_053153 . 6.38211

1448500_a_at _|Lime1 /il Zgpat |Lck i ‘adaptor 1 /1] zinc finger, CCCH-type with G patch dof[NM_001048148 /// NM_023684 /// NM_144894 6.3821

1459744_at Cd53 CD53 antigen NM_007651 6.37881

1435084_at C730049014RIKRIKEN cDNA C730049014 gene 6.37601

1434430 s _at__|Adora2b A2b receptor NM_007413 0.000321941 6.36849
1436134 _ Scn2b sodium channel, voltage-gated, type Il, beta NM_001014761 0.00384162| 6.36374
1422648 _at Sic7a2 solute carrier family 7 (cationic amino acid transporter, y* system), member 2 INM_001044740 /i NM_007514 0.00539587] 6.35554
1422828 _at Cd3d CD3 antigen, delta NM_013487 0.000142924] 6.35453
1452408 _at Gpr3ib G protein-coupled receptor 31, D17Leh66b region NM_001013832 0.00157476| 6.34267
1442753 _at Tnfaips tumor necrosis factor, alpha-induced protein 8 NM_001177759 /// NM_001177760 /// NM_134131 0.00242345] 6.33848
1449184 _at Pglyrpt protein 1 NM_009402 7.22E-05 6.33265
1449269_at 5 factor V. NM_007976 0.000976618 6.31987
1438767 _at Osm oncostatin M NM_001013365 0.000385325 6.31886
1418825 _at Irgm1 immunity-related GTPase family M member 1 NM_008326 1.14E-05] 6.3106&‘
1444088_at 0.000657673 30185
1429897_a_at _|D16Erd472e _|DNA segment, Chr 16, ERATO Doi 472, expressed NM_001252438 /// NM_001252439 //] NM_001252440 /] NM_025967 0.000249151 30062
1433947_at Rab37 RAB37, member of RAS oncogene family NM_001163753 /// NM_021411 0.000342462 29347
1459870 x_at__|— 6.84E-06 20284
1429831_at Pik3ap1 3-Kinase adaptor protein 1 NM_031376 6.51E-05 .29224
1424011 _at Aqpd in 9 NM_001271843 /// NM_022026 /I NR_073483 0.00522782] 6.29015
1418175 _at Vdr vitamin D receptor NM_009504 5.72E-05 6.2707
1434929_at BC035044 [cDNA sequence BC035044 NM_001254946 /// NM_001254947 0.000217379] 6.06386
1450033 a at _|Statl signal and activator of 1 NM_001205313 /// NM_001205314 //f NM_009283 0.000153469] 6.25792
1421911 _at Stat2 signal and activator of iption 2 NM_019963 0.000135132 6.25094
1460009_at ler5 early response 5 NM_010500 6.19E-05 6.23394
1422962_a at__|Psmb8 (prosome, macropain) subunit, beta type 8 (large multifunctional peptidg]NM_010724 1.54E-05] 6.23362
1448452_at I8 interferon regulatory factor 8 NM_008320 0.000408547 22804
1454169 a at _|Epstit epithelial stromal interaction 1 (breast) NM_029495 /// NM_178825 3.00E-05 21888
1451006_at Xdh xanthine INM_011723 0.000115086] 20686
1442804_at Far Gardner-Rasheed feline sarcoma viral (Fgr) oncogene homolog NM_010208 0.000583442 .20105|
1437121 _at Denndic DENN/MADD domain ic NM_153551 1.50E-05] 19458
1416592_at Girx i NM_053108 6.13E-06] 6.18793
1437886_at KIhiE kelch-like 6 NM_183390 0.000960417] 6.18709
1448775 _at Gm16340 /// fi2{predicted gene 16340 /I interferon activated gene 203 /1/ LOC1008{NM_001045481 /// NM_008328 /I/ XM_003084464 /I XM_003689170 /// XM_003946458 0.00034431 6.18534
1449297 _at Casp12 caspase 12 NM_009808 5.04E-05 6.17417
1427184 _at [Terb-J T cell receptor beta, joining region 9.36E-06 6.1725
1444233 _at Gpr132 G protein-coupled receptor 132 NM_019925 3.94E-06) 6.16763
1455423 _at Khdcla KH domain containing 1A NM_183322 0.000222651 6.16141

1427325 s at__|Akna [AT-hook transcription factor NM_001045514 0.000111324) 6.15384
1442338_at — 0.000784812 6.1396
1419119 _at Host cell signal NM_011827 5.09E-05 6.13561

1427608 a_at _[Terg-V1 T cell receptor gamma, variable 1 0.00294803] 6.12007
1418642_at Lcp2 cytosolic protein 2 NM_010696 0.00172934| 6.12988
1453813 _at Cd200r3 CD200 receptor 3 NM_001128132 /17 NM_001128133 /// NM_027578 /I NM_029018 0.00567818| 6.11935]
1429525 s at__|Myolf myosin IF NM_053214 9.06E-05 6.11554
1452966_at Bel11b B cell i 118 NM_001079883 /// NM_021399 0.000885017] 10372
1422818 _at Nedd9 neural precursor cell down-regulated gene 9 NM_001111324 /// NM_017464 0.000549349] .00924
1428735_at Cd69 CD69 antigen NM_001033122 0.000773207 09297
1435040_at Irak3 interleukin-1 receptor-associated kinase 3 NM_028679 000236983 09031

1455161 _at AI504432 sequence Al504432 NM_173787 /// NR_033498 3.02E-05 .07187
1458148_at Nirc3 NLR family, CARD domain containing 3 NM_001081280 /// NM_175547 0.000399561] 6.07135|
1434295 _at Rasgrp1 RAS guanyl releasing protein 1 NM_011246 0.000300527 6.05428
1431008_at H2-Q6 /// H2-Q8]hi ibiity 2, Q region locus 6 /1 2, Q region locus 8 ///h__|NM_023124 /// NM_207648 /I XM_003085179 /I/ XM_003688944 /I/ XM_003946319 8.09E-05 6.04599
1454632_at Tmem229b___[transmembrane protein 2298 NM_001170401 /// NM_178745 0.00126826| 6.04493
1454254_s_at__|1600029D21Rik|RIKEN cDNA 1600029D21 gene NM_029639 0.000700755 6.03322
1421930_at Tcos inducible T cell co-stimulator NM_017480 6.03207
1425086 _a_at__|Slami6 SLAM family member 6 NM_030710 6.02672
1420653_at Tgfb1 growth factor, beta 1 NM_011577 6.02258
1425663_at Hm interleukin 1 receptor antagonist NM_001039701 /// NM_001159562 /// NM_031167 6.01333
1447788_s_at__[Tspyl3 TSPY-like 3 NM_198617 0 00088798&{ 6.01083
1423319_at Hhex NM_008245 0.00103445] 6.01055|
1420994 _at B3gnt5 UDP-GIcNAC:betaGal beta-1,3-N i 5 NM_001159407 /// NM_001159408 /// NM_054052 6.0027
1455265 a_at _|Rgs16 regulator of G-protein signaling 16 NM_011267 5.09394
1428861 _at Filip ! filamin A protein 1-like NM_001040397 /// NM_001177871 5.08031

1453557 _at 4930562F07Rik [RIKEN cDNA 4930562F07 gene NR_038030 /// NR_038031 98003
1458683 _at Sirpba signal-regulatory protein beta 1A NM_001002898 /// NM_178792 97657
1448449 _at Ripk3 pt kinase 3 INM_001164107 /// NM_001164108 /// NM_019955 95039
1419272_at Myd88 myeloid diff primary response gene 88 NM_010851 95705
1425787 _a_at __|LOC101055731 in-like protein 3-like /// like protein 3-Tike /// 031395 /// NM_183367 /// NM_183368 /// NM_183369 /// NM_183370 /// XM_0039455€] .92965
1452834_at Prr5! proline rich 5 like NM_001083810 /// NM_001110849 /// NM_175181 ! 5.92523
1449360_at Csf2rb2 colony Tactor 2 receptor, beta 2, low-affinity (granulocyte-macrophage) _|NM_007781 0.000306789 5.92069
1418099_at Tnfrsfib tumor necrosis factor receptor ily, member 1b NM_011610 9.76E-05 591773
1425282_at Rnf144b ting finger protein 1448 NM_001170643 /I NM_146042 0.000796147] 591736
1427041 _at Themis2 selection family member 2 NM_001033308 5.31E-05| 5.91391

1419762_at Ubd ubiquitin D NM_023137 5.91383
1427667 s _at__[Terb-J T cell receptor beta, joining region 5.00624
1438687 Laxd adaptor 1 NM_001159649 /// NM_172842 90277
1450783 _at [1ft1 finterf duced protein with repeats 1 NM_008331 89641 |
1451544 _at Tapbpl TAP binding protein-like INM_145391 3.29E-05) 89521
1438467 _at Mgi2 galactose N-acety specific lectin 2 NM_145137 0.00408111] 88728
1416239 _at Ass1 i 1 NM_007494 0.000113887 87769
1424446_at Armc? armadillo repeat containing 7 NM_177778 6.17E-05 5.86655
1432478 a_at _|Rnf19b ting finger protein 198 NM_029219 0.000146127 5.85055
1423555 a_at |44 interferon-induced protein 44 NM_133871 0.000368684 5.84567
1430534_at Rnase6 RNase A family, 6 NM_030098 0000631179 5.83004
1424524 _at Dram1 DNA-d regulated modulator 1 NM_027878 0.000165379 5.83661

1418641 _at Lop2 cytosolic protein 2 NM_010696 4.93E-05 5.83098
1421775 _at Feerla Fe receptor, IGE. high affinity 1, alpha NM_010184 0.00722014| 5.82823
1420404_at Cdss CD86 antigen NM_019388 9.93E-07 5.82742
1451905 a_at__|Mx1 myxovirus (influenza virus) resistance 1 NM_010846 /// NR_003520 8.04E-05 5.82506
1426025 s_at__|Laptmb protein 5 NM_010686 0.000148069 5.82238




1437939_s_at Ctsc in C INM_009982 5.816
1441589_at 5.80724
1450696_at Psmb9 proteasome (prosome, macropain) subunit, beta type 9 (large multifunctional peptid NM_013585 5.80481

1419083_at Tnfsf11 tumor necrosis factor (ligand) superfamily, member 11 NM_011613 5.79852,
1425225 _at Fogrd Fc receptor, IgG, low affinity IV NM_144559 0.000117121] 5.7974
1423326_at Entpd1 i 1 INM_009848 0.000617915 5.79478
1419631 _at Was Wiskott-Aldrich syndrome homolog (human) NM_009515 9.84E-05 5.78271

1436779_at Cybb b-245, beta i INM_007807 0.000518818 5.78183
1453715_at Svac synaptic vesicle in 2 NM_029210 0.00046176| 5.78114
1449858_at Cd86 CD86 antigen INM_019388 0.000133781 5.77202
1419721_at Niacr1 niacin receptor 1 INM_030701 0.00148048| 5.76877
1425477 x_at_|H2-Ab1 il 2, class Il antigen A, beta 1 NM_207105 1.84E-05] 5.75605]
1449556_at C920025E04Rik|RIKEN cDNA C920025E04 gene /// 2, T region locus 23 INM_001271005 /// NM_010398 /// XM_003945738 /// XM_003945747 5.72E-06 5.73111

1448786_at Plbd1 B domain containing 1 NM_025806 4.22E-05 5.71485
1418353_at Cd5 CD5 antigen INM_007650 0.00016108‘ 5.70976
1460273_a_at__ |Naip2 NLR family, apoptosis inhibitory protein 2 NM_001126182 /// NM_010872, 0.000151994] 5.70341

1455900_x_at  Tgm2 5 INM_009373 5.76E-05 5.69664
1460245_at Kird1 killer cell lectin-like receptor, subfamily D, member 1 INM_010654 0.000560665 5.68985
1452349 x_at__|1i205 /// Mnda_|interferon activated gene 205 //f myeloid cell nuclear diff antigen NM_001033450 /// NM_172648 2.55E-05 567228
1450678_at Itgb2 integrin beta 2 INM_008404 3.21E-05 5.67195
1456873_at Clics chioride intracellular channel 5 NM_172621 0.000910741 65585
1450672_a_at Atrip /// Trex1 ATR ing protein // three prime repair 1 INM_001012236 /// NM_011637 /// NM_172774 0.000121009 65316
1434152_at Apol7c /Il in L 7c /il in L 7¢ INM_175391 /// NR_033577 0.002852] 64759
1441317_x_at___|Jakmip1 janus kinase and protein 1 NM_178394 0.00516714 64168
1417523_at Plek pleckstrin INM_019549 8.94E-05 .63989
1452348_s_at__[1f204 /I 1205 /] interferon activated gene 204 /Il interferon activated gene 205 /I myeloid cell nuclea|NM_001033450 /// NM_001170853 /// NM_008329 /// NM_172648 563138
1421291_at 1118rap interleukin 18 receptor accessory protein INM_010553 5.61771

1451492 _at Sla2 Srclike-adaptor 2 NM_029983 561331

1422701_at Zap70 zeta-chain (TCR) protein kinase [NM_009539 5.60348
1441600_at C920021A13 protein C920021A13 — 0.000221957‘ 5.5999
1430373 _at 5430427019Rik| RIKEN cDNA 5430427019 gene NM_001163539 0.000536031] 5.5945|
1450027 _at Sdc3 3 INM_011520 0.000125479 5.59122
1448681 _at I15ra interleukin 15 receptor, alpha chain NM_001271497 /// NM_001271498 /I NM_001271499 /// NM_001271500 /// NM_00127150 1.25E-05] 558773
1422303 _a_at Tnfrsf18 tumor necrosis factor receptor member 18 INM_009400 /// NM_021985 0.0001 22'@{ 5.58736
1421326_at Csf2rb colony ing factor 2 receptor, beta, low-affinity Tocyt NM_007780 0.000347628 557959
1442798 x_at Hk3 INM_001033245 /// NM_001206390 /// NM_001206391 /// NM_001206392 2 AOEVOS\ 5.57108
1421977 _at Mmp19 matrix 19 INM_001164197 /// NM_021412 0.000452438 5.545
1451584_at Haver2 hepatitis A virus cellular receptor 2 NM_134250 2.45E-05 553902
1416942_at Erap1 ic reticulum amis i 1 INM_030711 0.000322408‘ 5.53661

1447272_s_at__|Alpi0a ATPase, class V., type 10A NM_00972 0.00108091 552826
1456887 _at Cmkir1 like receptor 1 INM_00815! 2.59E-05 5.5182
1417995 _at Ptpn22 protein tyrosine ptor type 22 NM_00897 0.000315086] 55169
1456494_a_at _|Trim30a /il Trimdtripartite moti 30A /1 tripartite motif-containing 30D NM_001167828 /17 NM_009099 /// NM_199146 0.000258966] 5.5165|
1449580_s_at H2-DMb1 /// H2-|hi il 2, class II, locus Mb1 /// ibility 2, class II, locus Mb2  |NM_010387 /// NM_010388 5.51594
1451721_a_at _|H2-Ab1 2, class Il antigen A, beta 1 NM_207105 551302
1417244 _a_at Irf7 interferon regulatory factor 7 INM_001252600 /// NM_001252601 /// NM_016850 5.50693
1447792 x_at__ |Gpri74 G protein-coupled receptor 174 [NM_001033251 /// NM_001177781 /Il NM_001177782 550679
1418638_at H2-DMb1 /// H2-|histo 2, class II, locus Mb1 /// 2, class Il, locus Mb2  [NM_010387 /// NM_010388 0. 000535544\ 5.50281

1449988_at Gimap1 GTPase, IMAP family member 1 INM_008376 /// NM_175860 0.000207251‘ 5.49538
1419219_at Cypdfis P450, family 4, subfamily T, 1 NM_024444 0.00021267| 5.48465|
1455213_at LOC101056514 |thymosin beta-15A-like /// thymosin beta 15b2 /// thymosin beta 15b like INM_001080967 /// NM_207267 /// XM_003946369 6.23E-05 5.4621

1426158_at Torb-J T cell receptor beta, joining region 0.00112485 5.45402
1439114 _at Ddx60 DEAD (Asp-Glu-Ala-Asp) box 60 INM_001081215 /// NM_144928 5.4458
1428662_a_at Hopx HOP INM_001159900 /// NM_001159901 /// NM_175606 5.44424
1427242_at Ddx4 DEAD (Asp-Glu-Ala-Asp) box 4 INM_001145885 /// NM_010029 5.42781

1419480_at Sell selectin, lymphocyte INM_001164059 /// NM_011346 5.42774
1455843 _at Futd 4 NM_010242 541411

1422637_at Rassf5 Ras association (RalGDS/AF-6) domain family member 5 INM_018750 5.4136
1456836_at [itk 12 inducible T cell kinase NM_010583 5.41151

1426008_a_at __|SIc7a2 solute carrier family 7 (cationic amino acid transporter, y+ system), member 2 INM_001044740 /// NM_007514 0.00464812] .40955|
1424302_at Lilrb3 leuk i in-like receptor, subfamily B (with TM and ITIM domains), m{NM_011095 /// XM_003946209 /// XM_003946210 /// XM_003946211 3.83E-05 39603
1452117_a_at__|Fyb FYN binding protein NM_001278269 /// NM_011815 0.000287382 38071

1417123_at Vav3 vav 3 oncogene INM_020505 /// NM_146139 9.62E-08 .37469
1424067 _at Tcam1 adhesion molecule 1 NM_010493 0.000180194 5.36707
1420353_at Lta A INM_010735 4.14E-05 5.36213
1433466_at AI467606 sequence Al467606 NM_178901 8.38E-05 535771

1424509_at Cd177 CD177 antigen INM_026862 0.00859078\ 5.35632
1442588_at Gm5101 predicted gene 5101 XR_106076 /// XR_107279 0.000217369 5.35478
1445647 _at A1447881 sequence Al447881 1.69E-05] 5.33416
1441516_a_at C130050018RiKRIKEN cDNA C130050018 gene INM_177000 0.00122737 5.33338
1441428_at m17767 predicted gene, 17767 XR_104576 /I XR_107292 0.000730925 33256
1446745_at m5547 predicted gene 5547 INR_045845 3.68E-05 .32734
1425598_a_at m 11787 /I/ L gene 11787 /Il Yamaguchi sarcoma viral (v-yes-1) oncogene homolog __|NM_001111096 /// NM_010747 /i/ XM_003946126 /// XM_984338 0.000142969 32354
1428157 _at ng2 guanine binding protein (G protein), gamma NM_001038637 /// NM_010315 0.000366437 32201

1427891_at imap6 GTPase, IMAP family member 6 INM_153175 0.000449138 .32048
1431296 _at Gpri5 G protein-coupled receptor 15 NM_001162955 0.00041811 5.31405)|
1422260 x_at __ |Ccr5 (C-C motif) receptor 5 NM_009917 0.000419095| 5.3038|
1447264 _at Rab11fip RAB11 family i ing protein 1 (class 1) NM_001080813 /// NM_029423 0.000996262 5 3@‘
1418993 _s_at F10 factor X INM_001242368 /// NM_007972 0.00645007\ 5.2965
1436312_at Ikzf1 IKAROS family zinc finger 1 INM_001025597 /// NM_009578 0.00049014| 5.29599
1458504_at Zc3hi2d zinc finger CCCH type 12D NM_172785 0.00235163] 5.28819
1421407 _at F2ri2 ion factor 11 il ptor-like 2 INM_010170 0.00276299 5.28725
1429184 _at Gmd4070 /Il gene 4070 /I/ GTPase, very large interferon inducible 1 NM_001039160 /// NM_001243039 /// NM_001243040 /] NM_029000 0.000150847 5.27412
1426258_at Sorl1 sortilin-related receptor, LDLR class A repeats-containing INM_011436 0.00611259 5.27128
1453003_at Sorl1 sortiin-related receptor, LDLR class A repeat; ini NM_011436 0.000133844 5.26712
1417676_a_at_|Ptpro protein tyrosine receptor type, O INM_001164401 /// NM_001164402 /// NM_001164403 /// NM_011216 0.000544504] 5.26315
1448886_at Gata3 GATA binding protein 3 INM_008091 0.000100134| 5.25847
1449220_at Gimap3 GTPase, IMAP family member 3 NM_031247 1.32E-05] 5.25548
1451363 _a_at Dennd2d DENN/MADD domain 2D INM_001093754 /// NM_028110 /// NR_051982 0.000733979 5.25526
1458299_s_at__|Nfkbie nuclear factor of kappa light gene enhancer in B cells inhibitor, epsilon _|NM_008690 0.000545343 25321

1442945 _at 2010109K09Rik |RIKEN cDNA 2010109K09 gene = 0. 000914926\ .23476
1459914_at Slc25a53 solute carrier family 25, member 53 INM_001082412 /// NM_001114179 0. 00181&&{ 23054
1439622_at Rassfd Ras (RalGDS/AF-6) domain family member 4 NM_178045 0.000971725 22502
1426906_at Mndal myeloid nuclear diff antigen like INM_001170853 1.47E-06‘ .20837
1417621 _at NfatcT nuclear factor of activated T cells, . i 1 NM_001164109 /// NM_001164110 /// NM_001164111 /// NM_001164112 /// NM_016791 /i/ |___0.000594614 5.00737
1427911_at [ Tmem173 protein 173 INM_028261 2.31E-05 5.19609
1416619_at 4632428N0BRIK|RIKEN CDNA 4632428N05 gene NM_001159572 /// NM_028732 0.00290456| 5.18883
1418925_at Celsr1 cadherin, EGF LAG seven-pass G-type receptor 1 (flamingo homolog, D NM_009886 0.0022537| 5.18609
1417185_at Ly6a antigen 6 complex, locus A INM_001271416 /// NM_001271417 /// NM_001271418 /// NM_001271419 /// NM_00127144| 5.18581

1440900_at Gpri74 G protein-coupled receptor 174 INM_001033251 /// NM_001177781 /I/ NM_001177782 5.18432
1435959_at Arhgap15 Rho GTPase activating protein 15 INM_001025377 /// NM_153820 5.18085
1418131 _at Samhd1 SAM domain and HD domain, 1 NM_001139520 /// NM_018851 5.1698
1436271_at Apol7b /// Apol7 i in L 7b /// apolipoprotein L 7e INM_001024848 /// NM_001134802 5.15977
1435490_at Hk3 NM_001033245 /// NM_001206390 /// NM_001206391 /// NM_001206392 5.15445)|
1417756_a_at__|Lsp1 lymphocyte specific 1 INM_001136071 /i NM_001271508 /i NM_001271509 // NM_001271510 // NM_00127152] 5.14556
1448861_at  Traf5  TNF receptor factor 5 INM_011633 5.13904
1437762_at Rab3g [RAB39, member RAS oncogene family NM_175562 0.000199175] 5.13849
1434046_at AA467197 | sequence AA467197 INM_001004174 0.000291624| 5.13388
1418536_at H2-Q7 /1] H2-QB|h ibility 2, Q region locus 7 1/ atibility 2, Q region locus 9 NM_001198560 /// NM_001198561 /// NM_001201460 /// NM_010394 /I XM_003946446 1.73E-05] 511475
1426063 _a_at Gem GTP binding protein (gene in skeletal muscle) INM_010276 0.000412048| .10099
[1433581_at 1190002N15Rik |RIKEN cDNA 1190002N15 gene INM_001033145 0.00032926: 09413
1418452_at Gng2 guanine binding protein (G protein), gamma 2 NM_001038637 /// NM_010315 0.00103978| 08871
1418261_at Syk spleen tyrosine kinase INM_001198977 /// NM_011518 0.000111682 .08621
1449570_at Kirbc Kkiller cell lectin-like receptor subfamily B member 1C NM_001159904 /// NM_008527 /// XM_003946192 0.0006027 5.08569
1434248_at Prkch protein kinase C, eta INM_008856 0.000236405] 5.08472
1448511 _at Ptprcap protein tyrosine receptor type, C protein NM_016933 0.000396712 5.08419
1416697_at Dpp4 4 INM_001159543 /// NM_010074 0.000538164| 5.08298
1427434_at LOC101056649 IAP repeat-containing protein 1f-like /// NLR family, apoptosis inhibitory |NM_010871 /// NM_021545 /// XM_003945938 0.000730322] 5.07295
1451767 _at Noft il cytosolic factor 1 NM_010876 0.000550079 5.0567
[1430700_a_at _|Pla2g7 A2, group VII (platelet-activating factor plasma) NM_013737 0.00124443| 5.05445
[1423598_ AtpBat ATPase, aminophospholipid transporter (APLT), class I, type 8A, member 1 NM_001038999 /// NM_009727 0.000365528 .04642
1434359_at Fam65b family with sequence similarity 65, member B INM_001080381 /// NM_029679 /// NM_178658 0.00274005 .04266
1435342_at Kenk6 i tifying channel, subfamily K, member 6 INM_001033525 0.00102154| 03551
1437176_at Nirc5 NLR family, CARD domain containing 5 [NM_001033207 0.000306797| .03296
1426915_at Dapk1 death i protein kinase 1 INM_029653 /// NM_134062 0.0f 07643@{ .02375
1428034_a_at__[Tnfrst9 tumor necrosis factor receptor member 9 NM_001077508 /// NM_001077509 /// NM_011612 0.000101895 5.02251
1434754_at Rap1gap2 RAP1 GTPase activating protein 2 INM_001015046 0.000684227| 5.01818
1420382_at [Apobr i in B receptor NM_138310 0.000597029 5.01767
1440245_at Ccdc88b coiled-coil domain 88B INM_001081291 /// NM_198008 7.52E-05 5.01704
1431843 _a_at Nfkbie nuclear factor of kappa light gene enhancer in B cells inhibitor, epsilon [NM_008690 0.000670387 5.0058
1430634_a_at __|Ptkp ase, platelet NM_019703 8.35E-05 4.99416
1455576_at Rinl Ras and Rab interactor-like INM_177158 X 4.99318
1433963 a at _|Fermt3 fermitin family homolog 3 (Drosophila) NM_153795 4.99049
1460415_a_at Cd40 CD40 antigen INM_011611 /// NM_170702 /// NM_170703 /// NM_170704 /// NR_027852 4.98943
1445918 _at Tmem2 protein 2 NM_001033759 /// NM_031997 4.98729




1442640 _at 8.42E-05 4.98702
1435313 _at Cd200r4 CD200 receptor 4 NM_207244 0.000183888 4.98233
1448261 _at Cdnt cadherin 1 NM_009864 0.00869426] 4.9821

1419873 s at__|Csfir colony ing factor 1 receptor NM_001037859 /I NM_007779 0 000255144 497777
1431970_at Dostamp seven protein NM_020422 0.000118709 4.9771

1448272_at Big2 B cell gene 2, anti-proli NM_007570 0.000635009 497313
1426505_at Evi2a-evi2b /I] E|Eviza-Evizb I ecotropic viral i site 2b NM_001077496 /// NM_146023 1.43E-05] 4.97131

1418110_a_at__|inpp5d inositol 5 D NM_001110192 /// NM_001110193 /// NM_010566 0.000543966 4.97008
1421392_a_at__|Birc3 1AP repeat-containing 3 NM_007464 .000229553] 4.96829
1450767 _at Nedd9 neural precursor cell down-regulated gene 9 NM_001111324 /// NM_017464 000580519] 4.96292
1431045 at Fam49a family with sequence similarity 49, member A INM_001146119 /// NM_029758 0005239 4.96163
1456061 _at Gimap8 GTPase, IMAP family member 8 NM_001077410 /// NM_212486 .000252583] 4.9497
1453072_at Gpr160 G protein-coupled receptor 160 NM_001134385 /// NM_001134386 /// NM_027965 .000216163) 4.94712
1448749_at Plek pleckstrin NM_019549 0.000218447] 4.94667
1456772_at Noft neutrophil cytosolic factor 1 NM_010876 0.00190743] 4.94294
1455067_at Psd4 pleckstrin and Sec? domain containing 4 NM_177611 6.85E-05 4.93837
1442160_at Fam19a3 family with sequence similarity 19, member A3 NM_183224 0.000437166] 4.93138
1416333 _at Dok2 docking protein 2 NM_010071 2.09E-05 4.92555
1437117_at AcapT ArfGAP with coiled-coil, ankyrin repeat and PH domains 1 NM_153788 5.93E-05 4.9213
1426188 s at__|BCO05685 |cDNA sequence BC005685 0.00196906] 491703
1436397 _at Tifab TRAF protein with forkhead domain, family member B NM_001168615 /// NM_145976 9.93E-05 4.91387
1438439_at Gpri71 G protein-coupled receptor 171 NM_173398 0.000170706] 4.90308
1433582_at 1190002N15Rik [RIKEN cDNA 1190002N15 gene INM_001033145 0000748694 4.90288
1435596_at Gsap lgamma-secretase activating protein NM_175437 5.59E-05, 4.90059
1452092_at Chst15 4-sulfate 6-0) 15 NM_029935 0.00105564| 4.89962
1460067 _at Cor2 (C-C motif) receptor 2 NM_009915 0.000712521] 4.89617
1416576 _at Socs3 suppressor of cytokine signaling 3 NM_007707 4.89557
1437277 x at__[Tgm2 , i NM_009373 4.89155
1418465_at Nof neutrophil cytosolic factor 4 NM_008677 4.87745
1451910 a at__|Cd6 CD6 antigen NM_001037801 /// NM_009852 0.00018165| 4.87728
1421411 _at Pstpip2 prol th g protein 2 NM_013831 /// NM_177831 0.000944147 4.87695
1449473 s at__|Cd40 CD40 antigen NM_011611/// NM_170702 /// NM_170703 /if NM_170704 //f NR_027852 2.00E-05 4.87674
1440298_at Tremi2 triggering receptor expressed on myeloid cells-like 2 NM_001033405 0.000278043 4.87243
1448804_at Cypitatl P450, family 11, subfamily a, i NM_019779 0.00738442| 4.87019
1452367 _at Coro2a coronin, actin binding protein 2A NM_001164804 /// NM_178893 0000379277 4.86573
1419711 _at Cd7 CD7 antigen NM_009854 0.000745442 4.85712
1418204 s at__|Aif allogratt i y factor 1 NM_019467 0.00018117] 4.8562
1418262_at Syk spleen tyrosine kinase NM_001198977 /// NM_011518 0.000477615] 4.84739
1419128 ligax integrin alpha X NM_021334 0.000509679 4.83922
1460134_at 9330175E14Rik|RIKEN cDNA 9330175E14 gene NR_01551 3.73E-05 4.83506
1450298 _at Tnfsf14 tumor necrosis factor (ligand) superfamily, member 14 INM_01941 000563126] 4.83191
1434874 x _at__|Acap1 ArfGAP with coiled-coll, ankyrin repeat and PH domains 1 NM_15378 0 019@{ 483062
1435226_at Rnf19b ting finger protein 198 INM_02921 .000215903] 4.82678
1434350_at Csmp1 cysteine-serine-rich nuclear protein 1 NM_15328 .000189088] 4.82469
1444556_at 0.000751924 4.82042
1418998 _at Kmo kynurenine 3- ine 3 NM_133809 0.000421205 4.80473
1422734 a at__|Myb is oncogene NM_001198914 /// NM_010848 /// NM_033597 0000161277 4.80409
1424181 _at INM_001177323 /l NM_001177324 //f NM_001253706 /// NM_019942 0.000294629 4.80328
1420558 _at Selp selectin, platelet INM_011347 0.00340863] 4.80078
1418901 _at Cebpb CCAAT/enhancer binding protein (C/EBP), beta NM_009883 0.000201215 4.80073
1454733 _at Nod1 indin ion domain 1 NM_001171007 /// NM_172729 0.000122391 479637
1421525 a_at _|LOC101056614 1AP repeat-containing protein Te-like /// NLR family, apoptosis inhibitory |NM_010870 /// XM_003946381 0.00124563] 479474
1452231 x_at__|Mndal myeloid nuclear differentiation antigen like NM_001170853 7.30E-06| 479129
1421578 _at Coi4 ine (C-C molif) ligand 4 NM_013652 0 0012707% 4.79055)|
1435449_at Bol2111 BCL2-like 11 facilitator) [NM_009754 //7 NM_207680 /// NM_207681 6.37E-05 478979
1454656 _at Spatal3 iated 13 NM_001033272 0.000492915] 478538
1449925 _at Cxcr3 chemokine (C-X-C molif) receptor 3 NM_009910 0.000214704] 4.78516
1427655 a_at _|A630038E17Rik| RIKEN cCDNAAG30038E 17 gene 0.000480064 476366
1434573_ Traf3ip3 TRAF3 interacting protein 3 NM_153137 .000304643] 475867
1417721 s at__|Laptmb protein 5 NM_010686 000793685 475554
1417961 a at _|Trim30a tripartite motif-containing 30A INM_009099 000489298] 4.752
1434955 _at 1-Mar ting finger (C3HCA) 1 NM_001166372 /I NM_001166375 /// NM_175188 .000307724] 474049
1441974 _at Camkd4 protein kinase IV NM_009793 000929008] 473484
1453228_at Sttt syntaxin 11 NM_001163590 /// NM_001163591 /// NM_029075 9.16E-05 473447
1452952_at Fam217b family with sequence similarity 217, member B NM_001081289 0.000536472‘ 4.7343
1460231_at 5 interferon regulatory factor 5 NM_001252382 /i NM_012057 0.000121032 473271
1421547 _at Cd180 CD180 antigen NM_008533 0.00286664] 4.72825)|
1425380_at Rasgrpd RAS guanyl releasing protein 4 NM_001174155 /// NM_145149 /// NR_045676 1.65E-05] 472698
1438716 _at Trim30d tripartite motif-containing 30D NM_001167828 /I NM_199146 0000178116 4.72464
1418293 at [ifit2 t induced protein with repeats 2 NM_008332 0.000213622 471751
1427429_at Csf2 colony ing factor 2 NM_009969 0.00286569) 471601
1425215 _at Frar2 free fatty acid receptor 2 NM_001168509 /// NM_001168510 /// NM_001168511 /// NM_001168512 /// NM_146187 0.0011103 47143
1426926 _at Plcg2 C.gamma 2 NM_172285 6.44E-0 471305
1418154_at Nabp1 NEDD4 binding protein 1 NM_030563 0.00042791 470777
1448306_at Nfkbia nuclear factor of kappa light gene enhancer in B cells inhibitor, alpha__|NM_010907 00015726 4.7002
1437504_at Sla2 Srclike-adaptor 2 NM_029983 0.000203382 4.69435)|
1433977_at Hs3st3b1 heparan sulfate 30 381 NM_018805 0.00358938] 4.69428
1422397 a at__[ilbra interleukin 15 receptor, alpha chain INM_001271497 /i NM_001271498 //7 NM_001271499 /i NM_001271500 /7 NM_00127150 3.30E-05 4.69028
1449591 _at Caspd caspase 4, apoptosis-related cysteine peptidase NM_007609 3.11E-06| 4.67584
1427348 _at Zc3hi2a zinc finger CCCH type containing 12A NM_153159 6.27Eﬁ{ 4.67431
1423593 a at _|Csfir colony stimulating factor 1 receptor NM_001037859 /// NM_007779 0.000124095 4.67265|
1441249_at 4930403D09RiK [RIKEN cDNA 4930403D09 gene 0.00084141 % 4.67184
1450291 s at__|Msdadc panning 4-domains, subfamily A, member 4C NM_029499 3.97E-05 467053
1443021_at Mthfs 5,10 NM_026829 o.ooowsso% 4.66986
1436544_at Atp10d ATPase, class V. type 10D NM_153389 /17 NR_003966 0000479142 4.66696
1420463 _at Cink K cell linker NM_013748 0.000221874] 466312
1419607 _at Tnf tumor necrosis factor NM_013693 0.00212022] 4.66242
1421034 a at _|[lldra interleukin 4 receptor, alpha [NM_001008700 /// NM_010557 0.000603925 465837
1435043 _at Picb1 C. beta 1 NM_001145830 /// NM_019677 0.00236564] 4.65809
1456504_at Zfp182 zinc finger protein 182 NM_001013387 /// NM_001111076 1.90E-05] 465686
1416654_at Sic31a2 solute carrier family 31, member 2 NM_025286 2.36E-05 4.65484
1422707 _at Pik3cg inositide-3-kinase, catalytic, gamma NM_001146200 /// NM_001146201 /// NM_020272 0.000921283 4.64704
1449265_at Casp1 caspase 1 NM_009807 1.37E-05] 464239
1428492_at Glipr2 GLI lated 2 NM_027450 0.00116722 4.63942
1440178 x_at__|Zap70 zeta-chain (TCR) protein kinase NM_009539 3.79E-05 463446
1460710_at Adoraza 'A2a receptor NM_009630 0.000270379 463173
1447075 _at 2.59E-05 4.62632
1422932_a at __|Vavi vav 1 oncogene NM_001163815 /// NM_001163816 /// NM_011691 0.000588423] 461554
1428660 s at__[Tor3a torsin family 3, member A NM_023141 4.61547
1449025 _at [1fit3 duced protein with repeats 3 NM_010501 4.60682
1423323 _at Tacstd2 t calcium signal NM_020047 4.60463
1451426_at Dhx58 DEXH (Asp-Glu-X-His) box 58 NM_030150 45976
1424704 _at Runx2 runt related transcription factor 2 NM_001145920 /// NM_001146038 /// NM_001271627 /I/ NM_001271630 /// NM_00127163 459552
1444299 _at A430093F 15Rik [RIKEN CDNA A430093F 15 gene NM_207529 //7 NR_027805 45919
1419722_at Kik8 kallikrein related-peptidase 8 NM_008940 458652
1447621 s at__[Tmem173 protein 173 NM_028261 4.58611
1447711 _x_at__|— 457831
1419132_at Tir2 toll-like receptor 2 NM_011905 457513
1453913 a at _[Tap2 2, ATP-binding cassette, sub-family B (MDR/TAP) NM_011530 457365
1428346 _at Trafd1 [TRAF type zinc finger domain containing 1 NM_001163470 /// NM_172275 456818
1444741 _at Dock2 dedicator of cyto-kinesis 2 NM_033374 45681
1453299 _a at _|Pnp /[l Pnp2__|puri phospl /Il purine-nucleoside phosphorylase 2 NM_001123371 /// NM_013632 456658
1448918 _at Sico3at solute carrier organic anion family, member 3at INM_001038643 /// NM_023908 4.56481
1451776_s_at__|Hopx HOP NM_001159900 /// NM_001159901 /// NM_175606 455961
1442130_ Hsh2d T ietic SH2 domain NM_197944 455935
1435227 _at Bal11b B cell 118 NM_001079883 /// NM_021399 4.55675
1456212 Socs3 of cytokine signaling 3 NM_007707 455191
1418540 Ptpre protein tyrosine receptor type, E NM_011212 453788
1426167 Camkd protein kinase IV NM_009793 453186
1439956 _at Ms4a6b ing 4-domains, subfamily A, member 6B NM_027209 0.000209588 451894
1436074_at Nfkbid nuclear factor of kappa light polypeptide gene enhancer in B cells inhibitor, delta __|NM_172142 0.000593198 451888
1419518 _at Tubag tubulin, alpha 8 NM_017379 0.0034608] 45170

1438097 _at Rab20 RAB20, member RAS oncogene family INM_011227 0.00051516] 45110

1452539 a_at __|Cd247 CD247 antigen [NM_001113391 /// NM_001113392 /// NM_001113393 //f NM_001113394 /// NM_031162 /// | __0.000510203 45101

1421618 _at Myotf myosin IF NM_053214 6.97E-05 45100

1423602_at Trafl TNF recept fated factor 1 NM_009421 8.99E-05 450808
1449347_a_at__|Xirda /I/ Xirdb /1/|X-linked lympt qulated 4A /I/ X-linked quiated 4B /// X-linked Iy|NM_001081642 /// NM_021365 /// NM_183094 5.535% 450513
1457035_at AI607873 sequence Al607873 NM_001204910 0.000124758 450261
1451777 _at Ddx60 DEAD (Asp-Glu-Ala-Asp) box 60 NM_001081215 /// NM_144928 0.000691547 4.4975
1449911 _at Lag3 tivation gene 3 NM_008479 0.000483049 4.49598
1437132_x_at__|Nedd9 neural precursor cell down-regulated gene 9 NM_001111324 /// NM_017464 0.00271278| 4.48764
1434537_at Sico3al solute carrier organic anion family, member 3at INM_001038643 /// NM_023908 0.000389572 4.48543
1443894_at Eviza ecotropic viral i ion site 2a NM_001033711 /// NM_010161 0.00065917| 4.48487
1428790_at Nfam1 Nfat activating molecule with ITAM motif 1 NM_001271411 /// NM_001271412 /// NM_001271413 //f NM_001271414 /Il NM_028728 0.001447 4.4793
1439146 s at__|Lck lymphocyte protein tyrosine kinase NM_001162432 /// NM_001162433 /// NM_010693 0000132556 447783




1443284_at -— — - 0.000173813 4.47687
1425863 _a_at__|Pipro protein tyrosine receptor type, O NM_001164401 /// NM_001164402 /// NM_001164403 /// NM_011216 0.00130008| 447432
1456426_at Clec2i C-type lectin domain family 2, member i INM_020257 0.00192976| 4.47041
1421937_at Dapp1 dual adaptor for and i 1 INM_011932 0.00113674, 4.47027
1415871_at Tgfbi growth factor, beta induced INM_009369 0.000161292| 4.46784
1419526_at Fgr Gardner-Rasheed feline sarcoma viral (Fgr) oncogene homolog INM_010208 0.00123399 4.46628
1426037 a_at _|Rgs16 regulator of G-protein signaling 16 NM_011267 0.000468303 4.45604
1424518_at Apol9a /// Apo@‘] i in L 9a /// in L 9b INM_001162883 /// NM_001168660 /// NM_173743 /// NM_173786 4.45411
1418176 _at Vdr vitamin D receptor NM_009504 445115
1436501_at Mtus1 mitochondrial tumor suppressor 1 INM_001005863 /// NM_001005864 /// NM_001005865 4.4505|
1435288_at Corola coronin, actin binding protein 1A INM_009898 4.44954
1416318_at Serpinba serine (or cysteine) peptidase inhibitor, clade B, member 1a NM_025429 4.43789
1417707 _at N4bp2I1 NEDD4 binding protein 2-like 1 INM_133898 4.43475
1436589 x_at__|Prkd2 protein kinase D2 NM_001252458 /// NM_178900 4.43236
1451253_at Pxk PX domain kinase INM_145458 /// NM_178279 4.43016
1433678_at Pld4 D family, member 4 INM_178911 4.42908
1450194 _a_at Myb oncogene INM_001198914 /// NM_010848 /// NM_033597 0.000333021 4.42661
1451024 _at S1prd 1 receptor 4 INM_010102 0.00163944| 4.41818
1428700_at P2ry13 receptor P2Y, G-protein coupled 13 NM_028808 0.00152231 441649
1437900_at 4930523C07Rik|RIKEN cDNA 4930523C07 gene INM_001024470 /// NM_001162896 /// NR_028111 0.000738841 4.41594
1458602_at [Bbx bobby sox homolog (Drosophila) NM_027444 0000111663 24136
1416295_a_at li2rg interleukin 2 receptor, gamma chain INM_013563 0.00011206¢ 4.41356
1455068_at Psd4 pleckstrin and Sec7 domain i INM_177611 0.00166014| 4.41244
1456126_at Malt1 mucosa lymphoid tissue lymphoma gene 1 NM_172833 0.000113971 4.41224
1434069_at Prex1 3,45 P Rac exchange factor 1 INM_177782 0.00293152] 4.41139
1457780_at Sttt syntaxin 11 NM_001163590 /// NM_001163591 /// NM_029075 0.000423977 2.41104
1422638_s_at Rassf5 Ras association (RalGDS/AF-6) domain family member 5 INM_018750 0.000386401 4.41051
1448509_at Fam107b family with sequence similarity 107, member B NM_025626 0.00100881 4.4058
1426450_at Plcl2 C-like 2 INM_013880 4.40477
1423590_at Napsa napsin A aspartic peptidase NM_008437 4.40326
1459973 x_at NM_001159543 /I NM_010074 4.39584
1429422_at 4933412E12Rik |RIKEN cDNA 4933412E12 gene INR_038025 /// NR_038026 4.39267
1451806_at Fnbp1 formin binding protein 1 NM_001038700 /// NM_001177648 /il NM_001177649 /I/ NM_001177650 //f NM_019406 4.3864
1439566_at Gprin3 GPRIN family member 3 INM_183183 0.000283936 4.38552
1419206_at Cd37 CD37 antigen NM_007645 0.00430895] 4.38534
1421338_at |Elf4 E74-like factor 4 (ets domain factor) INM_019680 0.00270067\ 4.37841
1440665_at -— — — 0.0039923 4.37446
1449454_at Bstl bone marrow stromal cell antigen 1 NM_009763 0.00038956) 4.36924
1422105_at Cd3e CD3 antigen, epsilon INM_007648 0.000863955 4.36092
1448026_at Chd7 in helicase DNA binding protein 7 NM_001033395 /// NM_001081417 /// NM_001277149 0.0 435839
1418133_at Bcl3 B cell 3 INM_033601 0.4 4.34816
1429012_at Arhgef6 Rac/Cdc42 guanine nucleotide exchange factor (GEF) 6 INM_152801 0 434636
1426914_at Marveld2 MARVEL ing) domain 2 NM_001038602 /// NM_178410 0. 4.3463
1433914_at Lipo1 lipase, member O1 INM_001013770 1.30E-05 4.34547
1452123 s_at__|Frmddb FERM domain ing 4B NM_145148 0.000555801] 434405
1421463_at Siglece sialic acid binding Ig-like lectin E INM_031181 0.0002364 4.33979
1433596_at Dnajc6 DnaJ (Hsp40) homolog, subfamily C, member 6 NM_001164583 /// NM_001164584 /// NM_001164585 /// NM_198412 0.000198795 433659
1457954 _at - — - 0.000343125 4.33305
1427532_at Trat1 T cell receptor adaptor 1 INM_198297 0.00386| 4.33208
1450648 s_at__|H2-Ab1 T ibiity 2, class Il antigen A, beta 1 NM_207105 1.69E-05| 433108
1435584 _at |A630033H20Rik|RIKEN cDNA A630033H20 gene INM_001122595 /// NM_001122596 /// NM_175442 0.00195448| 4.33028
1442350_at 0.00155927] 4.32588
1434980_at Pik3r5 3-ki , regulatory subunit 5, p101 INM_177320 1.24E-06 4.31928
1451161 a_at __|Emrd |EGF-like module in-like, hormone receptor-like sequence 1 NM_010130 0000545112 430049
1427994 _at Cd300if CD300 antigen like family member F INM_001169153 // NM_145634 2.55E-05 4.29287
1452050_at Camk1d il i protein kinase 1D INM_177343 0.00251311 4.28735
1433828_at AtpBat [ATPase, aminophospholipid transporter (APLT), class I, type 8A, member 1 NM_001038999 /// NM_009727 0.00214877] 4.2812
1422477 _at Cables1 CDKS5 and Abl enzyme substrate 1 INM_001146287 /// NM_022021 0.00164718 4.27945
1427797 s_at__|Ctse cathepsin E NM_007799 0.00060161 4.27805]
1417333_at Rasa4 RAS p21 protein activator 4 INM_001039103 /// NM_133914 5.42E-0t 4.2762
1418932_at Nfil3 nuclear factor, i 3, regulated INM_017373 6.00E-0! 4.27614
1457945_at - - - 0.007598 4.27101
1425548_a_at __|Lst1 leukocyte specific transcript 1 NM_010734 9.93E-05 427074
1449419_at Dock8 dedicator of cytokinesis 8 NM_028785 /// NM_175233 0.000239769 4.26858
1426276_at [ifih1 interferon induced with helicase C domain 1 INM_001164477 /// NM_027835 1.56E-05 4.26828
1435264_at Emilin2 elastin microfibril interfacer 2 NM_145158 0.000850431] 4.26592
1450212_at Fmnl1 formin-like 1 INM_001077698 /// NM_019679 0. 000437778\ 4.26448
1420819_at Sla src-like adaptor INM_001029841 /// NM_009192 0.000416222| 4.26323
1420703_at Csf2ra colony factor 2 receptor, alpha, low-affinit NM_009970 4.56E-05 4.26265
1421550_a_at | Trim34a /// Trim3 tripartite motif- i 34A /Il tripartite motif-containing 348 INM_001243916 /// NM_030684 4.49E-05 4.26214
1451453_at Dapk2 th fated protein kinase 2 NM_010019 0.00471054| 4.26067
1417602_at Per2 period circadian clock 2 INM_011066 0. 000154374\ 4.24881
1456065_at Ubash3a ubiquitin and SH3 domain containing, A NM_177823 [ 00015533{ 4.24702
1444343 at - - 0.0015765 4.24119
1452068_at Naaa N ine acid amidase INM_001163687 /// NM_025972 0.000661&{ 4.2397
1447213 _at 0.00484525| 423105
1419833_s_at Arap3 ArfGAP with RhoGAP domain, ankyrin repeat and PH domain 3 INM_001205336 /// NM_139206 0.0019%{ 4.23022
1442820_at Gm15472 predicted gene 15472 0.000515385] 4.22463
1418718_at Cxcl16 (C-X-C motif) ligand 16 INM_023158 0. 000167981\ 4.21772
1417876_at Fegrt Fc receptor, IgG, high affinity | NM_010186 0.000148267| 4.20838)
1455899 x_at__|Socs3 of cytokine signaling 3 NM_007707 0.00116182 4.20493
1439771_s_at D13ERTD608E |- — 0.000629198 4.19675
1419684_at Colg /// LOC100{ (C-C moti) ligand 8 /I c-C motif 8-like NM_021443 /I XM_003085741 0.000723042 4.19583
1426594_at Frmd4b FERM domain ing 4B INM_145148 0.000910007 4.19552
1435694_at Arhgap26 Rho GTPase activating protein 26 NM_175164 0.000370296 419342
1427892_at MVOW g myosin IG INM_178440 0.000418858| 4.193
1449049_at Tir1 toll-like receptor 1 INM_001276445 /// NM_030682 7.26E-06 4.19069
1422953 _at Fpr2 formyl peptide receptor 2 NM_008039 0.00116757, 4.18995|
1437432_a_at Trim12a tripartite q ining 12/ INM_023835 0.000168372] 4.18685
1445522_at Atp8ba ATPase, class I, type 8B, member 4 NM_001080944 0.00236841 4.18627
1439221 _s_at Cd40 CD40 antigen INM_011611 /// NM_170702 /// NM_170703 /// NM_170704 /// NR_027852 5.51E-05 4.18368
1418097_a_at __[Crlf2 cytokine receptor-like factor 2 NM_001164735 /// NM_016715 0.000652609] 4.18325
1440217 _at Fam169b family with sequence similarity 169, member B NM_001013811 0.000630677 4.18266
1422054 _a_at Skil SKl-like INM_001039090 /// NM_001271772 /// NM_011386 3.21E-05 4.17561
1448328 _at Shabp2 SH3-domain binding protein 2 NM_001136088 /// NM_001145858 /// NM_001145859 /// NM_011893 4.36E-05 4.16879
1428330_at Dopey2  dopey family member 2 INM_026700 /// NM_027293 0.000755599 4.16737
1451099_at Esyti extended Tike protein 1 NM_011843 0.000446025 4.16627
1437245_at [ Tmem154 protein 154 INM_177260 0.00171884 4.16534
1441226_at Spon1 spondin 1, (f-spondin) matrix protein NM_145584 0.000398055| 416505
1416530_a_at__|Pnp puri phosphory NM_013632 0.000320013] 416245
1420591_at Gpré4 G protein-coupled receptor 84 NM_030720 0.0030@{ 4.1614
1444009_at Rassfd Ras iation (RaIGDS/AF-6) domain family member 4 NM_178045 0.00153063] 4.16038
1450675_at Smap2 stromal GTPase-activating protein 2 INM_133716 0.000654716 4.15948
1426223_at Ttc39c i repeat domain 39C NM_028341 0.000644103 2.1591
1419300_at Fit1 FMS-like tyrosine kinase 1 INM_010228 0.00377652] 4.15861
1416273_at Tnfaip2 tumor necrosis factor, alpha-induced protein 2 INM_009396 0.00236989 4.15832
1451756_at Fitd FMS-like tyrosine kinase 1 NM_010228 0.00483397| 4.1557
1439068_at Erap1 ic reticulum 1 INM_030711 1.46E-05 4.1486
1452178_at Parp10 /// Plec_|poly (ADP-ribose) family, member 10 /// plectin NM_001163540 /// NM_001163542 /// NM_0071163549 /// NM_001163575 /// NM_00116357¢ __0.000328061 4.14515
1450214 _at Adora2b A2b receptor INM_007413 0.00182421 4.14172
1417025_at H2-Eb1 ity 2, class Il antigen E beta INM_010382 0.000226596 4.13938
1417268 _at Cdi4 CD14 antigen NM_009841 0.0035173 4.13492
1420396_at Cd160 CD160 antigen INM_001163496 /// NM_001163497 /// NM_018767 0.000438913 4.12462
1422160_at H2-T24 i ibiity 2, T region locus 24 NM_008207 0.000382078 412434
1451174 _at Lrrc33 leucine rich repeat containing 33 INM_146069 0.000108948| 4.11904
1438061_at 4930523C07Rik|RIKEN cDNA 4930523C07 gene NM_001024470 /// NM_001162896 /// NR_028111 0.000396833 411756
1418809_at Pira1/// Pira2__|paired-Ig-like receptor A1 // paired-lg-like receptor A2 INM_011087 /// NM_011089 /// XM_003946213 0.000796999 4.11528
1442862_at - -— — 0.00879332 4.11526
1444486_at KIhi5 kelch-like 5 NM_175174 0.00012967| 211472
1437561_at Trat1 T cell receptor adaptor 1 INM_198297 0.00205504| 4.11056
1449222_at [Ebi3 Epstein-Barr virus induced gene 3 NM_015766 4.10478
1420710_at Rel reticuloendotheliosis oncogene INM_009044 4.10242
1434380_at Gbp7 binding protein 7 INM_001083312 /// NM_145545 4.10161
1455692 x_at 1700097N02Rik [RIKEN cDNA 1700097N02 gene INR_045287 4.10107
1428415_at Rnf113a2 ring finger protein 113A2 INM_025525 0.00017572 4.09827
1459919 _a_at _|Mob3c MOB kinase activator 3C NM_175308 0.00155171 4.09409
1441115_at D18Ertd232e DNA segment, Chr 18, ERATO Doi 232, expressed —- 0.00478108| 4.08399
1455369_at Apbai [amyloid beta (Ad) precursor protein binding, family A, member 1 NM_177034 0.000983223 4.08257
1422473 _at Pdedb 4B, cAMP specific INM_001177980 /// NM_001177981 /// NM_001177982 /// NM_001177983 /// NM_019840 0. 000996@ 4.08177
1428565_at Unkl unkempt-like (Drosophila) INM_001197024 /// NM_028789 0. 0025113‘ 4.08024
1422847 a at _|Prked protein kinase C, delta NM_011103 0.000111387] 4.07734
1449310_at Ptger2 E receptor 2 (subtype EP2) NM_008964 0.00274301{ 4.07623
1427091 _at Znfx1 zinc finger, NFX1-type containing 1 NM_001033196 6.87E-05 4.07434
1423091_a_at Gpméb m6b INM_001177955 /// NM_001177956 /// NM_001177957 /// NM_001177958 /// NM7001177ﬁ‘ 0.00792098| 4.072@‘
1427705 a_at__|Nfkb1 nuclear factor of kappa light gene enhancer in B cells 1, p105 NM_008689 [ 3.92E-05 4.07253




1451750_at Irak4 interleukin-1 Pl kinase 4 INM_029926 0.000828611 4.06646
1435454_a_at _|Helz2 helicase with zinc finger 2, i NM_183162 0.000315707 4.05644
1446553_at o - - 0.000135557 4.05602
1426501_a_at Tifa  TRAF- protein with forkhead: domain INM_145133 0.00020772] 4.05563
1452815_at P2ry10 receptor P2Y, G-protein coupled 10 NM_172435 0.000181799] 4.05532
1460521_a_at Nabp1 nucleic acid binding protein 1 INM_028696 0.000219233| 4.0543
1420768 a_at __|Dhx58 DEXH (Asp-Glu-X-His) box 58 NM_030150 0.000330556 4.05|
1439121_at H2-T10 /// H2-T2hi ibility 2, T region locus 10 /// 2, T region locus 22 ///  |NM_010395 /// NM_010396 /// NM_010397 /// NM_010399 /// NR_046286 /// XM_00368894| 5.60E-06 4.04925
1428767 _at Gsdmd NM_026960 3.76E-05 4.0481
1428781_at Dmkn INM_001166173 /// NM_001166174 /// NM_028618 /// NM_172899 0.00187007 4.0474
1428696_at Rftn1 raftlin lipid raft linker 1 INM_181397 0.000237755 4.0452!
1456635_at C130026121Rik |RIKEN cDNA C130026121 gene NM_001037909 /// NM_175219 0.000207578] 4.0431
1449305_at F10 factor X INM_001242368 /// NM_007972 0.000746594| 4.0346
1434794_at Rhof ras homolog gene family, member NM_175092 5.14E-05, 4.03337
1429055_at Rik|RIKEN cDNA 4930506M07 gene INM_001114312 /// NM_175172 0.00387749 4.03109
1418633_at Notch1 notch 1 NM_008714 0.000562276 4.02931
1440209_at 1-Mar ring finger (C3HC4) 1 INM_001166372 /// NM_001166375 /// NM_175188 0.00338173 4.02093
1424965_at Lpxn leupaxin INM_134152 0.000369999 4.01724
1434333 a at _|Prkd2 protein kinase D2 NM_001252458 /// NM_178900 3.74E-05) 4.00665|
1436061_at -— — —- 8.98E-06 4.00396
1429881 _at Arhgap15 Rho GTPase activating protein 15 NM_001025377 /// NM_153820 0.000970269 4,003
1434583_at [ Tmem26 protein 26 INM_177794 0.00522273 4.00
1430447 _a_at Lair1 leuk Ig-like receptor 1 INM_001113474 /// NM_178611 0.000927766 3.99806|
1421287 _a_at Pecam1 cell adhesion molecule 1 INM_001032378 /// NM_008816 0.00106622] 3.9977:
1442025_a_at -— — — 0.00537264| 3.9942
1435665_at Trim30d tripartite motif-containing 30D NM_001167828 /// NM_199146 0.000648375 3.99119
1417122_at Vav3 vav 3 oncogene INM_020505 /// NM_146139 0.00673778 3.99075
1438475 _at AB124611 [CDNA sequence AB124611 NM_001198794 /// NM_206536 4.92E-05 3.99053
1460437_at Cyth4 cytohesin 4 INM_028195 0. 000103981\ 3.98812
1425609_at Ncf1 neutrophil cytosolic factor 1 INM_010876 0.000455066‘ 3.98668
1421358_at H2-M3 T ibility 2, M region locus 3 NM_013819 6.45E-06 3.96055
1444017 _at -— — — 4.63E-05 3.96708
1430819_at Naaa N ine acid amidase NM_001163687 /// NM_025972 0.00725436] 3.96562
1417391_a_at 1116 interleukin 16 INM_010551 0.0014887&{ 3.9638
1433964_s_at __|Fermt3 fermitin family homolog 3 (Drosophila) NM_153795 9.84E-05 3.9602
1427974 _s_at Cacnaild calcium channel, voltage-dependent, L type, alpha 1D subunit INM_001083616 /// NM_028981 0.00306991\ 3.95752
1423452_at Stk17b i ine kinase 17b ducing; INM_133810 4.78E-0§{ 3.95651
1460255_at Tnfsf13b tumor necrosis factor (ligand) superfamily, member 13b NM_033622 9.84E-05 3.95503
1449365_at S1pr5. sphingosine-1 receptor 5 INM_053190 0.00168211 3.94832
1420641_a_at__|Sqrdl sulfide quinone reductase-like (yeast) NM_001162503 /// NM_021507 /// NR_027888 0.000358995 94127
1443594 _at Al043046 sequence Al043046 = 8.20E-05 999
1421207_at Lif leukemia inhibitory factor NM_001039537 // NM_008501 0.00777108] 419
1426893_at Fam102a family with sequence similarity 102, member A NM_153560 0.000231646] 017
1434967 _at | Zswim6 zinc finger SWIM-type i 6 INM_145456 0.00333398 695
1450034_at Stati signal and activator of 1 NM_001205313 /// NM_001205314 /// NM_009283 4.82E-06 3.92657
1419874 _x_at Zbtb16 zinc finger and BTB domain containing 16 INM_001033324 0.008914&‘ 3.92527
1452928 _at Abi3 [ABI gene family, member 3 NM_001163464 /// NM_025659 0.00114769 3.91351
1429692_s_at Geh1 GTP cyclohydrolase 1 INM_008102 0.0006064\ 3.91289
1455015_at Tbc1d9 ' TBC1 domain family, member 9 INM_001111304 /// NM_027758 0.00170873 3.91265
1436419_a_at _|1700097NO2Rik|RIKEN cDNA 1700097N02 gene NR_045287 7.62E-05 391123
Cxcl16 (C-X-C motif) ligand 16 INM_023158 0.000116458| 3.90792
Synji in 1 NM_001045515 /// NM_001164483 0.000449835 3.9042
Akna AT-hook transcription factor INM_001045514 0.0010263‘ 3.9022
1421168 _at Abcg3 ATP-binding cassette, sub-family G (WHITE), member 3 NM_030239 0.00163621 3.89096
1421366_at Clec5a C-type lectin domain family 5, member a INM_001038604 /// NM_021364 0.000252525 3.89012
1444040_at Lair1 leukocy Ig-like receptor 1 INM_001113474 /// NM_178611 0.000164315‘ 3.88849
1439773 _at Ly6e antigen 6 complex, locus E INM_001164036 /// NM_001164037 /// NM_001164038 /// NM_001164039 /// NM_001164040 __0.000267075] 3.879
1449227 _at Ch25h 5. INM_009890 0.000438518 3.87157
1440914_s_at__|Aftph aftiphilin NM_001252503 /// NM_181411 0.00498135] 86054
1450718_at Sh2b2 SH2B adaptor protein 2 INM_018825 0.00021 7971\ 86921
1418980_a at__|Cnp 2',3-cyclic 3 phospl NM_001146318 /// NM_009923 0.00230383| 86001
1425519 a_at __|Cd74 CD74 antigen (invariant ide of major i complex, class Il antiiNM_001042605 /// NM_010545 0.000452433 86871
1444283_at Gimap7 GTPase, IMAP family member 7 INM_146167 0.000816253| .86645
1432235 _at Epstit epithelial stromal interaction 1 (breast) NM_029495 /I NM_178825 0.00861266| 3.86431
1451821_a_at Sp100 nuclear antigen Sp100 INM_013673 0.0013@{ 3.86319
1436334_at Synjt janin 1 NM_001045515 /// NM_001164483 0.0004995 3.86281
1455741 _a_at Ecel enzyme 1 INM_199307 0.00127078\ 3.85915
1442219_at Gma8369 predicted gene 8369 INM_001164202 0.00554021{ 3.85901
1436212_at Tmem?71 protein 71 NM_172514 0.00015109) 38537
1434856_at Ankrd44 ankyrin repeat domain 44 INM_001081433 0.00143966| 3.85363
1451775 s_at__[IM3ral interleukin 13 receptor, alpha 1 NM_133990 0.000103562 85141
1420361_at Sic11al solute carrier family 11 (proton-coupled divalent metal ion transporters), member 1 [NM_013612 0.00130048| 4524
1455660_at Csf2rb colony ing factor 2 receptor, beta, low-affinity (granulocyte-macrophage NM_007780 0.000491324| 4199
1438968_x_at__|Spint2 serine protease inhibitor, Kunitz type 2 INM_001082548 /// NM_011464 0.000403814] 4178
1455251_at Itgal integrin alpha 1 INM_001033228 0.00104923 3338
1419135 _at Ltb in B NM_008518 0.000427893] 3.82073
1419906_at Hpgd hydro; 15 (NAD) INM_008278 0.00129073 3.82502
1436199_at Trim14 tripartite motif-containing 14 NM_029077 0.00368533] 3.82368
1434715_at 1600014C10Rik |RIKEN cDNA 1600014C10 gene INM_001085385 /// NM_028166 6.26E-05 3.8228
1460188_at Ptpn6 protein tyrosine ptor type 6 [NM_001077705 /// NM_013545 6.32E-05] 3.82011
1428959_at Tespat . positive selection 1 NM_183264 0.000416494] 3.81941
1425749 _at Stxbp6 syntaxin binding protein 6 (amisyn) NM_144552 0.000323247| 3.81895
1423768_at UncoabT unc-93 homolog B1 (C. elegans) NM_001161428 /// NM_019449 7.16E-05 3.81863
1445068_at Mait1 mucosa i lymphoid tissue lymphoma gene 1 INM_172833 0.000165632‘ 3.81612
1451941 a at__|Fogr2b Fc receptor, IgG, low affinity I1b NM_001077189 /// NM_010187 3.81593
1431074 _a_at Pitpnc1 transfer protein, 1 INM_145823 3.81498
1419872_at Csf1r colony ling factor 1 receptor INM_001037859 /// NM_007779 3.81372
1429954_at Clecda3 C-type lectin domain family 4, member a3 NM_001204241 /// NM_153197 . 381215
1419586_at Rp2h retinitis pigmentosa 2 homolog (human) INM_133669 0.00489697| 3.81017
1425728 _at Gm12185 predicted gene 12185 NM_001045540 3.63E-05 80386
1448748_at Plek pleckstrin INM_019549 0.000372558 7969
1420970_at Adcy? cyclase 7 INM_001037723 /// NM_001037724 //f NM_001109756 /// NM_007406 0.000253628 79471
1417551 _at Cin3 ceroid i neuronal 3, juvenile (Batten, ot disease) NM_001146311 /// NM_009907 6.11E-05] 7947
1416625_at Serping1 serine (or cysteine) peptidase inhibitor, clade G, member 1 NM_009776 7933
1448123 s at__|Tgfi growth factor, beta induced NM_009369 3.78928
1456014_s_at __|Fermt3 fermitin family homolog 3 (Drosophila) NM_153795 3.78919
1418747 _at Sfpit SFFV proviral it ion 1 INM_011355 3.78716
1459386_at Zfp709 zinc finger protein 709 NM_145624 3.78564
1438052_at |A130071D04Rik|RIKEN cDNA A130071D04 gene — 0.000442343| 3.7852
1416982_at Foxol forkhead box OT NM_019739 0.000585349 3.78075
1450267_at TIr8 toll-like receptor 8 INM_133212 0.00296319 3.77326
1429617 _at Cyld (turban tumor NM_001128169 /// NM_001128170 /// NM_001128171 /// NM_001276279 /Il NM_173369 0.000637685 377283
1455125_at Acap1 ArfGAP with coiled-coil, ankyrin repeat and PH domains 1 INM_153788 0. 000195728‘ 3.77228
1433699_at Tnfaip3 tumor necrosis factor, alpha-induced protein 3 NM_001166402 /// NM_009397 0.000653397] 3.76813
1418546_a_at Stambpl1 STAM binding protein like 1 INM_029682 0.000143342| 3.76813
1448407 _at 46 RIKEN cDNA gene INM_001159572 /// NM_028732 0.00160175 3.76706
1440300_at Vavi vav 1 oncogene NM_001163815 /// NM_001163816 /// NM_011691 0.000350404] 3.76181
1440454_at Gsap .gamma-secretase activating protein INM_175437 0.000970322| 3.75933
1419098_at Stom stomatin NM_013515 0.000281298 75582
1456890_at Ddx58 DEAD (Asp-Glu-Ala-Asp) box 58 INM_172689 0.000658662| .74621|
1424354 _at [ Tmem140 protein 140 INM_197986 1.68E-05 7454¢
1420699_at Clec7a C-type lectin domain family 7, member a NM_020008 0.000184378 7454
1416897 _at Parp9 poly (ADP-ribose) family, member 9 INM_030253 6.11E-05 .7449:
1443027 _at 0.00388319) 3.74308
1425405_a_at Adar RNA-specific INM_001038587 /// NM_001146296 /// NM_019655 0.000151703 3.74218
1447337 _at - -— - 3.73936
1422134_at Fosb FBJ osteosarcoma oncogene B INM_008036 3.73828
1450167_at Rab37 RAB37, member of RAS oncogene family INM_001163753 /// NM_021411 3.73656
1416713_at Tppp3 tubulin promoting protein family member 3 NM_026481 3.73395|
1423569_at Gatm glycine amidi (L-arginit i idi INM_025961 3.73204
1450764_at Aoah hydrolase NM_012054 73175
1421802_at Ear1 /// LOC10 i il A family, member 1 /// eosinophil cationic proteirfNM_007894 /// XM_003946320 73114
1449124_at Rgl1 ral guanine i iation stimulator,-like 1 INM_016846 72846
1436230_at Gprii4 G protein-coupled receptor 114 [NM_001033468 /// NM_001145972 72313
1423401_at Etvé ets variant gene 6 (TEL INM_007961 3.7229
1422864_at Runx Tunt related transcription factor 1 NM_001111021 /// NM_001111022 /// NM_001111023 /// NM_009821 0.0090689 3.71946
1460419_a_at Prkcb protein kinase C, beta INM_008855 0.0007864 3.71705
1423986_a_at__|Shisab shisa homolog 5 (Xenopus laevis) NM_025858 /// NM_026381 0.000238318 371438
1422024_at Fli1 Friend leukemia integration 1 INM_008026 0.00241944| 71225
1425008_a_at Gm16340 /// Ifi gene 16340 /// interferon activated gene 203 /// LOC1008({NM_001045481 /// NM_008328 /// XM_003084464 /// XM_003689170 /// XM_003946458 0.000421509 71199
1440165_at Ptprc protein tyrosine receptor type, C NM_001111316 /// NM_001268286 /// NM_011210 0.00250578| 71109
1417540_at ’?Iﬂ E74-like factor 1 INM_007920 0.000178787 70708
1419026_at [Daxx Fas death d fated protein NM_001199733 /// NM_007829 2.36E-06 370437
1446621_at o - 0.00405335 3.70361
1430878_at \2210406H18R\k RIKEN cDNA 2210406H18 gene - 0. 00585384\ 3.69586




1448576 _at i7r interleukin 7 receptor NM_008372 0.00193121] 3.69445
1438169_a_at _|Frmddb FERM domain ing 4B NM_145148 0.000921418 3.69191
1454037_a_at__|Fitt FMS-like tyrosine kinase 1 NM_010228 0.00265056] 3.69099
1452431 s al__|H2-Aa i ity 2, class Il antigen A, aipha NM_010378 0.000250884] 3.69054
1434431 x_at__|Adora2b [adenosine A2b receptor NM_007413 0.000146377] 368711
1430051_at 4930486L24Rik [RIKEN cDNA 4930486124 gene NM_178098 0.00103348| 3.68479
1452388_at Hspata heat shock protein 1A NM_010479 0.000445755 368311
1418265 s at__[I2 interferon regulatory factor 2 NM_008391 6.18E-05 3.68127
1426172_ Cd209a CD209a antigen NM_133238 0.00722201 36775
1458703 0.000152917 3.67653
142641 Trim25 ripartite motif-containing 25 NM_009546 3675
1425435 Msr macrophage scavenger receptor 1 NM_001113326 /// NM_031195 3.67399
1420671 x_at__|Msdadc panning 4-domains, subfamily A, member 4C NM_029499 3.67183
1446509_at Smox spermine oxidase NM_001177833 /// NM_001177834 /I NM_001177835 /// NM_001177836 /// NM_001177831 3.66262
1437589 x_at__|Zgpat zinc finger, CCCH-type with G patch domain NM_001048148 /// NM_144894 3.66247
1421065_at Jak2 Janus kinase 2 NM_001048177 /i NM_008413 366154
1436608_at Pcedib PC-esterase domain containing 1B NM_172293 0.000435787] 3.65785
1452948 _at Tnfaip82 tumor necrosis factor, alpha-induced protein 8-like 2 NM_027206 0.00110842] 3.65779
1424560_at Pstpip prol th g protein 1 NM_011193 0.000167713 3.65706
1420407 _at Ltbar1 B4 receptor 1 NM_008519 3.15E-05 3.65605
1434268_at Adar RNA-specifi NM_001038587 /// NM_001146296 /// NM_019655 1.57E-06) 36524
1420643 _at Ling LFNG O beta-N NM_008494 0.000224268] 65054
1442693 _at Trim5 tripartite motif-containing 5 XM_992714 0.000304317 64863
1428077 _at Tmem163 protein 163 NM_028135 0.000762459 64743
1442118_at X 64148
1437356_at Gpri83 G protein-coupled receptor 183 NM_183031 3.63594
1419603 _at [1fi204 interferon activated gene 204 NM_008329 3.63296
1424857 a at__[Trim34a tripartite motif-containing 34A NM_030684 3.63268
1435955_at Siglecg sialic acid binding Ig-like lectin G NM_172900 3.63222
1433815 _at Jakmip1 janus kinase and mi protein 1 NM_178394 3.63069
1418751 _at Sit1 inducing adaptor 1 NM_019436 3.62881
1449131 s at__|Cd1d1 CD1d1 antigen NM_007639 0.000471986] 3.62703
1436512_at Arldc P-ri Tactor-like 4C NM_177305 0.00017047] 3.62538
1425451_s_at__|Chi3l3 // Chi3l4 |chitinase 3-like 3 /// chitinase 3-like 4 NM_009892 /// NM_145126 0.00143605| 3.62487
1449156 _at 0,9 lymphocyte antigen 9 NM_001277968 /// NM_008534 /I NR_102726 0.00795872] 3.62428
1439343 _at 000282507 3.62052
1451644 _a_at _|H2-Q4 /I H2-Q 2, Q region locus 4 //1 2, Q region locus 6 ///h_|NM_001143689 /// NM_023124 /// NM_207648 /i/ XM_003085179 /// XM_003688944 /// XM 2455&{ 361919
1444937 _at 0.00163058] 36174
1424832_at Cd300id CD300 molecule-like family member d NM_145437 0.007139@‘ 3.61507
1434653_at Ptk2b PTK2 protein tyrosine kinase 2 beta NM_001162365 /// NM_001162366 /// NM_172498 0000241199 3.61287
1439067_at Lairt g-like receptor 1 NM_001113474 /// NM_178611 0.00247996| 61241
1428736 _at Gramd3 GRAM domain containing 3 NM_02624 9.44E-05 1196
1439842_at Zfp287 zinc finger protein 287 NM_13320 0.00136164] 61159
1417228 at Capni calpain 1 NM_001110504 /// NM_007600 0.000489113 60832
1431095 a at _|Herco hect domain and RLD 6 NM_025992 /// NM_028861 0.00131084] 36074
1456694 x_at__|Ptpn6 protein tyrosine ptor type 6 INM_001077705 /// NM_013545 2.04E-05 3.605
1416827_at Toxast Asynthase 1, platelet NM_011539 5.89E-05 3.60471
1425761 a at _|Nfatcl nuclear factor of activated T cells, cytoplasmic, 1 NM_001164109 /// NM_001164110 /// NM_001164111 //f NM_001164112 /// NM_016791 1/ 1 0.00498953] 3.60376
1428547 _at Ntse ] idase, ecto NM_011851 0.00484792] 3.60151
1434830_at MxdT MAX protein 1 NM_010751 0.000520044 359987
1434774 _at ;Emm thomboid 5 homolog 2 (Drosophila) NM_001167680 /// NM_172572 0.000279335 3.59765
1431339_a_at _|Efhd2 [EF hand domain containing 2 NM_025994 0.000227574] 359623
1455263 Lacci laccase (mult i domain ing 1 NM_172488 0.000219001] 3.59062
1457753 _at Tir13 foll-like receptor 13 NM_205820 0.00274791 358845
1416893_at Fam107b family with sequence similarity 107, member B NM_025626 0.00087902| 3.58654
1454893 _at Fam189b family with sequence similarity 189, member B INM_001014995 0.00161278] 3.58298
1417256 _at Mmp13 matrix NM_008607 0.00129418] 357978
1424523 _at Eimo1 and cell motilty 1 NM_080288 /// NM_198093 /// NR_038122 0.00319734] 3.57802
1416896_at Rps6kal i protein S6 kinase 1 NM_009097 0.0010406 57565|
1419695 _at Stesiat ST8 alpha-N-acetyl de alpha-2.8 1 NM_011374 0.0039621 5750

1451935 a at _|Spint2 serine protease inhibitor, Kunitz type 2 NM_001082548 /i/ NM_011464 0.0005454 710

1419905 s at__|Hpgd hydro nase 15 (NAD) NM_008278 0.0014298 5710

1416892_s_at__|Fam107b family with sequence similarity 107, member B NM_025626 0.0012301 5686

1460242_at Cdss CD55 antigen NM_010016 0.00619562| 356579
1433803 _at Jak1 Janus kinase 1 NM_146145 5.26E-05 35642
1421936_at Dapp1 dual adaptor for and ides 1 NM_011932 000316601 3.56282
1417470 _at Apobecd B mRNA editing enzyme, catalytic 3 NM_001160415 /// NM_030255 0.000901327] 3.56049
1457167_at Med14 mediator complex subunit 14 INM_001048208 /// NM_012005 2.74E-06 3.55037
1441969_at Trim36 tripartite motif-containing 36 NM_001170855 /// NM_178872 9.63E-05 354786
1445680 x_at__|F2ri2 factor Il i ptor-like 2 NM_010170 0.00674562| 3.53895
1426818_at Arrdcd arrestin domain containing 4 NM_001042592 /// NM_025549 0.000507874 647
1442003_at Diap2 diaphanous homolog 2 (Drosophila) NM_017398 /// NM_172493 0.00311072 531

1448561 _at Ncf2 neutrophil cytosolic factor 2 NM_010877 0.0002708 204
1448686_at 1116 interleukin 16 NM_010551 0.00270473] 108
1450997 _at Stki7b i ine kinase 17b ducing NM_133810 0.000152425] 53002
1431501 _at 1700037C18RIk|RIKEN cDNA 1700037C18 gene NM_028484 0.000840815] 352746
1443247 _at = 0.000438913 3.52462
1452487 x al__|Piral /il Pira2 _|paired-Ig-ike receptor A1 /I paired-ig-iike receplor A2 NM_011087 /// NM_011089 /i XM_003946213 0.00149453] 352274
1437304_at Cbib Casitas B-lineage b NM_001033238 0.00132276] 352127
1440284 _at 0.00069246% 351628
1425406 _at Clecdaz C-type lectin domain family 4, member a2 NM_001170332 /// NM_001170333 /// NM_011999 0.00103245] 351531

1443885_at 0.000113778] 351207
1445882_at Cd300ib CD300 antigen like family member B NM_001037138 /// NM_199221 0.00444384] 3.50667
1418580_at Rip4 receptor transporter protein 4 NM_023386 351E-05 3.50291

1448728 a_at __|Nikbiz nuclear factor of kappa fight gene enhancer in B cells inhibitor, zeta __|NM_001159394 /// NM_001159395 /// NM_030612 0.00864593] 350215
1452803_at Glipr2 GLI NM_027450 0.00110185 350184
1426603 _at Rnasel i L(2.5 D ) NM_011882 0.000737909] 3.49948
1459794_at 0.00020771 3.49841

1426894 s at__|Fam102a family with sequence similarity 102, member A NM_153560 8.22E-05 3.49809
1439273_at Ripk1 receptor (TNFRSF)-i threonine kinase 1 NM_009068 0.00803382] 3.49671

1439153 _at Rnf144b ting finger protein 1448 NM_001170643 /// NM_146042 0.00487353] 3.49658
1432208 _at 4930459C07Rik [RIKEN cDNA 4930459C07 gene 0.00210245] 3.49569
1446957 s_at__|N4bp1 NEDD4 binding protein 1 NM_030563 0.000479574 349114
1422115 a_at__|FIt3| /i/ Rpl13a_|FMS-like tyrosine kinase 3 ligand /// ribosomal protein L13A NM_009438 /// NM_013520 /// NR_102725 0.000481638 3.49019
1437636_at Pydcd pyrin domain containing 4 INM_001033384 /// NM_001177349 /I NM_001177350 0.000116588] 3.48799
1419609_at Cort (C-C moti) receptor 1 NM_009912 0.000137133 3.48799
1418944 _at Cysitrt cysteinyl receptor 1 NM_021476 0.00387661 3.48265
1418322_at Crem [CAMP responsive element modulator NM_001110850 /// NM_001110851 /// NM_001110852 /// NM_001110853 /// NM_001110854 0.00100136] 347761

1456563 _at 0.00164599) 3.47616
1450165 _at Siin2 schiafen 2 NM_011408 0.000159844 3.47493
1450454 _at Tor3a torsin family 3, member A NM_023141 0.00057848| 3.47418
1456678_at — 0.0082866 3.47366
1436196_at C030046G05 protein C030046G05 0.00017593] 3.47208
1444311 _at Arthgap25 Rho GTPase activating protein 25 NM_001037727 i/ NM_175476 0.000432596 3.46748
1415997 _at Txnip protein NM_001009935 /// NM_023719 0.00182645| 3.46497
1442786 s at__|Rufy3 RUN and FYVE domain containing 3 NM_027530 4.54E-06 3.46265
1442122_at Al451458 sequence Al451458 0.00405345| 3.46206
1437072_at Arhgap25 Rho GTPase activating protein 25 INM_001037727 /// NM_175476 0.000446626 3.45613
1426165 a_at _|Casp3 caspase 3 NM_009810 0.000365566 45595
1453757 _at Hercé hect domain and RLD 6 NM_025992 //7 NM_028861 0.00185108] 44877
1449015 _at Retnla resistin like alpha NM_020509 0 00392@{ 44265
1420067 _at Cd160 CD160 antigen NM_001163496 /// NM_001163497 /// NM_018767 0.000154356 43999
1456250_ Tofbi growth factor, beta induced NM_009369 0.00170679) 43907
1432826 Cdgo CDBO antigen NM_009855 0.00628008] 3.43748
1420993 B3gnt5 UDP-GIcNAC:betaGal beta-1,3-N 5 NM_001159407 /// NM_001159408 /// NM_054052 0.000748021 3.43667
1427165 _at TM3rat interleukin 13 receptor, alpha 1 NM_133990 0.0013717 3.43604
1448939_at Usp25 ubiquitin specific peptidase 25 NM_013918 0.00360075] 3.43547
1455606_at N4bp1 NEDD4 binding protein 1 NM_030563 0.000474975 3.42998
1453839_a at _|Pi16 peptidase inhibitor 16 NM_023734 0.00440884] 3.42562
1444128 _at Arhgap26 Rho GTPase activating protein 26 NM_175164 0.00191215] 34245
1428025 s_at__|Pitpnct inositol transfer protein, ic 1 NM_145823 0.000686371 42242
1433722_at Akap13 Akinase (PRKA) anchor protein 13 NM_029332 0.00049236 41953
1448377 _at Sipi secretory leukocyte peptidase inhibitor INM 011414 0.006181 41852
1451798_at THm interleukin 1 receptor NM_001039701 /// NM_001159562 /// NM_031167 0.00082881 41796
1421424 a at__|Anpep alanyl NM_008486 00010890 41481

1420437 _at [ 2.3-di 1 NM_008324 0.000207361 341149
1458788_at 0.000131807 3.41082
1449143_at Ripd receplor ransporter protein 4 NM_023386 0.00160017] 3.41042
1421408 _at Igsf6 imm member 6 NM_030691 000351507 3.40047
1419334 _at Ctiad cytotoxic T- protein 4 NM_009843 .000908128] 3.40917
1426883_at Sic25a45 solute carrier family 25, member 45 NM_134154 .000146939) 3.40863
1418911 s at__ |Acsi4 acyl-CoA Tong-chain family member 4 NM_001033600 /// NM_019477 /// NM_207625 .00053@{ 3.40174
1460469_at Tnfrsfo tumor necrosis factor receptor ily, member 9 NM_001077508 /// NM_001077509 /// NM_011612 0.000216969 3.40166
1435208 _at Dbl deltex 3-like (Drosophila) NM_001013371 0.00032244] 33975
14216423 at__|Cysii2 cysteinyl receptor 2 NM_001162412 /// NM_133720 0.00221529) 3.39625




1455837_at Trim36 tripartite motif-containing 36 NM_001170855 /// NM_178872 0.000689614 3.39327
1433471 _at Tof7 factor 7, T cell specific NM_009331 0.00571641 339147
1416875 _at Parvg parvin, gamma [NM_001162500 /// NM_022321 0.00123054] 3.38823
1453289_at Agod argonaute RISC catalytic subunit 4 NM_153177 0.0026891 3.38732
1458980_at 0.00910646| 3.38677
1449232_at Gatat GATA binding protein 1 NM_008089 0.00706199) 3.38667
1449282_at Cysltri cysteinyl receptor 1 NM_021476 0.0024768] 3.38651
1436172_at Gm20559 predicted gene, 20559 XR_104969 0.000849528] 3.38487
1419208_at Map3k8 mitogen-activated protein kinase kinase kinase 8 NM_007746 0.00231467| 3.38444
1431299 a at __|Pppiri8 protein phosphatase 1, regulatory subunit 18 NM_001146710 /// NM_001146711 /// NM_175242 4.76E-05 3.3838
1428484 _at Osbpi3 oxysterol binding protein-like 3 NM_001163645 /// NM_027881 0 0040037% 3.38319
1444102_at Gm13012 predicted gene 13012 XR_168837 /I XR_168838 0.00150648| 3.3824
1456453 _at 0.00091 M{ 3.38232
1422530_at Prph NM_001163588 /// NM_001163589 /// NM_013639 0.000178333 3.38159
1440343 _at Rps6kab protein S6 kinase, 5 NM_153587 0.00043391 3.38121
1429190_at Arsb B NM_009712 0.0068805 3.37957
1448167 _at Tingr interferon gamma receptor 1 NM_010511 6.01E-05 3.37844
1427746 x_at__|H2-K1 /i LOC1Qhi ibility 2, K1, K region /// h-2 class | ibility antigen, K-D alph_|NM_001001892 /// XM_003945730 /// XM_003945731 /// XM_003945732 /Il XM_00394573] 4.91E-05] 3.37692
1425434 a_at _|Msr1 avenger receptor 1 NM_001113326 /// NM_031195 0.000153527] 3.37669
1417804 _at Rasgrp2 RAS, guanyl releasing protein 2 NM_011242 0.000860626 3.37651
1450322_s_at__|SIn3 i/ SInd__|schlafen 3 /I schiafen 4 NM_011409 /// NM_011410 0.00266228| 3.37385|
1458608 _at 0.00103526] 3.3729
1425214 _at P2ry6 jic receptor P2Y, G-protein coupled, 6 NM_183168 0.000615323

1451716_at Mafb v-maf oncogene family, protein B (avian) NM_010658 0.00286451

1449516 a_at _|Rgs3 regulator of G-protein signaling 3 NM_001081650 /// NM_019492 /// NM_134257 0.000328789

1417070_at Cyp4v3 P450, family 4, subfamily v, ide 3 NM_133969 0.00364638]

1416459_at Arf2 ADP- factor 2 NM_007477 0.00251782]

1460700_at Stat3 signal and activator of iption 3 NM_011486 /// NM_213659 /// NM_213660 0.000211175

1450241 a at _|Evia ecotropic viral site 2a NM_001033711 /// NM_010161 0.000325257

1433965 _at AtpBat [ATPase, aminophospholipid transporter (APLT), class I, type 8A, member 1 INM_001038999 /// NM_009727 0.000281958

1427683 _at Eqr2 early growth response 2 NM_010118 0.00267209)

1453892_at A930007119Rik |RIKEN cDNAA930007119 gene NR_015567 0.000487559]

1449456 Cmat chymase 1, mast cell NM_010780 0.00419154|
1435476_a_at__|Fogr2b Fe receptor, IgG, low affinity 1lb NM_001077189 /// NM_010187 0.000380239

1427103 _at Plekho2 pleckstrin homology domain containing, family O member 2 NM_153119 0.000527302

1420351 _at Tnirst4 tumor necrosis factor receptor member 4 NM_011659 7.34E-05

1423996 a at _|[ildra interleukin 4 receptor, alpha INM_001008700 /// NM_010557 o.oomw@{

1455220_at Frat2 in advanced T cell 2 NM_177603 0.000815765

1455435 s at__|Chdn choline dehydrogenase NM_001136240 /// NM_172264 /// NM_175343 0.00753136]

1453782_at Ankrd33b [ankyrin repeat domain 338 NM_001164441 /// NM_026153 /// NM_027496 0.00648946|

1460204 _at Tec tec protein tyrosine kinase NM_001113460 /// NM_001113461 /// NM_001113464 /// NM_013689 0.00033248]

1419193 a at _|Gm9835 1/ 9835 /// glia ion factor, gamma INM_001039192 /// NM_022024 /1] XM_001473951 /i XM_003086510 6.52E-05]

1418539_a_at __|Ptpre protein tyrosine receptor type, E NM_01121 0.00358091

1440866_at [Eif2ak2 eukaryolic translation initiation factor 2-alpha kinase 2 INM_01116 3.91E-05
1426334_a_at__|Bcl2H1 BCL2-like 11 facilitator) NM_009754 //7 NM_207680 /// NM_207681 0.00204789)

1448632_at Psmb10 proteasome (prosome, macropain) subunit, beta type 10 NM_013640 1.96E-06]

1417068 _a at __|Ptpnt protein tyrosine ptor type 1 NM_011201 4.48E-05

1427519_at Adoraza adenosine A2a receptor NM_009630 0.00190226|

1450141 _at Abcg3 [ATP-binding cassette, sub-family G (WHITE), member 3 NM_030239 000458336

1434867 _at Sicdatl solute carrier family 4, sodium transporter-like, member 11 NM_001081162 0.000103023

1422668 _at serine (or cysteine) peptidase inhibitor, clade B, member 9b INM_011452 0.00199954]

1456235_at BB165335 sequence BB165335 0.000942754

1428786_at Nokap1l NCK associated protein 1 like NM_153505 0.000958239

1427481 a at__|Alp1a3 ATPase, Na+/K+ transporting, alpha 3 NM_144921 3.28E-05

1435375 _at Fam105a family with sequence similarity 105, member A NM_001242423 I/ NM_001242424 /I NM_198301 0.000306361]

1436905 x at__|Laptmb iated protein NM_010686 0.000254018

1441887 x_at__|Gmo6377 predicted gene 6377 NM_001037917 0.000878639

1419032_at 2610018GO3RIK|RIKEN cDNA 2610018G03 gene NM_133729 0.000488003

1429684_at Ttpal (alpha) transfer protein-like NM_029512 /I NM_181734 0.000309151

1455518_at Zdhhc1s zinc finger, DHHC domain 1 NM_001017968 0.000196044

1427477 _at Tmprss13 protease, serine 13 NM_001013373 0.00190763|

1421098_at Stap1 signal adaptor family member 1 NM_019992 0.00387935]

1440878 _at Runx1 runt related transcription factor 1 INM_001111021 /// NM_001111022 /// NM_001111023 /// NM_009821 0.000998265

1450459_at Sppi2a signal peptide peptidase like 2A NM_023220 0.00108731]

1449991 _at Cd244 CD244 natural killer cell receptor 284 NM_018729 0.00014476]

1455500_at Rnf213 ting finger protein 213 NM_001040005 /// XM_001476651 /// XM_001477846 5.38E-05

1428279 a at __|An7i ataxin 7-like 1 NM_001033436 /// NM_028139 0.000327773]

1457809_at Kat2b K(ysine) acetyltransferase 28 NM_001190846 /// NM_020005

1454788 _at Arldc ADP- Tactor-like 4C NM_177305

1434450_s_at__|Adrbk2 adrenergic receptor kinase, beta 2 INM_001035531 /// NM_177078

1428680_at Cdst CDP- synthase 1 NM_173370

1418191 at Usp18 ubiquitin specific peptidase 18 NM_011909

1445452_at Trafl TNF recept iated factor 1 NM_009421 0.00172617|

1450377 _at Thbs1 1 NM_011580 0.00325922|

1443858 _at Trim12c tripartite motif-containing 12C NM_001146007 /// NM_175677 0.00106102]

1451458_at Tmem2 protein 2 NM_001033759 /// NM_031997 0.00349451

1436899_at Zufsp zinc finger with UFM1-specific peptidase domain NM_028287 1.93E-05|
1418744_s_at__|Tesc tescalcin NM_021344 000544381

1451206 s_at__|Cytip cytohesin 1 protein NM_139200 000778934

1431774 a at_|Lyrm1 LYR motif containing 1 NM_029610 000203826

1437341 x_at__[Cnp 2".3-cyclic nucleotide 3' phospt NM_001146318 /// NM_009923 .000883451

1418163 at Tir4 toll-ike receptor 4 NM_021297 .000779014]

1436562_at Ddx58 DEAD (Asp-Glu-Ala-Asp) box 58 NM_172689 0.000595133

1457445 _at Trps1 syndrome | (human) NM_032000 0.00207764]

1428787 _at Nckapil NCK protein 1 like NM_153505 0.000580916

1424254_at [fitm1 interferon induced protein 1 NM_001112715 /// NM_026820 0.000459121

1424444 _a_at__|1600014C10RWK|RIKEN cDNA 1600014C10 gene INM_001085385 /// NM_028166 0.000487088

1422786 _at Sic30a solute carrier family 30 (zinc transporter), member 1 NM_009579 6.72E-05

1420499 at Geht GTP cyclohydrolase 1 NM_008102 3.79E-05

1424927 _at Glipri GLI lated 1 (glioma) NM_028608 7.78E-05

1456098 a_at _|EImo2 and cell motility 2 NM_080287 /// NM_207705 /// NM_207706 0.000225912

1439589_at 0.00302536|

1422062_at [Msrt macrophage scavenger receptor 1 NM_001113326 /// NM_031195 0.000353778

1451518 _at Zfp709 zinc finger protein 709 NM_145624 0.000616984

1460620_at Zfp592 zinc finger protein 592 NM_178707 0.000813469]

1437514_at B430306NO3RIK|RIKEN cDNA B430306N03 gene NM_177083 0.00156214]

1452519 a at __|Zfp36 Zinc finger protein 36 NM_011756 0.000609586

1439713_at tgat integrin alpha 1 NM_001033228 0.000564083]

1450403 _at Stat2 signal and activator of 2 NM_019963 5.35@{

1435925 _at Git2 G prot pled receptor k teractor 2 NM_001077359 /// NM_001077360 /// NM_019834 0.0043298

1419696_at Cd4 CD4 antigen NM_013488 0.000328157

1425784 _a at __|Olfm1 i NM_001038612 /// NM_001038613 /// NM_001038614 /// NM_019498 0.0002189

1419221 a at _|Rgs14 regulator of G-protein signaling 14 NM_016758 5.41E-05

1419401 _at Asb13 [ankyrin repeat and SOCS b ing 13 NM_001267724 /I NM_178283 0.00912774|

1426249 _at AdrbkT adrenergic receptor kinase, beta 1 NM_130863 0.00104914|

1444179 _at [Trim30b tripartite motif-containi NM_175648 0.00293346]

1431749_a_at _|Rasgrpt RAS guanyl releasing protein 1 NM_011246 0.00024629)

1453386_at Tusct tumor suppressor candidate 1 NM_026954 0.0016459

1430030_at 5330426P16Rik | RIKEN cDNA 5330426P16 gene NR_028300 0.001013

1439247 _at Dock10 dedicator of cytokinesis 10 NM_175291 0.00423999)

1451683 x_at __|H2-D1 i ity 2, D region locus 1 NM_010380 7.70E-05

1444484 _ AT30009E19RWK|RIKEN cDNAA130009E19 gene 0.000191838]

1427752_a_at __|Terb-J T cell receptor beta, joining region 0.0016331

1425137 H2-Q10 i ibiity 2, Q region locus 10 NM_010391 0.00561495|

1434388_ Mob3a MOB kinase activator 3A NM_172457 0.00184204]

1419764 _at Chi3i3 chitinase 3-like 3 NM_009892 0.000470475

1419537 _at Trec factor EC NM_031198 0.00272021

1436590 _at Ppp1r3b protein phosphatase 1, regulatory (inhibitor) subunit 38 NM_177741 0.00251472]

1417963_at Pltp transfer protein NM_011125 0.00128142|

[1429104_at Limd2 /// LOC63|LIM domain containing 2 /// LIM domain-containing protein 2-like INM_172397 /17 XM_906388 0.000221654

1440339_at Enpp1 i 1 NM_008813 0.00856018|

1446770_at Pik3cd 3-kinase catalytic delta NM_001029837 /// NM_001164049 /// NM_001164050 /// NM_001164051 /// NM_001164054 0.00354065]

1428992_at Unciad unc-13 homolog D (C. elegans) NM_001009573 0.000578464

1421457_a_at __[Samsni SAM domain, SH3 domain and nuclear signals, 1 NM_023380 0.00404161

1449401_at Clac 1.9 C chain NM_007574 0.000544988

1459406_at 0.00849087|

1430704_at Irak3 interleukin-1 recept kinase 3 NM_028679 0.000863287
1448301_s_at__|Serpinbia serine (or cysteine) peptidase inhibitor, clade B, member 1a NM_025429 0.00025214]

1444029_at Parpi1 poly (ADP-ribose) family, member 11 NM_181402 0.000200742

1428508 _at Tbcid2b TBC1 domain family, member 28 NM_194334 0.0028368

1415977 _at Isynat myo-inositol 1 synthase AT NM_023627 0.000531848

1448025 _at LOC100038947 [signal-regulatory protein beta 1-like /i/ signal-regulatory protein beta 1B NM_001173459 /// NM_001173460 /// XM_003946334 3.05E-05

1455269_a at _|Corola coronin, actin binding protein 1A NM_009898 0.000174746

1442301 _at AW060742 sequence AW060742 XR_105095 /// XR_107872 0.00254414|

1421322 a_at__ |9 interferon regulatory factor 9 NM_001159417 /// NM_001159418 /// NM_008394 0.000602531] 3.15404




1455704_at Xkr8 X Kell blood group precursor related family member 8 homolog NM_201368
1454824 _s_at__[Mtus1 i fal tumor 1 INM_001005863 /// NM_001005864 /// NM_001005865

1424948 x_at __|H2-D1/// H2K1 ibilty 2, D region locus 1 /// 2, K1, Kregion /// h-2c__|NM_001001892 /// NM_010380 /// XM_003945730 /// XM_003945731 /I XM_003945732 /I/

1427301_at Cdas CD48 antigen NM_007649

1418930_at Cxcl10 (C-X-C mofif) ligand 10 NM_021274

1426506_at Evi2a /// Evi viral i ion site 2a /// Eviza-Evib read 11l ecotropic viral int__|NM_001033711 /// NM_001077496 /// NM_010161 /// NM_146023 0.000333892]

1449538 _a_at __|Gontl (N-acetyl) 1, core 2 NM_001136484 /i// NM_010265 /// NM_173442 0.000399117|

1456808_at 0.0016081

1429195_at Apol6 inL6 INM_001163621 /// NM_028010 0.000182538
1452410_a_at__|Fes feline sarcoma oncogene NM_010194 0.00302258|

1437870_at Slcodct solute carrier organic anion family, member 4C1 NM_172658 0.00170829)

1453304_s_at _|Lybe antigen 6 complex, locus E NM_001164036 /// NM_001164037 /// NM_001164038 /// NM_001164039 /// NM_00116404(___0.000842081

1447348_at 0.000471076 .
1418045 _at Tnpp1 inositol 1 NM_008384 0.000301673 3.13255
1422124_a_at__|Ptprc protein tyrosine receptor type, C NM_001111316 /// NM_001268286 /i NM_011210 0.000337583 3.13224
1416250_at [Btg2 B cell gene 2, anti-prolif NM_007570 0.00284658| 3 132%
1419619_at [Krtg0 keratin 80 NM_028770 0.000574383] 3.13185
1459920_at 0.000366951 3.13063{
1434815 a_at __|Mapkapk3 mitogen-activated protein kinase-activated protein kinase 3 NM_178907 2.83E-05| 3.13005
1430834_at Gprin3 GPRIN family member 3 NM_183183 0.00203377| 3.12986
1421920_a_at __[Ccrd ine (C-C molif) receptor 9 INM_001166625 /// NM_009913 0.00217073| 12845
1440879_at Abcag ATP-binding cassette, sub-family A (ABCT), member 9 NM_147220 0.00331585| 12795
1448160_at Lept cytosolic protein 1 NM_001247984 /// NM_008879 12724
1430612_at 1810033B17Rik|RIKEN cDNA 1810033817 gene NM_026985 12437
1460177_at Cndp2 CNDP 2 M20 family) NM_023149 3.1242
1435582_at Wdfy4 WD repeat and FYVE domain containing 4 NM_001146022 312184
1421812_at Tapbp [TAP binding protein NM_001025313 /// NM_009318 3.12105]
1425514 _at Pikart inositol 3-Kinase, regulatory subunit, 1 (p85 alpha) NM_001024955 /// NM_001077495 3.12056
1428750_at Cdc42ep2 CDC42 effector protein (Rho GTPase binding) 2 NM_026772 I 3.12042
1448881_at Hp NM_017370 0.00239236] 3.12031
1427691 a_at __|Inar2 interferon (alpha and beta) receptor 2 NM_001110498 /// NM_010509 0.00181042] 3.1183
1424759_at Arrdcd arrestin domain ining 4 NM_001042592 /// NM_025549 0.000330757 3.11588
1436953 _at Wipf1 i protein family, member 1 NM_153138 0.00169859) 3.1156
1448380_at Lgals3bp lectin, binding, soluble, 3 binding protein INM_011150 0.000626702 3.11558
1427076_at Mpeg? macrophage gene 1 NM_010821 0.00144497| 3.11265]
1433804_at Jak1 Janus kinase 1 NM_146145 0.00188077| 31118
1444588_at 0.000323483 3.11134
1448890_at KIf2 Kruppel-like factor 2 (lung) NM_008452 0.00088827| 341131
1432997_at 5830462P14Rik [RIKEN cDNA 5830462P14 gene 0.00035622] 3.11063
1437463 x_at__|Tgfbi growth factor, beta induced NM_009369 0.00100292] 3.11033
1436003_at Vcam1 vascular cell adhesion molecule 1 NM_011693 0.000429566 3.1076
1419194_s at __|GmO835 /If 9835 /// glia factor, gamma INM_001039192 /// NM_022024 /// XM_001473951 /// XM_003086510 0.000129768] 3.10694
1435448_at Bol2I11 BCL2-like 11 facilitator) NM_009754 /// NM_207680 /// NM_207681 0.000330611 3.10639
1460694_s_at__[svil supervillin NM_153153 /// NM_178046 0.005085, 3.10127
1429292 a_at __|Sic52a3 solute carrier protein family 52, member 3 NM_001164819 /// NM_001164820 /// NM_027172 0.000894477] 3.09929
1452730_at Rpsdy2 i protein 4, Y-linked 2 NM_025405 /// NR_003634 4.84E-06 3.09924
1419477 _at Clec2d C-type lectin domain family 2, member d NM_053109 0.00123645| 3.09526
1451708_at Gpr33 G protein-coupled receptor 33 NM_008159 0.000491746 3.00471
1444197_at Rinl Ras and Rab interactor-like INM_177158 0.00460406| 3.00454
1451114_at Cmtmé CKLF-like MARVEL domain ing 6 NM_026036 0.00116747 3.09443
1455885_at Amz1 family 1 NM_173405 0.00142238| 3.00317
1445271 _at Trim12c tripartite motif ining 12C INM_001146007 /// NM_175677 0.000323476 3.09316
1425386_at Ocstamp protein INM_029021 0.000217889 3.09087
1440865_at [1fitmé interferon induced protein 6 NM_001033632 0.000273934 3.08948
1423704_at Pla2g15 A2, group XV NM_133792 0.00135966| 3.08776
1423792_a_at__|Cmtm6 CKLF-like MARVEL domain ing 6 NM_026036 0.0014851 3.08772
1456480_at Fry furry homolog (Drosophila) NM_172887 /// NM_178781 0.0012617 3.08677
1425025_at Tmem106a protein 106A NM_144830 0.001268) 3.08663|
1453585_at 1600010MO7Rik|RIKEN cDNA 1600010M07 gene NR_037959 0.00171659] 08603
1452521 a_at__|Plaur activator, urokinase receptor INM_011113 0.00152778| .08538
1444621_at Igsec2 1Q motif and Sec7 domain 2 NM_001005475 /// NM_001114664 0.000432036 08498
1451474_a_at__|Parp8 poly (ADP-ribose) family, member 8 NM_001081009 /// NM_027272 0.000802831 .08242|
1439226_at Dock8 dedicator of cytokinesis 8 NM_028785 /// NM_175233 0.00601112 .07984
1432026 _a_at__|Herco hect domain and RLD 6 NM_025992 /// NM_028861 0.000170013] 3.07492
1418451_at Gng2 guanine binding protein (G protein), gamma 2 NM_001038637 /// NM_010315 0.000478296 3.07311
1434684_at Rin3 Ras and Rab interactor 3 INM_001161365 /// NM_177620 0.000967105 3.07218
1436405_at Dockd dedicator of cytokinesis 4 NM_172803 0.00228497| 3.072
1426261_s_at___|LOC100048662 |UDP- 1-9-like /// UDP- 1-8-like /// UJNM_013701 /// NM_145079 /i NM_201410 /// NM_201641 /// NM_201642 /i NM_201643 /| __0.000599054] 3.06636
1431961 at Dock8 dedicator of cytokinesis 8 NM_028785 /// NM_175233 0.00278274] 3.06525
1417161_at Cdk2ap2 CDK: iated protein 2 NM_026373 0.000349488 3.065
1427849 _a_at __|LOC665506 _|T-cell receptor beta-2 chain C region-like XM_977361 0.00100866] 3.06078
1457222_at Creb5 [CAMP responsive element binding protein 5 NM_172728 0.000177836 3.06007
1448575_at I7r interleukin 7 receptor NM_008372 0.00160442] 3.0572
1450731 s_at__[Tnfrsf21 tumor necrosis factor receptor member 21 NM_178589 0.00810254] 3.05547
1453179_at Acer3 alkaline idase 3 INM_025408 0.00300517| 3.0547
1451353 at Tm6sf1 6 superfamily member 1 NM_145375 0.00172206| 3.05319
1425269_at Apbbip [amyloid beta (A4) precursor protein-binding, family B, member 1 interacting protein_|NM_019456 0.000993648 3.05262
1438037_at Herct hect domain and RLD 6 NM_025992 /// NM_028861 0.000448285 3.05108
1424380_at Vps37b vacuolar protein sorting 378 (yeast) NM_177876 0.00103567 3.04985]
1422760_at Padi4 peptidyl arginine deimi type IV NM_011061 0.00155218| 3.04487
1427257 _at Vecan versican NM_001081249 /// NM_001134474 /// NM_001134475 /// NM_019389 /// NM_172955 0.00255485| 3.04332
1418826_at Ms4abb panning 4-domains, subfamily A, member 68 NM_027209 . 3.04172
1433107 _at — 3.04168
1436954_at Wipf1 protein family, member 1 NM_153138 3.04032
1435396_at Stxbp6 syntaxin binding protein 6 (amisyn) NM_144552 3.03491
1423182_at Tnfrsf13b tumor necrosis factor receptor member 13b NM_021349 0.00629577| 3.03428
1416002 x_at__|Coti1 tosin-liki ium) INM_028071 1.12E-05 3.03341
1419482_at Caar 3a receptor 1 NM_009779 0.00298681 3.03264
1426120_a_at __|Cd244 I/ LOC67CD244 natural Killer cell receptor 2B4 /i/ natural killer cell receptor 2B4-like NM_018729 /// XM_001003781 0.00115557 3.03215
1418806_at Csfar colony ing factor 3 receptor NM_001252651 /// NM_007782 // NR_045561 0.00455906| 0307
1455768_at Npc2 Niemann Pick type C2 INM_02340 0.00141285| .0303:
1420789 _at Kira5 Kkiller cell lectin-like receptor, subfamily A, member 5 NM_00846: 0.00352257| 0276
1420330_at Clecde C-type lectin domain family 4, member e INM_01994 0.00501549)| .0273;
1416188_at Gm2a GM2 ioside activator protein INM_01029: 0.00157571 .02658
1444412_at 0.000294055 3.02604
1440938_at Tremi2 triggering receptor expressed on myeloid cells-like 2 NM_001033405 0.00205704] 3.02546
1419508_at Ripk1 receptor (TNFRSF )i ine kinase 1 NM_009068 0.000284343 3.025
1431789_s_at __|Tmeds emp24 protein transport domain containing 5 NM_028876 0.0030428 3.02449
1418077_at Trim21 tripartite moti- ining 21 NM_001082552 /// NM_009277 0.000417202] 3.02443
1433477 _at [Abr active BCR-related gene NM_198018 // NM_198894 /// NM_198895 0.00154924] 3.02271
1453060_at Rgs8 regulator of G-protein signaling 8 NM_026380 0.000786716 3.02203
1460591 _at Esrl estrogen receptor 1 (alpha) NM_007956 0.00237121 3.01955]
1418778_at Ccdc109b coiled-coil domain ing 1098 NM_025779 0.00182164] 3.0189
1451986_s_at __[Lrrk1 leucine-rich repeat kinase 1 NM_146191 8.18E-06 3.01793
1419321 _at F7 coagulation factor VIT NM_010172 0.00264105| 3.01754
1439703_at Cd200r1 CD200 receptor 1 NM_021325 0.000326099] 3.01699
1420824 _at Semadd 'sema domain, immunoglobulin domain (Ig). domain (TM) and short {NM_013660 3.01644
1419125_at Ptpn18 protein tyrosine por type 18 NM_011206 3.01593
1445778_at 3.01556
1435697 _a_at__|Cytip cytohesin 1 protein NM_139200 .01517
1447274_at 01511
1425363 _at Bagalnt1 beta-1.4-N-acetyl-gal transferase 1 NM_001244617 /i NM_001244618 /// NM_008080 /// NM_027739 /I/ NR_045166 I .01462
1451318 a_at __|Gm11787 /// L gene 11787 /Il Yamaguchi sarcoma viral (v-yes-1) oncogene homolog __|NM_001111096 /// NM_010747 /// XM_003946126 /// XM_984338 I .01443
1449875 _ H2-T10 //f H2-T7h ibility 2, T region locus 10 /// ibility 2, T region locus 22 ///__|NM_010395 /// NM_010396 /// NM_010397 /// NM_010399 /// NR_046286 /I/ XM_00368894 7.75E-06| 3.01429
1439686_ 0.00304287| 3.01382
1442233 _at 0.000824448 3.01352
1438797 _at 0.00332608] 3.01344
1418398 _a_at __|Tspan32 32 INM_001128080 /// NM_001128081 /// NM_001128082 /// NM_020286 0.00228738| 3.01278
1440782_at Skap1 src family 1 NM_001033186 /// NM_001177898 /// NM_001177899 0.00155%‘ 3.00994
1437917_at D530037H12RIKRIKEN cDNA D530037H12 gene 0.00796651| 3.00308
1436610_at Ankrd12 [ankyrin repeat domain 12 NM_001025572 0.000219324 3.00294
1421186_at Cer2 (C-C moti) receptor 2 NM_00991 8.91E-05 3.00254
1451828_a_at _|Acsi4 acyl-CoA long-chain family member 4 INM_001033600 /// NM_019477 /// NM_207625 000858701{ 3.00149
1420915_at Stat1 signal and activator of 1 NM_001205313 /// NM_001205314 /// NM_009283 1.44E-05 2.9992
1418403_at Adam19 a di in and idase domain 19 (meltrin beta) NM_00961 0.00304257 2.99902
1460244 _at Upb1 i beta NM_133995 0.00618134| 2.99887
1438670_at Ptpn1 protein tyrosine ptor type 1 NM_011201 0.0013568&{ 2.99676
1427682 a_at__|Egr2 early growth response 2 NM_010118 0.00241043| 2.99398
1447479_at 0.000888581] 2.9937
1430781_at AT kinase 7 NM_030187 0.00248856| 2.99082
1428156_at Gng2 guanine binding protein (G protein). gamma 2 NM_001038637 // NM_010315 0.000440945 2.98752
1424906_at Palc3 PQ loop repeat containing INM_001161111 //f NM_172574 0.0013755 2.98703
1426093 _at Trim34a tripartite motif ini NM_030684 0.000735375] 2.98489
1460271_at Trem3 triggering receptor expressed on myeloid cells 3 INM_021407 0.00838463| 2.98433
1444420_at E230032D23Rik|RIKEN cDNA E230032D23 gene 5.38E-05| 2.98387




1419605_at Cleci0a C-type lectin domain family 10, member A NM_001204252 /i NM_010796 0.00395128]
1449259_at Rab3d RAB3D, member RAS oncogene family NM_031874 000366577
1436622_at lasec2 1Q motif and Sec? domain 2 NM_001005475 /// NM_001114664 0.00212569)
1421818 _at Bcl B cell 6 NM_009744 3.09E-06)
1450982_at Sic9adrt solute carrier family 9 (sodi ). member 3 regulator 1 NM_012030 0.00050212]
1435903 _at Cd300a CD300A antigen NM_170758 0.0015%{
1438661 a at _|Ari2 ADP-i factor 2 NM_007477 0.00073893]
1420401 a at __|Ramp3 receptor (calcitonin) activity modifying protein 3 NM_019511 0.00048@‘
1456686_at — 0.00812209)
1454728 s at__|Atp8at [ATPase, aminophospholipid transporter (APLT), class I, type 8A, member 1 NM_001038999 /// NM_009727 0.00159649)
1429215 _at 2310058N22Rik [RIKEN cDNA 2310058N22 gene 0.000970325
1424443 _at Tm6sft transmembrane 6 superfamily member 1 NM_145375 0.00101897]
1435169_at Crebrf CREB3 regulatory factor NM_029870 0.000179832
1418203 _at Pmaip1 phorbol-12-myristate-13-acetate-induced protein 1 NM_021451 0.000606763
1425388_a_at _|Tpkl thiamine NM_013861 0.00155173]
1418831 _at Pkp3 plakophilin 3 NM_001162924 /i/ NM_019762 0.00571845|
1441761 _at Sla src-like adaptor NM_001029841 /// NM_009192 0.00839716]
1456429 _at Maitt mucosa iated lymphoid tissue lympl gene 1 NM_172833 0.001325445‘
1428578 s _at__|Ppfiad protein tyrosine receptor type, f ide (PTPRF), proteNM_001144855 0.00304665|
1433805_at Jak1 Janus kinase 1 NM_146145 0.00111403
1455078_at Ssh2 slingshot homolog 2 (Drosophila) NM_177710 0.00202797
1422095 a at __|Cmpk2 Cytidine (UMP-CMP) kinase 2, mito i NM_020557 0.00012063]
1454418_at 5330421C15Rik|RIKEN cDNA 5330421C15 gene 0.00673903]
1419280_at Pipdk2a pho 5 Z-kinase, type I, alpha NM_008845 0.000709676
1429387 _at Grap GRB2-related adaptor protein NM_027817 0.00148454]
1433943 _at Ttprip inositol 1.4,5-1r receptor interacting protein NM_001001738 0.000731658]
1460719 a at__|P2rx1 i receptor P2X, ligand-gated ion channel, 1 NM_008771 0.00811672{
1450378 _at Tapbp TAP binding protein NM_001025313 /// NM_009318 0.000848402
1418219_at 115 interleukin 15 NM_001254747 /// NM_008357 0.000404813]
1438157_s_al__|Nikbia nuclear factor of kappa light gene enhancer in B cells inhibitor, alpha__|NM_010907 0.000677735
1441962_at [Alox5 arachidonate & NM_009662 0.00663962|
1444298 _at Ipceft protein for cytohesin exchange factors 1 NM_001033391 /// NM_001170800 /// NM_001170801 /// NM_001170802 0.00633541
1426971 _at Uba7 ubiquitin-like modifier activating enzyme 7 NM_023738 0000119976
1417612_at ler5 early response 5 NM_010500 0.000300034
1425981 a_at__|Rbi2 Tike 2 NM_011250 0.00127572]
1417877 _at Eepd1 family domain containing 1 NM_026189 0.00460715|
1436919_at Trp53i11 related protein 53 inducible protein 11 NM_001025246 0.00556676|
1446610_at [Eimo1 and cell motility 1 NM_080288 /// NM_198093 /// NR_038122 0.00230534]
1416326 _at Cript cysteine-rich protein 1 (intestinal) NM_007763 7.98E-06)
1417751_at Stk10 i ine kinase 10 NM_009288 0.00069771
1449005 _at Sic16a3 solute carrier family 16 acid transporters), member 3 NM_001038653 /// NM_001038654 /// NM_030696 0.00198382]
1447830 s at _|Rgs2 regulator of G-protein signaling 2 INM_009061 4.59E-05
1419610_at Cort (C-C moti) receptor 1 NM_009912 0.000562196]
1428759 s at__|Cwc25 CWC25 protein homolog (S. i NM_026186 000190085
1449485_at Ripk1 receptor (TNFRSF)-i threonine kinase 1 NM_009068 0.0027065
1458718_at Tmem156 protein 156 XM_144292 /1] XM_914571 0.0044168
1426622 a at__|Qpct peptid (glutaminyl cyclase) NM_027455 0.00325405]
1422572_at Rhog ras homolog gene family. member G NM_019566 0.000732324]
1444457 _at 0.00181035{
1417932_at [E) interleukin 18 NM_008360

1421739 a at__|Matk gakary iated tyrosine kinase NM_010768

1441674_at

1427256_at Vcan versican NM_001081249 /// NM_001134474 I/ NM_001134475 /I NM_019389 /// NM_172955

1420515 a_at__|Pglymp2 protein 2 NM_001271476 /i NM_001271477 /Il NM_001271478 //l NM_001271479 /Il NM_021319 //]

1452397 _at 2810474019Rik| RIKEN cDNA 2810474019 gene NM_026054 0.000677815
1424415 s at__|Spont spondin 1, (f-spondin) matrix protein NM_145584 0.000568252
1444181 _at Gimap5 GTPase, IMAP family member 5 NM_175035 0.00132174]
1450750 a_at _|Nr4a2 nuclear receptor subfamily 4, group A, member 2 NM_001139509 /// NM_013613 0.00782559)
1418030_ Sico3a solute carrier organic anion family, member 3a NM_001038643 /// NM_023908 0.0016652
1437166_at Tinf2 Terf1 (TRF1) nuclear factor 2 NM_145705 7.09E-05
1456446_at 4930523C07Rik|RIKEN cDNA 4930523C07 gene NM_001024470 /// NM_001162896 /// NR_028111 0 ooozzo@{
1458362_at D730005E 14Rik|RIKEN cDNA D730005E 14 gene NR_030675 0.00333626|
1419099 x at__|Stom stomatin NM_013515 0.0034@{
1425902_a_at _|Nfkb2 nuclear factor of kappa light polypeptide gene enhancer in B cells 2, p49/p100 NM_001177369 /// NM_001177370 /// NM_019408 0.000454928
1449037_at Crem [CAMP responsive element modulator NM_001110850 /// NM_001110851 /// NM_001110852 /// NM_001110853 /// NM_001110854 0.00187151
1423252_at Hdgfrp3 hepatoma-derived growth factor, related protein 3 NM_013886 5.96E-05
1428985 _at Ints12 integrator complex subunit 12 NM_027927 0.00842755|
1429246 a_at _|Anxab annexin A6 NM_001110211 /// NM_013472 0.00232776]
1446476 _at Travi2n-2 T cell receptor alpha variable 12N-2 0.000756323]
1460409_at Cotla carnitine 1a, liver NM_013495 0.000304933
1424290_at Osgin2 oxidative stress induced growth inhibitor family member 2 NM_145950 1.75E-05]
1427996 _at BC028528 [CDNA sequence BC028528 NM_153513 0.000124244]
1420979_at Pak1 p21 protein (Cdc42/Rac)-activated kinase 1 INM_011035 0.00306475|
1448940_at Trim21 tripartite motir 21 NM_001082552 /// NM_009277 5.62E-05
1452306_at Zfyve26 zinc finger, FYVE domain containing 26 NM_001008550 0.000167537
1444482_at A130078K24Rik|RIKEN cDNAAT30078K24 gene — 0.00420179)
1436032_at — 0.00109175]
1426639 a at __[Tci7i2 Tactor 7 like 2, T cell specific, HMG box NM_001142918 /I/ NM_001142919 /// NM_001142920 /// NM_001142921 //f NM_00114292] __0.000257515]
1435660_at LOC664787 | Sp110 nuclear body protein-like XR_030524 0.00565731
1452352_at Ctlazb cytotoxic T iated protein 2 beta NM_001145801 /// NM_007797 0.00495741
1418394 a_at __|Cdo7 CDO97 antigen NM_001163029 /// NM_001163030 /// NM_001163031 // NM_011925 0.000471945
1428392_at Rassf2 Ras iation (RaIGDS/AF-6) domain family member 2 NM_175445 0.00217555|
1448402_at Tin1 talin 1 NM_011602 3.85E-05
1455331_at Plekhm3 pleckstrin homology domain containing, family M, member 3 NM_001039493 /// NM_175509 0.00168776]
1429028_at Docki1 dedicator of cytokinesis 11 NM_001009947 /// NM_177745 2.13E-05
1421073 a at __|Pigerd E receptor 4 (subtype EP4) NM_001136079 /// NM_008965 0.000834347
1440451 _at Ankrd66 ankyrin repeat domain 66 NM_001254953 0.00600157|
1419532_at THr2 interleukin 1 receptor, type I NM_010555 000911541
1446354_at C130098B18RIK|RIKEN cDNA C130098B18 gene 0.00482294]
1417063_at Cigb T.q beta i NM_009777 0.000579921
1427848 _at 0.00159226|
1453750 x_at__|Pitpnct i transfer protein, ic 1 NM_145823 0.000296438
1434091 _at Faah fatty acid amide hydrolase NM_010173 0.00242871
1436868 _at Rtndr1 reticulon 4 receptor-like 1 NM_177708 0.00625471
1425065_at Oas2 25 oligoadenylat 2 NM_145227 0.000126766
1420393 _at Nos2 nitric oxide synthase 2, inducible NM_010927 0.00131905]
1449898_at 1 in 1 NM_017461 0.000457402
1428878 a_at __|Pitpnct transfer protein, 1 NM_145823 0.000857671]
1456524 _at Nrg1 in 1 NM_178591 o.ooseﬂ{
1425638_at Adap2 ArfGAP with dual PH domains 2 NM_172133 0.00270255|
1438643 _at Camkid i i protein kinase ID NM_177343 0.000549179
1419248_at Rgs2 regulator of G-protein signaling 2 NM_009061 6.75E-05
1430391_a_at _|StBsiad ST8 alpha-N-acetyl de alpha-2.8 4 NM_001159745 /// NM_009183 0.000560006
1457793 a_at___|[Whscill Wolf-Hirschhorn syndrome candidate 1-like 1 (human) NM_001001735 /// NM_001081269 3.43E-05
1417787 _at DkkI1 dickkopf-iike 1 NM_015789 0.000531346
1417741 at Pygl liver glycogen phosphorylase NM_133198 0.00200146|
1454606_at 4933426M11Rik|RIKEN cDNA 4933426M11 gene NM_001242419 /// NM_178682 0.000804031
1435343 _at Dock10 dedicator of cytokinesis 10 NM_175291 0.000200075
1443698_at Xaft XIAP fated factor 1 NM_001037713 2.12E-05
1443038_at 0.000805943]
1435792_at Csprs /// Gm154]component of Sp100-rs /// predicted 15433 /I predicted gene 2666 /// p[NM_001081746 /// NM_033616 /// XM_001474231 /I XM_001477711 /I/ XM_003084455 /I/ 0.00267314]
1428378 _at Zc3havT zinc finger CCCH type, antiviral 1 NM_028421 /// NM_028864 8.31E-05
1438658 a_at __|S1pr3 i 1 receptor 3 NM_010101 o.ooowasﬁ{
1441938 x_at__|Cablest CDK5 and Abl enzyme substrate 1 NM_001146287 /// NM_022021 0.00144366|
1437494_ Mapkapk3 mitogen-activated protein kinase-activated protein kinase 3 NM_178907 0000227211
1443161_at 1E-05
1426529 a_at _|Tagin2 2 NM_178598 0.000224535
1421210 Cita class I i NM_001243760 /// NM_001243761 /// NM_007575 0000119172
1420990_at Chd in helicase DNA binding protein 1 NM_007690 0.000736649
1430150_at Dop2 DCP2 enzyme homolog (S. i NM_027490 0.000244659
1433108_at Trbv T cell receptor beta, variable 1 0.000267968
1432566_at Tmsbisa thymosin beta 15a NM_030106 0.00194711
1435972_at Cast NM_009817 0.000338319
1450456_at 1210 interleukin 21 receptor NM_021887 0.000613854
1450106 a at _|Evl E i INM_001163394 /// NM_001163395 /// NM_001163396 /// NM_007965 0.000226836
1439154_at Nupo8 in 98 NM_022979 0.00187153]
1451227_a_at__|Sic10a3 solute carrier family 10 acid family), member 3 INM_001256104 /// NM_145406 0.000476192]
1425004_s_at__|Mocs1 cofactor synthesis 1 NM_020042 /// NM_028464 0 00039274%
1450829_at Tnfaip3 tumor necrosis factor, alpha-induced protein 3 NM_001166402 /// NM_009397 0.00163345|
1425581 s at__|Gaint7 UDP-N-acetyl-alpha-D. N 001167981 /// NM_144731

1440921 _at Nirp12 NLR family, pyrin domain ing 12 NM_001033431

1422166 _at Clec2i C-type lectin domain family 2, member NM_020257

1437421 _at —

1435564_at Neurl1b homolog 1b (Drosophila) NM_001081656 0.00289203]
1448558 _a_at _|Pla2gda A2, group IVA (cytosolic, calciui ) NM_008869 0.000134614]




1455756 _at Paift PDX1 C-terminal inhibiting factor 1 NM_146129 0.00843736] 279803
1431166_at Chd1 in helicase DNA binding protein 1 NM_007690 0.00027031 279723
1454961_at Synj1 synaptojanin 1 INM_001045515 /// NM_001164483 0.000530659 279674
1431591 s al__|GmO9706 /1 Isg gene 9706 7/ 1SG15 ubiquitin-Tike modifier NM_015783 /I XR_168557 /Il XR_168756 0.000404514 2.7938
1420918_at Sgk3 regulated kinase 3 NM_001037759 /// NM_133220 /// NM_177547 3.14E-06) 279372
1447928 at Car5b carbonic 5b, mi i NM_181315 0.000242524 279366
1442018_at [Btgt B cell gene 1, anti NM_007569 2.7936
1423478 _at Prkcb protein kinase C, beta NM_008855 279289
1427164_at T3rat interleukin 13 receptor, alpha 1 NM_133990 279257
1450200 s_at__|Csf2rb /// C: factor 2 receptor, beta, low-affinity (granulocyt 7/ c|NM_007780 /i NM_007781 2.7897
1455282 x at__|Alast aminolevulinic acid synthase 1 INM_020559 0000175887 278901
1434457 _at Sp100 nuclear antigen Sp100 NM_013673 8.66E-06 278738
1423862_at Plekhf2 pleckstrin homology domain containing, family F (with FYVE domain) member 2 |NM_175175 0.000104296 278694
1418183 a at _|Cyth cytohesin 1 NM_001112699 /// NM_001112700 /// NM_011180 0.00165731 278694
1421813 a_at __|Psap prosaposin NM_001146120 /// NM_001146121 /// NM_001146122 /// NM_001146123 /// NM_001146124 __0.000805586 278687
1421285_at Pik3ap1 inositide-3-kinase adaptor protein 1 NM_031376 0000841475 2.78641
1433512_at Fit Friend leukemia 1 NM_008026 0.00259015] 278573
1429196 _at Rabgap1l RAB GTPase activating protein 1-like INM_001038621 /// NM_013862 0.000798888 278099
1420412_at Tnfsf10 tumor necrosis factor (ligand) superfamily, member 10 NM_009425 0.00187085] 278027
1418982 _at Cebpa CCAAT/enhancer binding protein (C/EBP), alpha NM_007678 0.00872931 278018
1434920 a at _[EVI E i NM_001163394 /// NM_001163395 /// NM_001163396 /// NM_007965 1.84E-05] 278013
1424829_at Torda torsin family 4, member A NM_146115 0.0005127 277982
1424814 a at _ |Bol2114 BCL2-like 14 is facilitator) NM_025778 0.0004985 277944
1449773 s_at__|Gadddsb growth arrest and DNA-damage-inducible 45 beta NM_008655 0.003227 277854
1457761 _at C79607 sequence C79607 0.003673; 27782
1456917 _at 0.00653238| 2.7781
1415899 _at Junb Jun-B oncogene NM_008416 5.34E-05 277716
1427564 _at Diap2 diaphanous homolog 2 (Drosophila) NM_017398 /// NM_172493 0.00831941 277524
1419297 at H2-Oa 2., O region alpha locus NM_008206 0.00188761 277332
1451931 x at__|H2-K1 2, K1, K region INM_001001892 /// XM_003945745 3.36E-05 277315
1425515_at Pikar 3-kinase, regulatory subunit, 1 (p85 alpha) NM_001024955 /// NM_001077495 0.0085672 277309
1421816_at Gsr reductase NM_010344 0.000640782 277218
1434714_at Eroflb [ERO1-like beta (S. cerevisiae) NM_026184 0.00166107| 277205
1451987_at Arrb2 arrestin, beta 2 NM_001271358 /// NM_001271359 /// NM_001271360 /// NM_145429 0.000545097 277033
1460390_at Sorit Sortlin-related receptor, LDLR class A repeat NM_011436 0.00628526] 2.77026
1426708 _at Antx2 [anthrax toxin receptor 2 NM_133738 0.00740868] 276853
1417856 _at Relb avian reti iosis viral (v-rel) oncogene related B NM_009046 0.000995154 276768
1452572_at Camkd protein kinase IV NM_009793 0.000613605 2.76691
1416811_s at __|Ctia2a /il Cl T iated protein 2 alpha J// cytotoxic T ia|NM_001145799 /// NM_001145801 /// NM_007796 /i/ NM_007797 8.79E-05 276671
1433465 _a_at | Al467606 sequence Al467606 NM_178901 0.00559618] 276576
1426716_at Tdrd7 tudor domain 7 NM_146142 3.30E-06] 276512
1423586 _at X [AXL receptor tyrosine kinase INM_001190974 /// NM_001190975 /// NM_009465 0.0040615 276392
1426983 _at Fnbp1 formin binding protein 1 [NM_001038700 /// NM_001177648 /// NM_001177649 /// NM_001177650 //f NM_019406 0.00036982| 276374
1422628 _at Famiiia family with sequence similarity 111, member A NM_026640 0.00172537] 276204
1425229 a at _[Tcf712 Tactor 7 like 2, T cell specific, HMG box INM_001142918 /// NM_001142919 /// NM_001142920 /// NM_001142921 /// NM_00114292] __0.000289979] 276192
1431688_at LOC73899 LOC73899 XR_168585 /// XR_168781 0.00678401 276165
1450379_at Msn moesin NM_010833 0.00126049) 2.76108
1441088_at Tkzf3 IKAROS family zinc finger 3 NM_011771 0.000962827 275062
1444399 _at Nabp1 nucleic acid binding protein 1 NM_028696 0.000576119 275902
1416401 _at Cds2 CD82 antigen NM_001136055 /// NM_001271430 /// NM_001271431 /I NM_001271432 /Il NM_00127146 0.00359537| 275863
1450170 x_at__|H2-D1 i ibility 2, D region locus 1 NM_010380 7.32E-06) 275494
1455502_at Madd [MAP-kinase activating death domain NM_001177719 /I NM_001177720 // NM_001177721 /il NM_001177722 /I NM_00117772] __0.000897235 275464
1426239 s at__|Arb2 arrestin, beta 2 NM_001271358 /// NM_001271359 //f NM_001271360 /// NM_145429 0.000151939] 275418
1420197 at Gadd4bb growth arrest and DNA-damage-inducible 45 beta NM_008655 0.00362907| 275346
1447409_at 0.000467782 275131
1424880 _at Trib1 tribbles homolog 1 (Drosophila) NM_144549 0.000580083 274939
1416690_at Gipbp2 GTP binding protein 2 NM_001145979 /// NM_019581 8.27E-05 2.74567
1459151 x_at__[In35 interferon-induced protein 35 NM_027320 0.000181307 274552
1435779 CepT10 protein 110 NM_012018 /// NM_030000 0.00019242] 27437
1422556_at Gnat3 guanine binding protein, alpha 13 NM_010303 0.00213123] 27431
1452796 _at Def6 differentially in FDCP 6 NM_027185 0.0 27425
1417335 _at Sultzb1 family. cytosolic, 2B, member 1 NM_017465 0.0 2.74
1432758_at 2900011L 18Rk [RIKEN cDNA 2900011L18 gene 0.0 2741
1452939_a at _|Pitpncl inositol transfer protein, ic 1 NM_145823 0.00176352| 273879
1451563_at Emrd EGF-like module i like, hormone receptor-like sequence 4 NM_139138 0.00660054] 273735
1457679 _at DolreTc DNA cross-link repair 1C, PSO2 homolog (S, NM_001110214 /i NM_146114 /// NM_175683 0.00374253] 273731
1436164 _at Sic30at solute carrier family 30 (zinc transporter), member 1 NM_009579 0.000438227] 2.73608
1420772_a_at _|Tscz2d3 [TSC22 domain family, member 3 INM_001077364 /// NM_010286 0.000705269 273524
1436120_at Setdb2 SET domain, bifurcated 2 NM_001081024 9.99E-05 273515
1427014_at Dennd4b DENN/MADD domain 48 NM_201407 0000116793 273496
1440192_at Ttc3%b i ide repeat domain 398 NM_025782 /// NM_027238 0.000554089 273433
1452592_at Mgst2 i 2 NM_174995 0.00134] 273424
1442757 _at Lrch1 leucine-rich repeats and calponin homology (CH) domain containing 1 NM_001033439 /// NM_001252132 0.00174; ﬂ 2.7338
1421998 _at Tor3a torsin family 3, member A NM_023141 0.00204193] 273342
1441344 _at Erlin1 [ER lipid raft 1 NM_001164359 /// NM_001164360 /// NM_145502 0.00246698] 273212
1422191 _at Cd200r1 CD200 receptor 1 NM_021325 0.0011077| 273204
1452653_at Sic25a22 solute carrier family 25 (mitochondrial carrier, member 22 NM_001177576 /// NM_026646 0.000674926 273021
1454783 at TM3rat interleukin 13 receptor, alpha 1 NM_133990 6.46E-05 2.73015
1425545 x_at __|H2-D1 /l H2-L 2, D region locus 171/ 2, D region locus L NM_001267808 /// NM_010380 2.97E-05 272815
1455332 x_at__|Fogr2b Fe receptor, IgG, low affinity llb INM_001077189 /// NM_010187 0.000313584] 272734
1439276 _at Adar RNA-sp NM_001038587 /// NM_001146296 /// NM_019655 0.00119879] 27269
1429201 _at Cyld (turban tumor NM_001128169 /// NM_001128170 /// NM_001128171 /// NM_001276279 /if NM_173369 000122811 272674
1425336 x_at__|H2-K1 2, K1, K region NM_001001892 /// XM_003945745 1.71E-05] 272646
1427368 x_at__|Fes feline sarcoma oncogene NM_010194 0.00071779) 272499
1438021 _at Rbm47 RNA binding motif protein 47 NM_001127382 /17 NM_139065 /// NM_178446 0.00575839) 2.724
1434769_at [Btbdo BTB (POZ) domain containing 9 NM_027060 /// NM_172618 0.00189462| 2.72387
1440559_at Hmga2-ps1___|high mobility group AT-hook 2, 1 NR_037996 0.00229096| 272253
1450223_at Apafi apoptotic peptidase activating factor 1 NM_001042558 /// NM_009684 0.00198967| 272143
1455796 x_at__|Olfm1 in 1 NM_001038612 /// NM_001038613 /// NM_001038614 /// NM_019498 0.000165418 272045
1418578_at Dgka kinase, alpha NM_016811 0.000279154 271608
1419355 _at Kif7 Kruppel-like factor 7 (ubiquitous) NM_033563 0.00422902| 2.71565)|
1443907 _at Lnpep i i NM_172827 0.00320501 271474
1416246 a at _|Corola coronin, actin binding protein 1A NM_009898 0.000459015 271439
1418396 _at Gpsm3 G-protein signalling modulator 3 (AGS3-like, C. elegans) NM_134116 0.000323739 2.71194
1454895 _at Cyb561a3 561 family, member A3 NM_201351 0.00341996| 271139
1450234_at Msdabc panning 4-domains, subfamily A, member 6C NM_001166376 /// NM_028595 0.0021657 27112
1457300_at Aftph aftiphilin NM_001252503 /// NM_181411 0.00230283] 2.71038
1425264 s at__|Mbp myelin basic protein [NM_001025245 /// NM_001025251 /i NM_001025254 I/ NM_001025255 // NM_00102525 ___0.00229049 271021
1452914 _at N4bp2i1 NEDD4 binding protein 2-like 1 NM_133898 0.00549954| 270976
1439965 _at Sic43a2 solute carrier family 43, member 2 NM_001199283 /// NM_001199284 /// NM_173388 000417606 270072
1441584 _at 270893
1440845_at Tmem243 protein 243, NM_001081029 270862
1418838_at [Abcd1 [ATP-binding cassette, sub-family D (ALD), member 1 NM_007435 270593
1451243 at Rnpep arginyl ami i B) NM_001159624 /17 NM_145417 2.70589
1454736_at Sowahc 1 ankyrin repeat domain family member C NM_172939 270457
1440047 _at Socs1 of cytokine signaling 1 INM_001271603 /// NM_009896 270301
1422959 s_at__|Rnf114 ting finger protein 114 NM_030743 2.7013
1426862_at Aftph aftiphilin NM_001252503 /// NM_181411 2.69705
1443687 x_at__|H2-DMb2 i 2, class II, locus Mb2 NM_010388 2.69458
1422903 _at Ly8g6 lymphocyte antigen 86 NM_010745 2.69259
1431374 _at 6330407A03Rik [RIKEN cDNA 6330407A03 gene NR_028126 2.69125
1455204_at Pitpnct itol transfer protein, 1 NM_145823 X 269105
1435419_at Rgagd gag domain ing 4 NM_183318 /// NR_028404 0.00174266] 2.69012
1442408_at Sulf2 sulfatase 2 NM_001252578 /// NM_001252579 /I NM_028072 0.00128203] 26891
1439475 _at Zip429 zinc finger protein 429 NM_001080941 0.00270615] 268853
1427318 Myof myoferlin NM_001099634 /// NM_177035 0.000756978 2.68834
1425750 Jak3 Janus kinase 3 NM_001190830 /// NM_010589 0.000243177 268616
1417306 Tyk2 tyrosine kinase 2 INM_001205312 /// NM_018793 3.82E-05 2.68307
1417160_s_at__|Widc18 WAP four-disulfide core domain 18 NM_007969 0.00443143] 2682
1460453 _at Tagap /// Tagap1|T cell activation Rho GTPase activating protein /// T cell activation GTPase _145968 /// NM_147155 0.000402341 268129
1418021 _at Cab /I LOC675 4B (Chido blood group) 1/ C4-Blike NM_009780 /// XM_073068 0.00307195]

1419823 s at__|Ksrl kinase ofras 1 NM_013571 0.00443752]

1459712_at Zfp182 zinc finger protein 182 NM_001013387 /// NM_001111076 0.00336

1436507 _at Irak2 interleukin-1 recept Kinase 2 NM_001113553 /// NM_172161 557

1439145 _at Lok protein tyrosine kinase NM_001162432 /// NM_001162433 /// NM_010693 0.0038906

1419654_at Tle3 like enhancer of split 3, homolog of Drosophila E(spl) NM_001083927 /// NM_001083928 /// NM_009389 0.000568769

1451784 x_at__|H2-D1 2, D region locus 1 NM_010380 2.70E-05

1422755 _at [Btk Bruton ia tyrosine kinase NM_013482 0.00214314]

1417558_at [Fyn Fyn proto-oncogene NM_001122892 /// NM_001122893 /// NM_008054 4.64E-05

1455840_at }Rapgels Rap guanine exchange factor (GEF) 5 NM_175930 0.00267737]

1421620_at li5ra interleukin 5 receptor, alpha NM_008370 0.0036173

1431981 _at Hif1a hypoxia inducible factor 1, alpha subunit NM_010431 0.00103624]

1439508_at Rab11b RAB11B, member RAS oncogene family NM_008997 0.00793878|

1455082_at Cblb Casitas B-lineage NM_001033238 0.000148164

1425483 at Tox lect high mobiity group box NM_145711 0.00250895]




1417785 _at Plata AT member A NM_134102 0.00590675] 2.6%‘
1448027 _at Ncoad nuclear receptor coactivator 3 NM_008679 0.00121269) 2.6645
1421456_at P2ry1 i receptor P2Y, G-protein coupled 1 NM_008772 0.00074733] 2.66331
1440662_at 000402057 2.66191
1427034 _at Ace [angiotensi g enzyme (peptidy! A1 NM_009598 /// NM_207624 2.66144
1421164_a_at__|Arhgef1 Rho guanine exchange factor (GEF) 1 NM_001130150 /// NM_001130151 /// NM_001130152 /// NM_001130153 /// NM_008488 2.66018
1435996_at Card11 caspase domain family, member 11 NM_175362 2.65068
[1416001_a_at __|Cotit tosin-like 1 (DI i NM_028071 2.65853)
1421587 _at Kik1b27 kallikrein 1-related peptidase b27 NM_020268 2.65812
1424990 _at Orait ORAI calcium release-activated calcium modulator 1 NM_175423 26543
1452886_at 265389
1435144_at — 265316
1420904 _at iM7ra interleukin 17 receptor A NM_008359 0.00122934] 2.65295
1450143 _at Rasgrp1 RAS guanyl releasing protein 1 NM_011246 0.000159966 26526
1436607_a_at__|Kidins220 kinase D. ing substrate 220 NM_001081378 0.00145548| 2.65021
1443896_at Tbc1d5 TBC1 domain family, member 5 NM_028162 0.00354872] 2.64921
1422013_at Clecda2 C-type lectin domain family 4, member a2 NM_001170332 /// NM_001170333 /// NM_011999 0.00159674] 2.64798
1416968 a_at _|Hsd3b7 hydroxy-delt i 3 beta- and steroid delt INM_001040684 /// NM_133943 0.00131971 2.64782
1449414_at Zfp53 zinc finger protein 53 NM_013843 0.00192381 26478
1440255 _at Hinfp histone H4 Tactor NM_172162 0.00194263] 264723
1430482_at Adora3 A3 receptor NM_001174169 /// NM_009631 /// NM_027025 0.0054664 264695
1431394 a at __|Lk2 leucine-rich repeat kinase 2 NM_025730 0.0011147: 2.643
1455034_at Nrda2 nuclear receptor subfamily 4, group A, member 2 NM_001139509 /// NM_013613 0.0010848 2643
1421976 _at Mmp19 matrix met 19 NM_001164197 /// NM_021412 0.008910 264201
1429089 s _al | 2900026A02Rik |[RIKEN cDNA 2900026A02 gene NM_172884 0.0084735 2.6411
1429618_at Cyld (turban tumor NM_001128169 /// NM_001128170 /// NM_001128171 /// NM_001276279 /Il NM_173369 4.23E-06 2.64099
1443400_at 0.00011775 263973
1438075_at Femic fem-1 homolog ¢ (C.elegans) NM_173423 0.00123014] 2.63854
1433450_at Caksr cycin kinase 5, regulatory subunit 1 (p35) NM_009871 0.00779453] 263398
1418483 a at _|Ggtal aipha 1, 3 NM_001145821 /// NM_010283 0.00235166| 2.63255
1428784 _at Gmip Gem-interacting protein NM_198101 0.0013342 263197
1427313 _at Pigir I receptor (IP) NM_008967 0.00608795| 2.63038
1452279_at Cip Tactor properdin NM_008823 0.00290591 262042
1424356_a_at __|Metml meteorin, glial cell differentiation regulator-like NM_144797 0.000287795 262916
1460603_at Samdol sterile alpha motif domain containing 9-like NM_010156 /// NM_177590 1.83E-05] 2.62906
1417240 _at Zyx zyxin NM_011777 0.000199419] 262791
1454979 _at Diap1 diaphanous homolog 1 (Drosophila) NM_007858 0.000717501 262752
1454799_at Agpat9 1 3-phosphate O 9 NM_172715 0.0015156 262423
1449363 _at Atf3 activating factor 3 NM_007498 7.37E-05 262336
1443686_at H2-DMb2 i ibiity 2, class I, locus Mb2 NM_010388 0.00566851 2.62256
1416871_at Adam8 a and ptidase domain 8 NM_00740 0.00027154] 262225
1450821 _at Kat2b K(lysine) acetyltransferase 2B NM_001190846 /// NM_020005 0.00283446| 262022
1416627 _at Spint1 serine protease inhibitor, Kunitz type 1 NM_01690 0.000659573 2.62004
1426806 _at Nabp1 nucleic acid binding protein 1 NM_02869 5.54E-05)| 2.61955
1439974_at Fkbp15 FK506 binding protein 15 NM_001045528 0.00126487] 261846
1455731 _at Sic29a3 solute carrier family 29 (nucleoside transporters), member 3 NM_023596 0.00353564] 261815
1444917 at 0.0001685 261766
1437756_at Gimap9 GTPase, IMAP family member 9 NM_174960 0.000908827 261551
1439497 _at Axn711 ataxin 7-like 1 INM_001033436 /// NM_028139 0.000718706 2.61498
1421317 x_at__|Myb is oncogene NM_001198914 /// NM_010848 /// NM_033597 0.00140281 261478
1435334_at Ttc7 repeat domain 7 NM_028639 0.000468357 2.61184
1415857 _at Emb lembigin NM_010330 0.000232488 2.61155)
1456103 _at Pmi ic leukemia NM_008884 /// NM_178087 000226789 261047
1457161_at 9530029012Rik|RIKEN cDNA 9530029012 gene 26104
1419279_at Pipdk2a 5 Z-kinase, type I, alpha NM_008845 261022
1434559_at Sba syntaxin 3 INM_001025307 /// NM_001025308 /// NM_011502 /// NM_152220 2.60883
1435977 _at Hdgfrp3 hepatoma-derived growth factor, related protein 3 NM_013886 2.60636
1415886_at Sh2d3c SH2 domain containing 3C NM_001252547 /// NM_013781 /// NR_045535 2.60612
1419120_at Lyt ic leukemia 1 NM_008535 2.60581
1437199 _at Duspb dual specificity 5 NM_001085390 2.60483
1456806_at A130010C12RIK[RIKEN cDNAA130010C12 gene 2.60443
1422474_at Pdedb 4B, cAMP specific [NM_001177980 /// NM_001177981 /// NM_001177982 /// NM_001177983 /// NM_019840 2.60375
1446834_at 2.60374
1428242_at Hmhat i ibiity (minor) HA-1 NM_001142701 /I NM_027521 2.60369
1448781 _at Nab Ngfi-A binding protein 1 NM_008667 2.60313
1426623 a_at__|Arhgap17 Rho GTPase activating protein 17 NM_001122640 /17 NM_001122641 /// NM_001122642 /// NM_001122643 /i NM_144529 260285
1438435_at Acer3 alkaline 3 NM_025408 2.60282
1416935 _at Trpv2 transient receptor potential cation channel, subfamily V, member 2 INM_011706 0.000262427] 2.60203
1430662_at 9430091E24Rik |RIKEN cDNA 9430091E24 gene NR_040363 /// NR_040364 0.00117764] 2.60101
1449404 _at Pipdk2a inositol-5. 4-kinase, type I, alpha NM_008845 0.00290408] 2.6009
1435531_at Usp3 ubiquitin specific peptidase 3 NM_144937 0.00154126| 2.60031
1423678 _at BCO17643 [CDNA sequence BC017643 NM_001252548 /i NM_001252549 /// NM_001252550 /// NM_001254735 /// NM_144832 4.63E-05 26
1425074 _at Wrn Werner syndrome homolog (human) NM_001122822 /// NM_011721 /// XM_003946269 0.00176365| 259998
1451990_at Mapre2 protein, RP/EB family, member 2 NM_001162941 /// NM_001162942 /// NM_153058 0.00180396| 259995
1433811 _at MiltG id or mixed-lineage leukemia (trithorax homolog, Drosophila); transio[NM_139311 8.77E-06 2.59959
1452191 _at Prcp (angiotensinase C) NM_028243 0.000390324 259863
1452426 x_at__|-— 0.00238488] 2.5968
1452922_at Ppp1rad protein phosphatase 1, regulatory subunit 3D NM_001085501 0.00305376| 259452
1418332_a_at __|Agtpbp1 ATPIGTP binding protein 1 NM_001048008 /// NM_023328 7.71E-05 2.50411
1426169 a at _|Lat2 linker for activation of T cells family, member 2 INM_020044 /// NM_022964 0.000369922 259333
1458963_at Ttc3ob tetratri ide repeat domain 398 NM_025782 /// NM_027238 0.00542488| 258064
1429165 _at 3110001122Rik _|RIKEN cDNA 3110001122 gene NM_025653 6.65E-06] 2.58898
1443927 _at Ubab ubiquitin-like modifier activating enzyme 6 NM_172712 0.00124584] 258804
1436851_at Pkn1 /// Piger1 |protein kinase N1 /// E receptor 1 (subtype EP1) NM_001199593 /// NM_013641 /// NM_177262 9.10E-05 258726
1448471 a_at__|Ctlaza oytotoxic T protein 2 alpha NM_001145799 /// NM_007796 0000116225 258545
1424124_at Mospd2 motile sperm domain NM_029730 0.00705991 258385
1416013 _at PId3 D family, member 3 NM 011116 0.00131105 258257
1419554_at Cdd7 CD47 antigen (Rh-related antigen, integri signal transducer) NM_010581 0.0013549 258171
1419587 s at__|Rp2h retinitis pigmentosa 2 homolog (human) NM_133669 0.00130469) 258087
1424389_at Nupl1 in like 1 NM_170591 0.00221851 258076
1460218_at Cds2 CD52 antigen NM_013706 1.24E-05| 258041
1452188 _at Mami1 like 1 (Drosophila) NM_175334 4.78E-05 25787
1448883 _at Lgmn legumain NM_011175 0.000494946 257673
1419598 _at Ms4a6d panning 4-domains, subfamily A, member 6D NM_026835 0.000985921 257673
1444350_at Sifn10-ps schiafen 10, NM_181542 /I NR_073523 /Il NR_073524 0.00271667| 257585
1445545_at 5.80E-05 257556
1417931 _at Ndst2 N (heparan inyl) 2 NM_010811 0.00273408| 2.57372
1436175 _at Atxn? ataxin 7 NM_139227 4.54E-05 257351
1422476 _at 1730 interferon gamma inducible protein 30 NM_023065 0.000267978 257245
1419530_at 1112b interleukin 12b NM_008352 0.00490795] 257134
1435168 _at Zfp710 zinc finger protein 710 NM_001145999 /// NM_001146000 /// NM_175433 0.00167454| 2.56966
1416044_at Flii /// LOC1010gflightless | homolog (D il protein flightless-1 homolog NM_022009 /// XM_003946397 0.00130627] 256899
1430623 s_at__|Nabp1 nucleic acid binding protein 1 NM_028696 256844
1448475 _at Olfmi3 in-iike 3 NM_133859 256737
1438732_at Nhsi2 NHS-like 2 NM_001163610 256595
1434477 _at Heca headcase homolog (D NM_001033432 256519
1435058 x_at__|Stxbp3a syntaxin binding protein 3A NM_011504 0.00764104| 256254
1435374_at Cdyl2 in protein, Y like 2 NM_029441 000188833 2.56158)
1419276_at Enpp1 i 1 NM_008813 0.00188769) 2561
1455667_at Preb prolactin regulatory element binding NM_016703 0.00225647] 2.560
1450681 _at Zfp143 zinc finger protein 143 NM_009281 0.00376945| 2.56056|
1455104_at Mxd1 [MAX dimerization protein 1 NM_010751 0.00356033] 255034
1419515 _at Fga2 FYVE, RhoGEF and PH domain 2 NM_001159538 /// NM_013710 0.001033 255906
1422411 Earl /Il Ear12 i i i ‘A family, member 1 /// eosinophir ib|NM_001012766 /// NM_007894 /I NM_007895 /// NM_017388 /I/ XM_003946320 0.0020284 255758
1425281_ Tsc22d3 TSC22 domain family, member 3 INM_001077364 /// NM_010286 0.000155304 255456
1442700_at Pdedb 4B, cAMP specific NM_001177980 /// NM_001177981 /// NM_001177982 /// NM_001177983 /I NM_019840 0.00237123] 255439
1448291 _at Mmp9 matrix 9 NM_013599 0.00263856] 255437
1420704 _at Csf2ra colony factor 2 receptor, alpha, low-affinity NM_009970 0.000637204] 255277
1440392_at Akap13 [Akinase (PRKA) anchor protein 13 NM_029332 0.00457418] 255248
1438995 _at 0.000476459 255169
1424573_at Tmed5 emp24 protein transport domain containing 5 NM_028876 0.000178282 254979
1440160 x_at__|[Vwa9 von Wil Tactor A domain containing 9 NM_001077631 /// NM_175153 0.00033281 254941
1419247 _at Rgs2 regulator of G-protein signaling 2 INM_009061 0.0 0464951{ 254899
1435088_at Nsd1 nuclear receptor-binding SET-domain protein 1 NM_008739 0.000574208 254891
1440137 _at 0. 01195@{ 25484
1451340_at Arid5a AT rich domain 5A (MRF 1-like) NM_001172205 /// NM_001172206 /// NM_145996 /// NR_033310 0.00139426| 254824
1417590_at Cyp27at P450, family 27, subfamily a, polypeptide 1 NM_024264 254809
1458462_at Arhgap30 Rho GTPase activating protein 30 NM_001005508 254781
1434192_at Zzef1 zinc finger, ZZ-type with EF hand domain 1 NM_001045536 254731
1419561 _at Cci3 ine (C-C motif) ligand 3 INM_011337 2.54694
1421340_at Map3k5 mitogen-activated protein kinase kinase kinase 5 NM_008580 254581
1448019 _at Taok3 TAO kinase 3 NM_001081308 /// NM_001199685 /// NM_183306 0.00313036] 254317
1426324_at H2-DT /I H2-L_|hi ibiity 2, D region locus 1 /// 2, D region locus L NM_001267808 // NM_010380 3.93E-05 254231
1434833_at Mapdk2 mitogen-activated protein kinase kinase kinase kinase 2 NM_009006 0.0011937% 254192
1458634_at 1.34E-05] 254182




1444537 _at [A1429363 sequence Al429363 0.000615633] 254168
1420016_at Ppt1 palmitoyl-protein thi 1 NM_008917 0.00157619) 253774
1460510_a_at _|Coq10b coenzyme Q10 homolog B (S. NM_001039710 /// NM_026424 0.00157007| 253708
1457944 _at 0.00386689) 253558
1428592_s at__ |Usp38 ubiquitin specific peptidase 38 NM_027554 0.00455052] 253487
1450023 _at Gipbpt GTP binding protein 1 NM_013818 0.000461974 253414
1455370_at /A630023P12Rik|RIKEN cDNA A630023P12 gene NM_173766 /// NR_102290 /// XR_106296 /// XR_107731 0.0027557 253405
1456358_at Etv3 ets variant gene 3 NM_001083318 /// NM_012051 0.00594659) 253404
1416019_at [Dr d qulator of 1 NM_026106 0000531147 2.5@‘
[1422041_at [Pilrb paired immunoglobin-like type 2 receptor beta 1 NM_133209 0.00698359) 25325
1428655 _at Ppp1r21 protein phosphatase 1, regulatory subunit 21 NM_028658 4.46E-05 253245
1424617 _at i35 interferon-induced protein 35 NM_027320 3.41E-05 25323
1456983 _at 0.00172569) 253206
1435069_at BC064078 __|cDNA sequence BC064078 NR_015455 1.21E-09) 253068
1417894_at Gpro7 G protein-coupled receptor 97 NM_173036 0.0080359] 252094
1435066_at PitpncT i transfer protein, ic 1 NM_145823 0.00282812] 252973
1455493 _at Synel spectrin repeat nuclear envelope 1 NM_001079686 /// NM_022027 /// NM_153399 9.18E-05 252483
1448618 _at Mvp major vault protein NM_080638 0.000764035] 2.52481
1429564_at Pegf5 polycomb group ring finger 5 NM_029508 0.000390572] 252341
1431292 a at _[Twi2 twinfilin, actin-binding protein, homolog 2 (Drosophila) NM_011876 0.000516617 252321
1455398_at Lrre8c leucine rich repeat containing 8 family, member C NM_133897 0.000881706 252298
1419245 _at Rab14 RAB14, member RAS oncogene famil NM_026697 0.00401344] 252107
1460291 _at Cdk6 cyclin kinase 6 NM_009873 0.00745 251805
1453076_at Batf3 basic leucine zipper Tactor, ATF-like 3 NM_030060 0.00155912| 251727
1418146 a at _|RbI2 INM_011250 0.000988486 251525
1431106_a_at__|9530053HO5RIK|RIKEN cDNA 9530053H05 gene NR_002850 /// XR_035210 /I XR_035293 0.00215125] 251448
1424027_at Pxn paxillin NM_011223 /// NM_133915 0.00120814| 2.51189
1423392_at Click chioride intracellular channel 4 NM_013885 0.000445154 251178
1419361 _at Ssi18 synovial sarcoma Ci 18 NM_001161369 /// NM_001161370 /// NM_001161371 /// NM_009280 4.52E-05 251158
1428902_at Chst1t i NM_021439 0.0091592{ 251147
1418990_at Msdadd panning 4-domains, subfamily A, member 4D NM_025658 0.00461963] 251136
1422697_s_at__|Jarid2 [lumonji, AT rich i ive domain 2 NM_001205043 /// NM_001205044 /// NM_021878 2.51104
1424126 _at Alas1 i inic acid synthase 1 NM_020559 251103
1450065_at Adcy7 cyclase 7 NM_001037723 /// NM_001037724 //f NM_001109756 /// NM_007406 250916
1434076_at War37 WD repeat domain 37 NM_001039388 /// NM_001039389 /// NM_172445 250851
1449851 _at Pert period circadian clock 1 NM_001159367 /// NM_011065 0.000340189 250722
1460055 _at 0.00622279) 2.50661
1424226 _at 9030617003Rik|RIKEN cDNA 9030617003 gene NM_145448 0.00677646| 250524
1417218 _at Calhm2 calcium is modulator 2 NM_133746 0.00218663] 2.50459
1459741 x_at__|Ucp2 protein 2 (mitochondrial, proton carrier) NM_011671 0. 250435
1417811 _at Sic24a6 solute carrier family 24 ). member 6 NM_001177594 //f NM_001177595 /// NM_133221 0.0 2.504054
1440383 _at Delre1b DNA cross-link repair 1B, PSO2 homolog (S. cerevisiae) NM_001025312 /// NM_133865 0.0 250375
1446458 _at Rnasel i L(2.5 pendent) NM_011882 0.0 250334
1417071 s at__|Cyp4v3 P450, family 4, subfamily v, ide 3 NM_133969 0.0 2.50321
1443783 x_at__|H2-Aa i ibility 2, class Il antigen A, alpha NM_010378 0.000158265 250283
1440125 _at A530054K11Rik [RIKEN cDNAA530054K11 gene NM_183146 0.000261847] 250278
1424420 at Copg1 cell cycle 1 NM_001114328 /// NM_028181 0.00016674] 25017
1422467 _at Pptt palmitoyl-prot 1 NM_008917 8.68E-05 250107
1427980 _at Cmip c-Maf inducing protein NM_001163262 /// NM_028941 0.000689677 2.50019
1455668_at WhscilT Wolf-Hirschhorn syndrome candidate 1-like 1 (human) NM_001001735 /// NM_001081269 0.00385776| 2.49981
1433885_at lqgap2 1Q motif containing GTPase activating protein 2 NM_027711 0.00142591 2.49905
1451335_at Placg placenta-specific 8 NM_139198 0.000593721 2.49863
1445723 _at Plci Clike 1 NM_001114663 0.00596537| 2.49801
1424783 a_al__|LOC100048662 |UDP: 1--fike /i UDP: -8-fike /i/ UJNM_013701 /// NM_145079 /i NM_201410 /// NM_201641 /// NM_201642 /i NM_201643 /] 0.00103475| 2.49639
1419410_at Batf basic leucine zipper Tactor, ATF-like NM_016767 0.000131456] 24934
1447100_s_at__|5730508B09Rik |RIKEN cDNA 5730508809 gene NM_027482 249171
1426084_a_at _|Torfaipi torsin A ing protein 1 NM_001160018 /// NM_001160019 // NM_144791 24915
1418703 _at Rbms1 RNA binding motl, single stranded interacting protein 1 NM_001141931 /// NM_001141932 /// NM_020296 249132
1416695_at Tspo protein NM_009775 2.49002
1456153 _at Ssh2 slingshot homolog 2 (Drosophila) NM_177710 0.00858381 2.48918
1444599 _at Hercé hect domain and RLD 4 NM_026101 /// NM_030114 0.00493892] 248912
1428148 s_at__|Coro7 coronin 7 NM_030205 5.58E-06) 2.48832
1447040 _at 0.00124696] 2.48604
1416195 _at Inpp5k inositol 5 K NM_008916 0.000429506 248476
1444762_at 0.000414532 2.48247
1418891 a at _|Rab3d RAB3D, member RAS oncogene family NM_031874 0.00364326] 2.48095
1448010_at [A430104N18RiK|RIKEN cDNA A430104N18 gene /// microRNA 142 NR_029555 0.00118117| 2.4806|
1442201 _at 0.000142107 248017
1425714 a_at _|Nfam1 Nfat activating molecule with ITAM motif 1 NM_001271411 /I NM_001271412 i/ NM_001271413 /I NM_001271414 /Il NM_028728 0.00102826| 247925
1425209_at Zfpg4 zinc finger protein 84 NM_023750 0.0028614 2.47886
1450381 _a_at _|Bcl6 B cell i 6 NM_009744 3.33E-06) 247817
1424208 _at Pigerd E receptor 4 (subtype EP4) NM_001136079 /// NM_008965 0.000821944 247793
1416611_at Scamp2 secretory carrier protein 2 NM_022813 0.00284443] 247774
1447527 _at — 0.000806836 24774
1420691_at li2ra interleukin 2 receptor, alpha chain NM_008367 0.00284531 2.47692
1436078_at Fchot FCH domain only 1 NM_028715 /I NR_028267 0.000208578 247675
1460173 _at Laspt LIM and SH3 protein 1 NM_010688 0.00025428] 247674
1452009_at Ttc3%b i ide repeat domain 398 NM_025782 /i NM_027238 7.12E-05 247602
1438310_at 0.00267331 247364
1449311 _at Bach1 BTB and CNC homology 1 NM_007520 0.00886507| 247028
1425530_a at __|Stx3 syntaxin 3 NM_001025307 /// NM_001025308 /// NM_011502 /i NM_152220 0.00132981 2.4694
1449399 a_at__|[ilb interleukin 1 beta NM_008361 0.00275369) 2.46681
1434245 a_at __|Cyb561a3 b561 family, member A3 NM_201351 0.00413631 246672
1435263_at Tmem106a protein 106A NM_144830 0.00254024] 246659
1438682_at Pikar 3-kinase, regulatory subunit, 1 (p85 alpha) NM_001024955 /// NM_001077495 0 005011?@‘ 2.46604
1448607 _at Nampt NM_021524 0.00204205] 246508
1423520 _at Lmnb1 lamin B1 NM_010721 000525713 246485
1442576_at Crebb CAMP element binding protein 5 NM_172728 0.000802478] 2.46307
1422006 _at [Eif2ak2 eukaryotic transiation initiation factor 2-alpha kinase 2 NM_011163 0.000463188 2.46305)|
1452139_at Slc35c1 solute carrier family 35, member C1 NM_145832 /17 NM_211358 0.00501599) 2.4621
1426687 _at Map3k3 mitogen-activated protein kinase kinase kinase 3 NM_011947 0.00175505| 2.4608:
1416836 _at Lp10 low-density i ptor-related protein 10 NM_022993 0000119568 2.46076|
1440299_at Mb21d1 Mab-21 domain ing 1 NM_173386 0.000295861 2.4606
1444003 _at Neuri3 homolog 3 homolog (D NM_153408 0.00306131 2.459
1431592_a_at _|Shakbp1 SH3-domain kinase binding protein 1 NM_001135727 /I NM_001135728 /// NM_021389 0.0024024 2.45929
1458202_at Fam65b family with sequence similarity 65, member B NM_001080381 /// NM_029679 /// NM_178658 0.0007067 245805
1440718 _at Fam105a family with sequence similarity 105, member A NM_001242423 /] NM_001242424 /i NM_198301 0.000231166 245735
1437270_a_at__|Cleft like cytokine factor 1 NM_019952 0.000102436 245648
1417009_at Clra /i Clrb 1.0 7 ponent 1, 1 001113356 /// NM_023143 0.00248219) 245449
1419488 _at Tnip2 TNFAIP3 protein 2 NM_139064 0.000383531 2.45353
1424287 _at Prix protein kinase, X-linked NM_016979 0.00037958] 245221
1449130_at Cdidi CD1d1 antigen NM_007639 0.00172499) 2.452
1436037_at ltgad integrin alpha 4 NM_010576 0.00106646| 245177
1425716 s al__|Bakl BCL: 1 NM_007523 0.000333316 2.45087
1437913_at Bcl2ata /1] Bol24B cell 2 related protein Aa /// B cell 2 relat|NM_007534 /I/ NM_007536 /// NM_009742 0.00722004] 2.44968
1417381 _at Claa 1.q alpha NM_007572 0.00206382] 2.44816
1417630_at [kt MAP ki ine kinase 1 NM_021461 0.00291425] 24476
1436059_at Rix1 regulatory factor X, 1 (i HLA class I NM_009055 0.000444123 2.44691
1419315_at Slamf9 SLAM family member 9 NM_029612 0.00267476| 244655
1460444_at Arrb1 arrestin, beta 1 INM_177231 /Il NM_178220 0.00150599) 2.44629
1428065 _at Sica4a2 solute carrier family 44, member 2 NM_001199186 /// NM_152808 0.00035830: 244626
1450385_at Kpnad karyopherin (importin) alpha 3 NM_008466 0.00474775| 2.44345
1441418 0. 2.44216
1429678_at 5730508B09RIk |RIKEN cDNA 5730508809 gene NM_027482 0.00754409) 244151
1425719_a_at __|Nmi N-myc (and STAT) interactor NM_001141948 /// NM_001141949 /// NM_019401 1.80E-05] 2.44108
1454806_at Fam49a family with sequence similarity 49, member A NM_001146119 /// NM_029758 0.00139574] 2.43981
1416432_at Pikb3 6-phosp! 2 2,64 3 NM_001177752 /I NM_001177753 /il NM_001177754 /il NM_001177755 /i NM_00117775¢ ___0.00100584 2.43837
1424194 _at Resd1 RCSD domain ing 1 INM_001038846 /// NM_178593 0.00010033] 2.43822
1425671 _at Homer{ homer homolog 1 (D NM_011982 /// NM_147176 /il NM_152134 0.00236479) 243628
1433462_a_at__|Pidk2a inositol 4-kinase type 2 alpha NM_145501 0.000300209 24345
1448620_ Fogrd Fc receptor, IgG, low affinity 11 NM_010188 0.000387763] 2.43449
1448659_at Casp? caspase 7 NM_007611 0.000387673 2.43224
1426062_a_at _|Casp7 caspase 7 INM_007611 0.00121187 243198
1435829_at Zmat1 zinc finger, matrin type 1 NM_175446 0.000133234 243151
1435338_at Cak6 cyciin kinase 6 NM_009873 0.00201332] 2.43083
1419212_at Tcosl icos ligand NM_015790 0.000907243 24306
1423298 _at [Add3 adducin 3 (gamma) [NM_001164099 /// NM_001164100 /// NM_001164101 /// NM_001277100 /if NM_013758 000202235 24292
1427138 _at CodcBBe coiled-coil domain containing 88C NM_026681 242916
1445861 _at Usp25 ubiquitin specific peptidase 25 NM_013918 2.42682
1415818 _at Anxa6 annexin A6 NM_001110211 /// NM_013472 0.000623762 242417
1443467 _at Docki1 dedicator of cytokinesis 11 NM_001009947 /// NM_177745 0.000611232 2.42288
1436999_at Pid1 i ion domain g 1 NM_001003948 0.00584646| 2.42283
1457535 _at 4932438A13Rik [RIKEN cDNA 4932438A13 gene INM_172679 /// NM_172680 0.0041038 2.42207
1437268 _at Lanci3 LanC lantibiotic Clike 3 (bacterial) NM_173414 0.00464988] 242146
1423089_at [Tmod3 3 NM_016963 000415533 2.42019




1438577_at 0.0034312] 2.41996
1422645 _at Hfe hemoct NM_010424 0.000220524 241972
1419585 _at Rpzh retinitis pigmentosa 2 homolog (human) NM_133669 0.00029676| 2.41939
1445116_at 0.00491347] 241861
1455318_at Timd4 T cell immu ‘and mucin domain containing 4 NM_178759 0.00518046| 2.41838
1425760 a_at__|Pitonm1 transfer protein, iated 1 NM_001136078 /// NM_008851 /// NR_075078 241775
1431691 a_at _|Rab31 RAB31, member RAS oncogene family NM_133685 241679
1436845 _at Axin2 axin2 NM_015732 241631
1421755 _at Gpr132 G protein-coupled receptor 132 NM_019925 241624
1416381 a at __|Prdx5 5 NM_012021 0.000534893 241581
[1439672_at 0.00369118 241541
1443192_at Themis selection NM_178666 0.00272394] 241467
1447231 _at 0.00400998] 2.41384
1449644_at Travi2-1 T cell receptor alpha variable 12-1 0.00535581 241349
1416111_at Cds3 CD83 antigen NM_009856 0.00748021 2.40908
1434087_at Mihir 5,10 reductase NM_001161798 /// NM_010840 /// NR_027809 0.00107554] 2.40895|
1453721 a at _|Sic3ta2 solute carrier family 31, member 2 NM_025286 0.000906643 2.40827
1447885 x_at__|Nedd9 neural precursor cell d guiated gene 9 NM_001111324 /// NM_017464 0.000301494 24078
1451860_a_at _|Trim30a tripartite motif-containing 30A NM_009099 0.00121792| 2.40642
1452225 _at Sppl2a signal peptide peptidase like 2A NM_023220 0.00224519) 2.406
1428071 _at Gucdi guanylyl cyclase domain containing 1 NM_175133 0. 03145% 24058
1430528 _at Sdcbp binding protein NM_001098227 /// NM_016807 0.00151758] 2.40569
1418196 _at Tept iated protein 1 NM_009351 0.00151264| 240559
1452307 _at Cables2 CDK5 and Abl enzyme substrate 2 NM_145851 0.00301279) 2.40534
1435556 _at Zip597 Zinc finger protein 597 NM_001033159 0.00359021 240511
1452224_at [Morc3 icrorchidia 3 NM_001045529 0.00170145] 2.40243
1448721 _at D1Erd622e _ |DNA segment, Chr 1, ERATO Doi 622, NM_133825 0.00367661 2.40218
1421142 s at__|Foxp1 forkhead box P1 NM_001197321 /// NM_001197322 /i NM_053202 0.00654597| 240173
1448477 _at Chst12 carbohydrate 12 NM_021528 0.00110924 2.40138
1426078 a_at _|Gpr108 G protein-coupled receptor 108 NM_030084 0.000537981 240137
1457691 _at Gpri83 G protein-coupled receptor 183 NM_183031 0.00277462| 2.40101
1418992 _at F10 coagulation factor X INM_001242368 /// NM_007972 0.00837151 2.39943
1434866 x_at__[Cptia camnitine palmito Ta, liver NM_013495 0.000674332 2.39876
1445104_at E230029C05RIK|RIKEN cDNA E230029C05 gene NR_015614 0.00360189) 2.39863
1453015 _at Crmip c-Maf inducing protein NM_001163262 /// NM_028941 00012932 239703
1435290 H2-Aa 2, class Il antigen A, alpha NM_010378 0.000232098 2.39619
1454676 s at__[Ticam1 toll-like receptor adaptor molecule 1 NM_174989 0.00277391 2.39585
1424727 _at Cor5 (C-C moti) receptor 5 NM_009917 0.000597255 2.39453
1434880_at [Etve ets variant gene 6 (TEL NM_007961 0.000114769 2.39449
1417462_at Cap1 CAP, adenylate cycl protein 1 (yeast) NM_007598 0.00538025| 2.39444
1417971 _at Nrm nurim (nuclear envelope protein) NM_134122 000247523 2.39200
1417483 at Nfkbiz nuclear factor of kappa light gene enhancer in B cells inhibitor, zeta ___|NM_001159394 /// NM_001159395 /// NM_030612 0.0089769 239185
1435573 _at Otuds OTU domain containing 5 NM_138604 0.00150039) 239131
1433398 _at Fgd3 FYVE, RhoGEF and PH domain containing 3 NM_015759 0.00592502| 2.38844
1423518_at Csk c-src tyrosine kinase NM_007783 0.0001387 2.38836
1456178 _at Bambi-ps1___|BMP and activin bound inhibitor, (Xenopus laevis) NR_027919 0.00349397| 2.38725|
1416340 _a at _|Man2bt mannosidase 2, alpha B1 NM_010764 000101831 238691
1444360_at 0.00124666| 2.38607
1452504 s at__|Ctbs di-N-acetyl NM_028836 000175285 2.38597
1422742_ Hivept human virus type | enhancer binding protein 1 NM_007772 4.10E-05 2.38502
1433501 _at Ctso in O NM_177662 o.ooowossg‘ 2.38438
1444766_at Atxn711 ataxin 7-like 1 NM_001033436 /// NM_028139 0.000369463 23843
1434026_at Atp8b2 ATPase, class I, type 8B, member 2 NM_001081182 0.000953789 2.38404
1451198_at Gatadza GATA zinc finger domain containing 2A NM_001113345 //7 NM_001113346 /// NM_145596 0.00405512] 238389
1444425_at 0.00529517| 2.38382
1459529 at |E230016K23Rik|RIKEN cDNA E230016K23 gene NR 036452 /// NR_036453 0.00755148| 2.38273
1435828_at [Maf avian euroti (v-maf) AS42 oncogene homolog NM_001025577 0.000834995 2.38235
1421066_at Jak2 Janus kinase 2 INM_001048177 /// NM_008413 0.00033414] 2.37848
1456251 x_at__[Tspo protein NM_009775 2.92E-07 23779
1438427 _at Fam120b family with sequence similarity 120, member B NM_024203 //7 NR_033586 0.000862659 237737
1451969 s at__|Parp3 poly (ADP-ribose) family, member 3 NM_145619 5.70E-05 237625
1434226 _at Cyb561d1 b-561 domain ing 1 NM_001081320 /// NM_028061 0.00610914] 2.37605|
1421844_at IMrap interleukin 1 receptor accessory protein INM_001159317 /// NM_001159318 /// NM_008364 /i NM_134103 0.00559586] 2.37478
1437821 _at 0.00589545| 2.37464
1425588_at Ptprj protein tyrosine receptor type, J NM_001135657 /// NM_008982 o.oowo@{ 237428
1420632_a at__|Bscl2 i p 2 homolog (human) NM_001136064 /// NM_008144 0.00170065| 237284
1419676 _at Mx2 myxovirus (influenza virus) resistance 2 NM_013606 /// NR_003508 0.0034244] 237221
1419714 _at Cd274 CD274 antigen NM_021893 0.00012%{ 2.37198
1439203_at 0.00118286 237138
1444312_at Sic22a15 solute carrier family 22 (organic anion/cation transporter), member 15 NM_001039371 0.00297194] 2.37037
1417189_at Psme2 (prosome, macropain) 28 subunit, beta NM_001029855 /// NM_011190 1.09E-05] 2.36988
1431689 _at 5830400J07Rik | RIKEN cDNA 583040007 gene 0.0053063 2.3685|
1440050_at Hbs 1l Hbs1-like (S. cerevisiae) NM_001042593 /i// NM_001145208 /// NM_019702 0.0015167 2.36704
1428695 _at Sdr3out short chain family 39U, member 1 NM_001082975 0.00073791 2.36582
1416412_at Nsmaf neutral sphi inase (N-SMase) activation iated factor NM_010945 0.00056821 23645
1422992_s_at__|Pikacd i 3-kinase catalytic delta [NM_001029837 /// NM_001164049 /// NM_001164050 /// NM_001164051 /i NM_00116405] ___0.00449427 2.36411
1422468 _at Ppt1 palmitoyl-protein 1 NM_008917 0.000890996 2.36275
1423837_at st Sodium tolerance 1 homolog (yeast) NM_028018 1.09E-06] 236182
1457239_at Syk spleen tyrosine kinase NM_001198977 // NM_011518 0.000244206 2.36145)|
1454734 _at Left lymphoid enhancer binding factor 1 NM_001276402 /// NM_001276403 /// NM_010703 0.00473768] 2.36128
1455470 x_at__|Laspl LIM and SH3 protein 1 NM_010688 0.000103151 2.35039
1422133 at Spn i INM_001037810 /// NM_009259 0.000159571 2.35658
1435477 s_at__|Fogr2b Fe receptor, IgG., low affinity IIb NM_001077189 /// NM_010187 0.000395901 2.35603
1438948 x_at__[Tspo protein NM_009775 9.28E-07 2.35577
1439008 _at Zip319 ZinG finger protein 319 NM_024467 0.00328964] 235528
1417347 _at Pycard PYD and CARD domain containing NM_023258 0.00207961 235477
1418508 a_at _|Grb2 growth factor receptor bound protein 2 NM_008163 0.00129081 23534
1434250_at Pak2 p21 protein (Cdc42/Rac)-activated kinase 2 NM_177326 0.00162251 2.35334
1438411_at Gpré1 G protein-coupled receptor 81 NM_175520 0.00148859) 2.35189
1426901_s_at__|Camta2 binding iption activator 2 NM_001190376 /// NM_001190378 /// NM_001190379 /// NM_178116 0.000316885 2.35185|
1433910 _at cchch zinc finger, CCHC domain 6 NM_153538 7.24E-05 2.34994
1416986 a at _|Sipa signal-regulatory protein alpha NM_001177646 /// NM_001177647 /// NM_007547 0.00125288] 2.34992
1448534_at irpa signal-regulatory protein alpha NM_001177646 /I NM_001177647 /i NM_007547 0.000120275] 234948
1429270 a at _|Syce2 complex central element protein 2 NM_001168244 /// NM_001168246 /// NM_027954 /// NR_031759 2.34884
1455497 _at Leng9 leukocyte receptor cluster (LRC) member 9 NM_175529 2.34839
1433847_at Strip2 striatin protein 2 INM_001037740 /// NM_177204 2.34541
1449554_at Tie3 in-like enhancer of spift 3, homolog of Drosophila E(spi) NM_001083927 /i NM_001083928 /17 NM_009389 234134
1457596 _at LOC100503146 ed LOC100503146 XR_107024 23404
1434140 _at Mcf2l mef.2 q Tk NM_001159485 /// NM_001159486 /// NM_178076 2.33994
1433725 _at Acvrib activin A receptor, type 1B NM_007395 2.33969
1416996_at Tbc1d8 TBC1 domain family, member 8 NM_018775 2.33869
1447685 x_at__|Ets2 E26 avian leukemia oncogene 2, 3 domain NM_011809 2.33799
1429173 _at Dnasetit 1-like 1 NM_001172154 /// NM_027109 0.000270483 2.33799
1449176 a at__|Dck Kinase NM_007832 0.000379681 2.33636
1428577 _at Ppfiad protein tyrosine receptor type, f (PTPRF). proteNM_001144855 0.0047548 2.33591
1444969 at Pid1 i domain 9 NM_001003948 0.00499102] 2.33527
1421275 s at__|Socsd of cytokine signaling 4 NM_080843 0.00778538] 2.33302
1416471_at Cepti i 1 NM_133869 0.000358671 2.33283
1437419_at Bmp2k [BMP2 inducible kinase NM_080708 0.00228175] 233277
1436177 _at Plekha2 pleckstrin homology d Tamily A binding specific) [NM_031257 0.00360753] 2.33203
1444884 _at Ppt1 palmitoyl-protei NM_008917 0.00167058] 233114
1426397 _at Tofbr2 growth factor, beta receptor Il NM_009371 /// NM_029575 0.00367321 2.33092
1460345 _at [Aida axin interactor, i INM_145626 /// NM_181732 0.000601959 2.32796
1429650_at Stkd0 i ine kinase 40 NM_001145827 /// NM_028800 0.00355382] 2.32787
1426550_at Sidt1 SID1 family, member 1 NM_001159419 /// NM_198034 0.00571008] 2.32784
1424496 _at Tdnk idnK homolog (E. coll) NM_001048060 /// NM_198004 0.000381859 23278
1424552_at Casp8 caspase 8 NM_001080126 /// NM_001277926 //f NM_009812 0.000113494] 232749
1422412 x_at__|Ear3 i ‘Afamily, member 3 NM_017388 0.003480%‘ 2.32736
1454823_at War37 WD repeat domain 37 NM_001039388 /// NM_001039389 /// NM_172445 0.00901735] 232618
1460104 _at Vpsdb vacuolar protein sorting 4b (yeast) NM_009190 0.0013412 2.32585
1434316_at Chsy1 itin sulfate synthase 1 NM_001081163 .000486477| 2.32535
1426260 a_at _|LOC100048662 |UDP: 1-0-fike /I/ UDP~ 1-8-like /// UJNM_013701 /// NM_145079 /// NM_201410 /// NM_201641/// NM_201642 /i NM_201643 /] 000946915 2.32533
1435975 _at Dennd4a DENN/MADD domain containing 4A NM_001162917 /// NM_176935 000292193 2.32421
1426726 _at GmBB01 /1 Ppp{protein phosphatase 1, regulatory subunit 10 Il protein 7,]NM_001163818 //f NM_175934 /I NR_028278 .000489458] 232419
1451066_at Mboat? bound O domain ing 7 NM_029934 0.00538427| 2.32302
1460318_at Csip3 cysteine and glycine-rich protein 3 NM_001198841 /// NM_013808 0.00256008] 232127
1427468 _at Ppp3ch protein phosphatase 3, catalytic subunit, beta isoform NM_008914 0.000353028 231874
1453457 _at Sii sorcin NM_001080974 /I NM_025618 000310071 231841
1460025 _at Lrig2 leucine-rich repeats and fike domains 2 NM_001025067 0.000743608 231791
1446045 _at AU024581 sequence AU024581 000738886 231614
1453760_at Mier1 induction early response 1 homolog (Xenopus laevis NM_001039081 /// NM_027696 0.00740497| 231599
1438156 x_at__[Cptia camitine 1a, liver NM_013495 0.000658705 2.31593
1437200_at Fcho2 FCH domain only 2 NM_172591 0.000177778] 2.3155|
1442427 _at — 0.00531699) 231515
1451989 a at _|Mapre2 protein, RP/EB family, member 2 NM_001162941 /// NM_001162942 /// NM_153058 0.000442325 231492




1448529_at  Thbd INM_009378 0.00738763 2.31444
1438082_at Tmem206 protein 206 NM_025864 0.00074807| 231363
1452070_at Dedd2 death effector ds DNA binding protein 2 INM_026117 /// NM_207677 0.00399486| 2.31308
1450077_at Chd1 in helicase DNA binding protein 1 NM_007690 0.00317983 2.31249
1419296_at Arhgap4 Rho GTPase activating protein 4 INM_001162423 /// NM_001162424 /// NM_138630 0.00128182] 2.31226
1427447 _a_at | Triobp  TRIO and F-actin binding protein INM_001024716 /// NM_001039155 /// NM_001039156 /// NM_138579 0.00144164| 2.31075
1443863_at Fndc3a fibronectin type 11T domain ing 3A NM_207636 0.00394781] 231031

1420894 _at Tgfbr1 | growth factor, beta receptor | INM_009370 0.00345988| 2.30997
1452425 _at Tnfrsf14 [tumor necrosis factor receptor member 14 (t entry mediator) [NM_178931 0.000527782 2.30786
1424402_at Rufy3 RUN and FYVE domain INM_027530 0.00350556 2.30677
1425705_a_at__ |Erotlb ERO1-like beta (S. cerevisiae) NM_026184 0.00134558 2.30666
1431050_at Rps6kas i protein S6 kinase, 5 NM_153587 0.00121667| 2.30648
1451733_at cnt2 (N-acetyl) 2, I-br hing enzyme INM_008105 /// NM_023887 /// NM_133219 0.00: 166 2.30425
1454171 x_at___|9530053HO5Rik|RIKEN cDNA 9530053H05 gene NR_002850 /// XR_035210 /I XR_035293 0.00494434] 230165
1420015_s_at Ppt1 palmitoyl-prote i 1 INM_008917 0.00542519 2.30047
1427567 _a_at Tpm3 in 3, gamma INM_001253738 /// NM_001253740 /// NM_001271764 /// NM_022314 2.54E-05 2.29953
1435346_at Ccdc82 coiled-coil domain 82 INM_025534 5.37E-05 2.29927
1453175_at Zbtb25 zinc finger and BTB domain ining 25 INM_001172104 /// NM_028356 0.000457725 2.29839
1424236 _at Tbc1d10b [TBC1 domain family, member 10b NM_144522 0000211275 2.2981

1444508_s_at Arrdc1 arrestin domain i 1 INM_001162485 /// NM_178408 /// NR_027876 0.000177336 2.29776
1426292_at Zfp790 zinc finger protein 790 NM_001145880 /// NM_146185 0.00025737| 2.29765
1422103 _a_at Stat5b signal and activator of i 5B INM_001113563 /// NM_011489 0.00145683| 2.29722
1427283 _at Kmt2a lysine (K)-specific 2A NM_001081049 0.00408153 2.29642]
1434960_at  Taf9b  TAF9B RNA II, TATA box binding protein (TBP; factor INM_001001176 /// NM_001167988 0.00255933] 2.29601

1452527 _a_at P2rx4 i ic receptor P2X, ligand-gated ion channel 4 INM_011026 0.00254038| 2.29576
1452657 _at Apis2 adaptor-related protein complex 1, sigma 2 subunit NM_026887 0.00251018| 2.29442
1426970_a_at Uba7 ubiquitin-like modifier activating enzyme 7 INM_023738 0.00350237 2.29412
1427146_at Carns1 carnosine synthase 1 INM_134148 0.00107924| 2.29252
1450478_a_at__|Ptpn12 protein tyrosine ptor type 12 NM_011203 0.000270211 2.29238
1441803_at Ipcef1 protein for cytohesin exchange factors 1 INM_001033391 /// NM_001170800 /// NM_001170801 /// NM_001170802 0.0064128 2.29155
1452556_at 0.00074899] 2.29105|
1453906_at Med13I mediator complex subunit 13-like INM_172424 0.00214471 2.29098
1434015_at Sic2a6 solute carrier family 2 (facilitated glucose ). member 6 NM_001177627 /I NM_172659 0.00683774] 2.29057
1434674 _at Lyst trafficking regulator INM_010748 0.000564741 2.28828
1438115_a_at__|Slc9adri solute carrier family 9 (sodit ). member 3 regulator 1 NM_012030 0.000119687 2.28819
1451819_at | Zswim6 zinc finger SWIM-type 6 INM_145456 0.00179881 2.28743
1429520_a_at Acer3 alkaline i 3 INM_025408 4.11E-05 2.28595
1448320_at Stim1 stromal ion molecule 1 NM_009287 0.00138549) 2.28525
1453920_a_at Mospd2 motile sperm domain ini INM_029730 0.00144437| 2.2832
1437357 _at Ythdc2 YTH domain containing 2 NM_001163013 0.00564001 208264
1455615_at CKIf like factor INM_001037840 /// NM_001037841 /// NM_029295 /// NM_029313 0.00217879 2.28258
1453103_at Ablim1 actin-binding LIM protein 1 INM_001103177 /// NM_001103178 /// NM_178688 0.00893515 2.28185
1416458 _at Arf2 factor 2 NM_007477 1.88E-05] 228184
1449792_at -— — — 0.000778912] 2.28181

1434881 s_at__|Kctd12 channel ion domain containing 12 NM_177715 0.00109784] 22814
1452255_at Fbxo38 F-box protein 38 INM_134136 0.00036787| 2.28117
1453949 s at__|Lyplat ipase 1 NM_008866 0.00377504] 2.28088
1448559_at Flot1 flotillin 1 INM_008027 0.000328491 22797
1440666_at 4933430117Rik |RIKEN cDNA 4933430117 gene INM_177607 0.000311554 2.27952
1440346_at Kdméb KDMT lysine (K)-specific 6B NM_001017426 2.2789%
1426044_a_at __|Prkcq protein kinase C, theta NM_008859 227784
1449846_at Earl2 /I Ear2 i i i ‘Afamily, member 12 /1] i[NM_001012766 /// NM_007895 /// NM_017388 2.27768
1422311_a_at Polr2a (RNA) Il (DNA directed) ide A INM_009089 2.27744
1423612_at Clp1 CLP1, cleavage and ion factor I subunit NM_133840 227727
1418479_at Vps54 vacuolar protein sorting 54 (yeast) NM_139061 2.27723
1428733 _at Gngt2 guanine binding protein (G protein), gamma transducing activity polypeptiNM_001038664 /// NM_023121 0.006422&{ 2.27669
1452016_at [Alox5ap arachidonate & activating protein NM_009663 0.000791658 2.27553
1455051_at Rnf31 ring finger protein 31 INM_194346 0.000155594| 2.27535
1417056_at Psmet (prosome, 28 subunit, alpha NM_011189 7.15E-06) 2.27397
1427509_at Baiap3 BAl1-associated protein 3 INM_001163270 0.00233608| 22737
1449839_at Casp3 caspase 3 NM_009810 6.40E-05 2.27365
1460338_a_at _|Crif3 cytokine receptor-like factor 3 NM_001277106 /// NM_018776 0.00677666) 2.27303
1431023_at C030046E11Rik|RIKEN cDNA C030046E 11 gene INM_001081319 /// NM_177641 0.000604452| 2.273
1458596_at Dotnd dynactin 4 NM_026302 0.00499872] 227128
1417193_at Sod2 2, INM_013671 0.00282407| 2.26996
1442344 _at 000530011 2.26873
1456261_at Sh3kbp1 SH3-domain kinase binding protein 1 INM_001135727 /// NM_001135728 /// NM_021389 0.00285059 2.26863
1453102_at Firt3 fibronectin leucine rich protein 3 INM_001172160 /// NM_178382 0.00379006| 2.26698
1451413_at Cast NM_009817 0.000521378 2.26474
1435329_at Kdm2a lysine (K)-specific 2A INM_001001984 0.000574886 2.26376
1452697 _at Ctdp1 CTD (carboxy-terminal domain, RNA I, ide A) pr SullNM_026295 0.000169004 2.26341

1424225 _at Asb8 ankyrin repeat and SOCS box-containing 8 INM_001170710 /// NM_001170711 /// NM_030121 0.000985366 2.26276
1449842_at [ Tmem179b protein 1798 INM_026325 /// NR_028418 /// NR_028419 0.0016767 2.26241

1423306_at Smim3 small integral protein 3 NM_13413 0.00110963 2.26222
1448610_a_at Sod2 i i , mif INM_01367 0.00153148 2.26201

1424268_at Smox spermine oxidase NM_001177833 /I NM_001177834 //] NM_001177835 /// NM_001177836 /// NM_001177831 0.00837197| 2.26164
1434055_at Galnt9 UDP-N-acetyl-alpha-D- N _001122639 /// NM_198306 0.000283498| 2.26155|
1430419_at 2310031A07Rik [RIKEN cDNA 2310031A07 gene —- 0.00144141 2.26033
1437924 _at Son Son DNA binding protein INM_019973 /// NM_178880 0.0003571 OE 2.25944
1428018 _¢ AF251705 cDNA sequence AF251705 INM_134158 0.000301882] 2.2581

1424929 a_at __|Trim26 tripartite motif-containing 26 NM_001025599 /// NM_030698 0.000412461 2.25698
1441026_at Parp4 poly (ADP-ribose) family, member 4 INM_001145978 0.00519094| 2.25684
1456716_s_at__|3110002H16Rik |RIKEN cDNA 3110002H16 gene NM_029623 0000119937 225677
1419186_a_at St8sia4 ST8 alpha-N- tyl ide alpha-2,8- 4 INM_001159745 /// NM_009183 0.000200288| 2.25548
1423911 _at Ppp2r5a protein phosphatase 2, regulatory subunit B (B56). alpha isoform NM_144880 0.000832166 225515
1448467 _a_at Ehbp1l1 EH domain binding protein 1-like 1 INM_001114595 /// NM_001114596 /// NM_001114597 /// NM_053252 0. 000456749\ 2.25479
1423233_at Cebpd CCAAT/enhancer binding protein (C/EBP), delta INM_007679 0.000407634| 2.25474
1442988 _at 0.00509953] 2.2545|
1452416_at li6ra interleukin 6 receptor, alpha INM_010559 0.00618228| 2.25274
1448247 _at Bel7b B cell CLL/lymphoma 78 NM_009745 0.000238949 225274
1452859_at Swt1 SWT1 RNAer homolog (S. cerevisiae) INM_025819 0.00304687| 2.25258
1419549_at Arg1 arginase, liver NM_007482 0.00888468| 225023
1421217 a_at _|Lgals9 lectin, galactose binding, soluble 9 NM_001159301 /// NM_010708 0.000814073 224915
1451416_a_at Tgm1 N i INM_001161714 /// NM_001161715 /// NM_019984 0.00305974| 2.24867
1445388_at Cd226 CD226 antigen NM_001039148 /// NM_001039149 /// NM_178687 0.000243623 224746
1425456_a_at Map2k3 mitogen-activated protein kinase kinase 3 INM_008928 0.000277765 2.24707
1440831_at Bach1 BTB and CNC homology 1 INM_007520 0.000125132] 2.24678
1460729_at Rock1 Rh coiled-coil protein kinase 1 INM_009071 0.0041 0026\ 2.24672
1437910_at [ Tmem39b protein 39b INM_199305 0.00245823| 2.24667
1421679_a at _|Cdknla cyclin Kinase inhibitor 1A (P21) NM_001111099 /// NM_007669 0.000291988 224612
1445626_at -— — —- 0.00548244‘ 2.24584
1418635_at [Eva efs variant gene 3 NM_001083318 /// NM_012051 000277231 224522
1417601_at Rgs1 regulator of G-protein signaling 1 INM_015811 0.0027%{ 2.24451

1452960_at Scyi3 SCY1-like 3 (S i NM_028776 0.000276868 224407
1440196_at - — - 0.00801243| 2.24297
1454268 _a_at Cyba b-245, alpha INM_007806 8.07E-05 2.24156
1450163 a_at _|Wm Werner syndrome homolog (human) NM_001122822 /I NM_011721 /Il XM_003946269 0.00200979) 224132
1431005_at D10Wsu102e |DNA segment, Chr 10, Wayne State University 102, expressed INM_026579 6.94E-05 2.24109
1422631 _at Ahr BN receptor NM_013464 0.00191787] 224072
1442283 _at — = = 0.00202265 2.23968
1429570_at MIkI mixed lineage kinase domain-like NM_029005 5.16E-06| 223901

1443923_at Akap13 Akinase (PRKA) anchor protein 13 NM_020332 0.0088159] 2239
1438712_at Dennd2d DENN/MADD domain 2D INM_001093754 /// NM_028110 /// NR_051982 0.0074%‘ 2.23871

1419900_at 2410133F24Rik |RIKEN cDNA 2410133F24 gene 0.0018605 2.23868
1448765_at Fyn Fyn proto-oncogene INM_001122892 /// NM_001122893 /// NM_008054 0.0002314 2.23821

1422469_at  Tbk1  TANK-binding kinase 1 INM_019786 0.000836476 2.23785|
1428909_at A130040M12RiKRIKEN cDNA A130040M12 gene INR_002860 0.000659014| 2.2366
1441380_at Ttc39¢ i ide repeat domain 39C INM_028341 0.00199819 2.23526
1442123 _at 2010012P19Rik|RIKEN cDNA 2010012P19 gene XR_106197 0.000427391 223491

1449878 _a_at Slc12a6 solute carrier family 12, member 6 INM_133648 /// NM_133649 0.00420163| 2.23439
1445617 0.00530918| 22342
1419748_at Abcd2 ATP-binding cassette, sub-family D (ALD), member 2 INM_011994 0.00185893 2.23364
1434762_at Orai2 ORAI calcium release-activated calcium modulator 2 INM_178751 0.00464481 2.23312
1417291 _at Tnfrsfia tumor necrosis factor receptor member 1a NM_011609 0.000123825] 223283
1420088_at Nfkbia nuclear factor of kappa light gene enhancer in B cells inhibitor, alpha INM_010907 0.00139359 2.23194
1455694_at Nbeal2 Tike 2 NM_183276 0.00151563] 223136
1460032_at -— — —- 0.00252278 2.2313
1425333 _at Rab43 RABA3, member RAS oncogene family NM_001039394 /// NM_133717 0.000208976 223096
1422455 _s_at Nsf N sensitive fusion protein INM_008740 0.000796811 2.22943
1429614_at Prpf18 PRP18 pre-mRNA processing factor 18 homolog (yeast) NM_026045 0.0032448| 2.2292
1434861 _at 0.0050695] 222783
1418888_a_at Msrb1 methionine sulfoxide reductase B1 INM_013759 0.000269789‘ 2.22756
1416049_at Glde glycine NM_138595 000431001 2.22683
1436379_at Crtc3 CREB regulated 3 INM_173863 0.00380157 2.22587
1416732_at  Top2b (DNA) Il beta INM_009409 0.00254792] 2.2257




1423186_at | Tiam2 T cell invasion and is 2 INM_001122998 /// NM_011878 0.00589227| 2.2238
1425803_a_at _|Mbd2 methyl-CpG binding domain protein 2 NM_010773 0.00139983] 2.22333
1418402_at Adam19 a dit and domain 19 (meltrin beta) INM_009616 0.00433903 2.22316
1421383 _at Codcs2 coiled-coil domain containing 82 NM_025534 0.000609565 2.22308
1448812_at Hpcalt like INM_016677 0.000531216 2.22268
1437868_at Fam46a family with sequence similarity 46, member A INM_001160378 /// NM_001160379 6.21E-06 2.22245
1459909_at Nfix nuclear factor X NM_001081981 // NM_001081982 /// NM_010906 0.00722077| 22219
1431810_a_at  Tmco4 and coiled-coil domains 4 INM_029857 0.00478249 2.22144
1419536 _a_at _|Rela V-rel reticuloer is viral oncogene homolog A (avian) NM_009045 0.00423521 2.22063
1450534 _x_at H2-K1 2, K1, K region INM_001001892 /// XM_003945745 4.00E-05 2.2167!

1432946_at 5230400MO6Rik|RIKEN cDNA 5230400M06 gene — 0.00510345 2.215(

1439348 _at 5100210 5100 calcium binding protein A10 (calpactin) NM_009112 0.00276182| 22143

1425193 _at Sppl2a signal peptide peptidase like 2A NM_023220 0.00095762] 22134

1452823 _at Gstk1 kappa 1 NM_029555 0.00160732| 2.21264
1422140_at Gm7609 predicted pseudogene 7609 INM_001081746 0.00161062] 2.21202
1437488 _at Sic9a9 solute carrier family 9 (sodit ), member 9 NM_177909 0. 00713943{ 2.21201
1424625_a_at Dennd1a DENN/MADD domain 1A INM_146122 3.97E-05 2.21171
1417371_at Peli1 pellino 1 INM_023324 0.000224687‘ 2.21117
1445687 _at Milr1 mast cell ulin like receptor 1 NM_001033435 /// NM_001271372 /I NM_001271373 /I NM_001271374 /I NM_00127137] o.ooosgmg‘ 22111
1425078 _x_at C130026121Rik [RIKEN cDNA C130026121 gene INM_001037909 /// NM_175219 0.000293785 2.21055
1448997 _at Cyth oytohesin 1 NM_001112699 /// NM_001112700 /// NM_011180 0.000785767 221037
1448148_at Gm granulin INM_008175 0.00304617 2.2096¢

1428514_at Cpne3 copine Il NM_027769 0.000300878] 22081

1434490_at Scarf1 receptor class F, member 1 INM_001004157 0.00141851 2.2081

1425676_a_at ’ﬁovl‘\ of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 1 INM_001039175 /// NM_001039176 /// NM_019422 0.00751714 2.2080:

1423609_a_at _|Mgatl mannoside 1 [NM_001110148 /// NM_001110149 /// NM_001110150 /// NM_010794 0.00122959) 2.20797
1454605_a_at Pidk2a 4-kinase type 2 alpha INM_145501 0.000235986 2.20757
1449990 _at 2 interleukin 2 NM_008366 0.00169648| 2.20699
1429848_at Pvr poliovirus receptor INM_027514 0. 000105063\ 2.20682
1449366_at Mmp8 matrix 8 INM_008611 0.00906677| 2.20542
1436963 x_at__|[Tmem179b protein 1798 NM_026325 /I NR_028418 I/ NR_028419 0.000323927 22051
1418296_at Fxyd5 FXYD domain-containing ion transport regulator 5 INM_001111073 /// NM_008761 0.000100825 2.20496
1449507 a_at _|Cd47 CD47 antigen (Rh-related antigen, integri fated signal transducer) NM_010581 4.86E-05 2.2047
1434058_at Mtmr12 in related protein 12 INM_172958 0.00134526| 2.20398
1427038_at Penk p NM_001002927 0.00793564] 2.20377
1422018_at Hivep2 human virus type | enhancer binding protein 2 NM_010437 0.00437048 2.20371
1428147 _at Coro7 coronin 7 INM_030205 0.000117789] 2.2025
1418346 _at Insl6 insulin-like 6 NM_013754 0.0015101 2.20203
1423134_at Rilpl2 Rab ling lysosomal protein-like 2 INM_030259 0.000775623 2.20178
1418743 a_at _|Tesc tescalcin NM_021344 0.00406353| 22012
1448862_at Icam2 adhesion molecule 2 INM_010494 0.00427551 2.20079
1455523 _at Cst2 cleavage ion factor, 3' pre-RNA subunit 2 NM_133196 0.0049694 2.19979
1427217 _at Zfp55 zinc finger protein 455 NM_001048204 /// NM_183156 0.00650474] 2.19963
1437247 _at Fosl2 fos-like antigen 2 INM_008037 0.000516519 2.19942
1453497 a at _|Piga i glycan anchor b class A NM_011081 0.00573315] 2.19932
1430692_a_at Selll sel-1 suppressor of lin-12-like (C. elegans) INM_001039089 /// NM_011344 0.00437933 2.19883
1416390_at Robtb2 regulator of ion (RCCT) and BTB (POZ) domain containing JNM_001170694 //f NM_134083 /// NR_033185 0.00182126| 2.1984
1428149_at Coro7 coronin 7 INM_030205 0.00653725 2.19742
1451692_at  Tmco6 and coiled-coil domains 6 INM_028036 0.0056595&{ 2.1972
1424238 _at Sirt7 sirtuin 7 (silent mating type regulation 2, homolog) 7 (S- NM_153056 0.000134745 2.19507
1425668_a_at St3gal4 ST3 bet: alpha-2,3-si 4 INM_009178 0.00244&{ 2.19486
1445292_at Cd300a CD300A antigen NM_170758 0.0053266 2.19479
1416227_at Arpcib /Il Gmb56|actin related protein 2/3 complex, subunit 1B /// predicted pseudogene 5637 INM_023142 /// XM_486686 /// XM_905618 0.00286488‘ 2.19458
1424483 _at Mob1a MOB kinase activator 1A INM_145571 0.000947107 2.19453
1429742_at Rebtb2 regulator of condensation (RCC1) and BTB (POZ) domain contait FNM_001170694 /// NM_134083 /// NR_033185 0.00835269 2.19318
1460600_at AA414768 sequence AA414768 INM_001272033 0.000297793‘ 2.19291
1447960_at 9630017017 protein 9630017017 0.000927927] 2.19236
1429197_s_at Rabgap1l RAB GTPase activating protein 1-like INM_001038621 /// NM_013862 0.00158703 2.19166
1417813 Tkbke inhibitor of kappaB kinase epsilon NM_019777 0.000244928 219074
1448309_at Ap3m1 adaptor-related protein complex 3, mu 1 subunit INM_018829 3.65E-05 2.19056
1438032_at Lrch1 leucine-rich repeats and calponin homology (CH) domain ining 1 NM_001033439 /// NM_001252132 0.000113266| 2.18975
1436933_at 0.00343654| 2.18966
1459907 _a_at \Whsc1l1 Wolf-Hirschhorn syndrome candidate 1-like 1 (human) INM_001001735 /// NM_001081269 0.00259979 2.18907
1448409_at Lrmp lymphoid-restricted protein NM_008511 0.00253088| 2.18782
1442925 _at Smg1 SMG1 homolog, pt 3-kinase-related kinase (C. elegans) INM_001031814 /// NM_177180 0.0085849 2.18563
1441333 _at -— - —- 0.00195721 2.18444
1448061_at Msr1 macrophage scavenger receptor 1 INM_001113326 /// NM_031195 0.000532194| 2.18378
1419599_s_at Ms4a6d panning 4-domains, subfamily A, member 6D INM_026835 0.000662225 2.18361
1447174_at 0.0083461 2.18357
1458524 _at Fndc3a fibronectin type Il domain ing 3A INM_207636 0.0020232 2.18327
1456021 _at Atfe activating iption factor 6 NM_001081304 0.0013640 2.18241
1430835_at Ccdc125 coiled-coil domain ing 125 INM_001168386 /// NM_183115 0.0091789: 2.18236
1434937 _at Mycbp2 MYC binding protein 2 NM_207215 0.00088459 218227
1420863 _at Dctnd dynactin 4 INM_026302 0.0015935 2.1819
1458172_at Me2 malic enzyme 2, NAD(+, INM_ 145494 0.00013843' 2.18091
1460249_at Lnx2 ligand of numb-protein X 2 NM_080795 0.00630579) 217957
1436131_at Siglech sialic acid binding Ig-like lectin H INM_178706 0.00602161 2.17929
1416934_at Mtm1 | X-linked myotubular myopathy gene 1 INM_001164190 /// NM_001164191 /// NM_001164192 /// NM_001164193 /// NM_019926 2.17843
1424286_at Prkx protein kinase, X-linked INM_016979 2.17814
1431018_at 1810013L24Rik |RIKEN cDNA 1810013L24 gene INM_001081400 2.17812
1434283 _at Arid5b AT rich domain 5B (MRF1-like) NM_023598 X 217742
1455783_at -— — — 0.000491696 2.17611
1440356_at Ciapin cytokine induced apoptosis inhibitor 1 NM_134141 0.00366585| 2.17578
1456403_at Pag1 with i ins 1 INM_001195031 /// NM_053182 0.0001843&{ 2.17564
1431697_at Syn2 in 2 NM_001113351 /// NM_001113352 /// NM_001113353 /// NM_011523 0.00504468] 217557
1422294 _at Xcr1 (C motif) receptor 1 NM_011798 0.00053144] 2.17475
1436316_at KIf13 Kruppel-like factor 13 INM_021366 0.00316447‘ 2.17444
1460634_at Ralgds ral guanine i stimulator NM_001145834 /I NM_001145835 /// NM_001145836 /// NM_009058 0.00680343] 2.17394
1429475_at Ubash3b ubiquitin and SH3 domain containing, B INM_176860 0.00186255| 2.17369
1420973_at Arid5b [AT rich interactive domain 5B (MRF1-like) NM_023598 0.00377656) 21733

1443602_at — = = 0.0041592\ 2.1729

1449731_s at _ |Nfkbia nuclear factor of kappa light gene enhancer in B cells inhibitor, alpha __|NM_010907 0.000637249) 21713

1433832_at Sun2 Sad1 and UNC84 domain containing 2 NM_001205345 /// NM_001205346 /// NM_194342 0.00233893] 24711

1425407_s_at Clec4a2 /// ClecqC-type lectin domain family 4, member a2 /// C-type lectin domain family 4, member [NM_001170332 /// NM_001170333 /// NM_001190310 /// NM_011999 /// NM_027218 0.00241923 2.1703!

1431230_a_at _|Btbd9 BTB (POZ) domain containing 9 NM_027060 /// NM_172618 0.00810287] 217011
1447211_at Nrip1 nuclear receptor interacting protein 1 INM_173440 0.00860374| 2.1701
1438763 at Dnah2 dynein, axonemal, heavy chain 2 NM_001081330 /// NM_177617 0.000603534 216937
1453768 _a_at Fam110a family with sequence similarity 110, member A INM_028666 /// NM_146127 0.00786315 2.16878
1416950_at Tnfaip8 tumor necrosis factor, alpha-induced protein 8 INM_001177759 /// NM_001177760 /// NM_134131 0.000124023| 2.1667
1454070_a_at _|Ddhd1 DDHD domain containing 1 NM_001039106 // NM_001042719 //f NM_176845 0.00171765] 2.1662
1434159_at Stk4 i ine kinase 4 INM_021420 0.000595911 2.16615
1418649_at Egin3 [EGL nine homolog 3 (C. elegans) NM_028133 0.00338007| 2.16611
1426098 _a_at Cast 1 INM_009817 0.000261843| 2.16512
1432848 _a_at Frmd8 \FERM domain INM_026169 0.00103472] 2.16272
1442203_at Gm2a GM2 activator protein INM_010299 0.00238416| 2.16163
1458370_at Bmp2k BMP2 inducible kinase INM_080708 0.00193853| 2.16095
1416382_at Ctsc cathepsin C NM_009982 0.000944859] 2.16095|
1431031_at Arid4b AT rich domain 4B (RBP1-like) INM_194262 /// NM_198122 0.00300476| 2.15897
1439825_at Dbl deltex 3-like (Drosophila) NM_001013371 0.000207247 2.1588
1427062_at Rbbp8 re binding protein 8 INM_001081223 /// NM_001252495 /// NM_175458 /// NR_045526 /// NR_045527 0.00293216| 2.15864
1437079_at Slc18a2 solute carrier family 18 (vesicular member 2 INM_172523 0.00253013 215801
1421670_a_at _|irakd interleukin-1 recept kinase 4 NM_029926 0.000379625 215801
1437119_at Emn1 ic reticulum (ER) to nucleus signalling 1 INM_023913 0.000921645 2.15779
1448263 a_at __|Cndp2 CNDP 2 M20 family) NM_023149 8.27E-05 215766
1424775 _¢ Oas1a 2'-5' olig 1A INM_145211 0.000182303 2.15739
1423827_s_at__|Nocdl nucleolar complex 4 homolog (S. NM_153570 5.40E-05 215702
1425485_at Mtmré myotubularin related protein 6 INM_144843 0.00285778\ 2.15609
1433657_at Fam78a family with sequence similarity 78, member A INM_175511 0.00038604| 2.15569
1448957 _at Rbpj ion signal binding protein for immunoglobulin kappa J region NM_001080927 /// NM_001080928 /// NM_001277116 /// NM_009035 0.00142025] 215543
1455407 _at Zip236 zinc finger protein 236 INM_177832 0.00131709 2.15528
1416528_at Shabgr3 SH3 domain binding glutamic acid-rich protein-like 3 NM_080559 0.000339948 215517
1428988_at Abcc3 ATP-binding cassette, sub-family C (CFTR/MRP), member 3 INM_029600 0.0034: 564\ 2.15435|
1451314_a_at__|Vcam1 vascular cell adhesion molecule 1 INM_011693 0.00043 2143‘ 215285
1436502_at MtusT tumor 1 NM_001005863 /// NM_001005864 /// NM_001005865 0.00218668| 2.15246
1459638_at -— — — 0.00503776| 2.15245
1450698_at Dusp2 dual specificity 2 NM_010090 0.00189164] 2.15191
1443814 _x_at Ctsh H INM_007801 0.00117681 2.1518
1425487 _at Slu7 SLU7 splicing factor homolog (S. INM_148673 /// NM_198936 0.00194244| 2.15174
1458018_at - — - 0.00638273 2.15135]
1458773 _at -— -— 0.00607789 2.14927
1428027 _at LOC100653389 LOC100653389 0.000708161 2.14742
1437503 _a_at Shisa5 shisa homolog 5 (Xenopus laevis) INM_025858 /// NM_026381 0.000202763| 2.14664
1426686_s_at__|Map3k3 mitogen-activated protein kinase kinase kinase 3 NM_011947 0.00144081 2.1466
1425844 _a_at Rngtt RNA guar and 5" INM_011884 5.08E-05 2.14544
1453127_at Ppm1] protein phosphatase 1J NM_027982 000844513 2.14508




1439441 x_at__[Lats2 Targe tumor 2 NM_015771 /// NM_153382 0.000274427 2.14505
1439323 a_at _|Mapdkl mitogen-activated protein kinase kinase kinase kinase 1 NM_008279 0.000256894 2.14441
1451977_at Dyrk1a dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1a NM_001113389 /// NM_007890 0.00100467| 2.14437
1452232_at Galnt? UDP-N-acetyl-alpha-D N 001167981 /If NM_144731 0.00112762 2.14424
1427766 _at Travod-3 T cell receptor alpha variable 9D-3 0.00514658] 2.14326
1455759 a at _|Anknhd1 [ankyrin repeat and KH domain 1 NM_175375 0.00457709) 2.14309
1416380_at [Mov10 Moloney leukemia virus 10 NM_001163440 /// NM_001163441 /// NM_008619 0.00243816] 2.14292
1419406 a_at __|Belila B cell CLL/lymphoma 11A (zinc finger protein) INM_001159289 /// NM_001159290 /// NM_001242934 /I/ NM_016707 0.00338419) 2.14187
1452351 _at Parpd poly (ADP-ribose) family, member 4 NM_001145978 0.00246258] 214173
1441145_at Phi21a PHD finger protein 21A NM_001109690 /// NM_001109691 /// NM_138755 0.006715)| 21417
1422931 _at Fosl2 fos-like antigen 2 NM_008037 0.00706922] 2.14159
1451299_at Prix protein kinase, X-linked NM_016979 0.00379803] 2.14097
1428975 _at Susd3 sushi domain contai INM_025491 /// NM_028340 2.14079
1437483 _at Zfp513 zinc finger protein 513 NM_001177901 /// NM_175311 2.13854
1439526_at 2.13843
1428391 _at Rab3ill RABS3A interacting protein (rabin3)-like 1 NM_144538 2.13815
1424989 _at Orait ORAI calcium release-activated calcium modulator 1 NM_175423 2.13793
1428997 _at Phi23 PHD finger protein 23 NM_030064 2.13762
1423751 _at St splicing factor 1 NM_001110791 /// NM_011750 0.00315631 2.13691
1416804_at [Enbpii [EH domain binding protein 1-like 1 NM_001114595 /// NM_001114596 /// NM_001114597 /// NM_053252 0.00117597 2.13539
1417491 _at [Ctsb cathepsin B NM_007798 0.00351144 2.13528
1441322_at }LkaM src family 1 INM_001033186 /// NM_001177898 /// NM_001177899 0.000724276 2.13524
1450744 _at El2 factor RNA II2 NM_138953 0.00396656| 213473
1423826_at Nocdl nucleolar complex 4 homolog (S NM_153570 1.67E-05| 2.13443
1415791 _at Rnf34 ting finger protein 34 NM_030564 0.005053 2.13359
1442186_at Atxn7 ataxin 7 NM_139227 0.00542641 2.13331
1437052_s_at__|Sic2a3 solute carrier family 2 glucose transporter), member 3 NM_011401 0.00157514] 2.13311
1427906_at 1110037F02Rik |RIKEN cDNA 1110037F02 gene NM_001081183 0.000693541 2.13191
1438633 x_at__|Laspl LIM and SH3 protein 1 NM_010688 2.35E-06 2.13055|
1424030_at Grhit i fike 1 (D NM_001161406 /// NM_145890 0.00642798] 2.1%‘
1451082_at Ftsjd2 // Rnf8_|FtsJ domain 2/l ting finger protein 8 NM_021419 /// NM_028791 0.00138549) 2.12855
1429187 _at Tmed? emp24 protein transport domain containing 7 NM_025698 0.00916795| 2.12826
1431337 a at _|Famdba family with sequence similarity 45, member A NM_001167829 /// NM_026437 0.00127334] 2.12781
1422286 a_at __|Tgifl TGFB-induced factor homeobox 1 NM_001164074 //f NM_001164075 /// NM_001164076 /// NM_001164077 /// NM_009372 0.00412049) 2.12628
1440982_at LOC552909 L0C552909 0.00190274] 2.1249
1416263 _at Abcb9 [ATP-binding cassette, sub-family B (MDRITAP), member 9 NM_019875 0.00110542 2.12475
1435939 s at _ |Hepacam2 __|HEPACAM family member 2 NM_178899 0.00379449) 2.1246
1456473 x_at__|Ari2 ADP- factor 2 NM_007477 0.000498688 2.12432
1444619 x_at__|Psmb8 proteasome (prosome, macropain) subunit, beta type 8 (large multifunctional peptidgNM_010724 0.000118854 2.12386
1444493_at 1.89E-05] 2.12372
1428186 _at Kctd6 channel ion domain g 6 NM_027782 0.000171648 2.12361
1448189_a_at__|Fli // LOC10 I'homolog (D /i protein flightless-1 homolog NM_022009 /// XM_003946397 0.00168108| 2.1236
1418854_at [Birc2 1AP repeat-containing 2 NM_007465 0.000102678 2.12283
1416653 _at Stxbp3a syntaxin binding protein 3A INM_011504 0.00122234] 21226
1424961 _at Tapbpl [TAP binding protein-like NM_145391 0.00886247| 21224
1449341_a_at__[Stom stomatin NM_013515 0.00228643] 2.12207
1428470_at Exoc2 exocyst complex 2 NM_025588 0.00721126] 2.11994
1431100_at Rinl Ras and Rab interactor-like NM_177158 000728944 2.11993
1453601_at 1dh2 isocitrate 2 (NADP¥), NM_173011 O.UOGSWQEE{ 2.11977
1429082_at Ankle2 [ankyrin repeat and LEM domain containing 2 NM_001253814 /// NM_027922 0.000970198 211897
1451643 Rabdb RAB4B, member RAS oncogene family NM_029391 0.00027596] 2.11686
1447849_ Maf avian euroti (v-maf) AS42 oncogene homolog NM_001025577 0.000269974] 2.11629
1456586 Mvp major vault protein NM_080638 0.000535618 2.11575
1455581 Gm20559 predicted gene, 20559 XR_104969 0.00409903] 211571
1420886 XbpT X-box binding protein 1 NM_001271730 /// NM_013842 0.000348009 2.11569
1436202_ Malat1 iated lung transcript 1 ding RNA) NR_002847 0.00870022| 2.11532
1435068_at Pipdk2b 5 4-kinase, type Il, beta NM_054051 0.00606864] 2.11481
1440778 x_at__|Zip712 zinc finger protein 712 NM_001166218 0.00122509) 2.11378
1439787 P2rX7 inergic receptor P2X, ligand-gated ion channel, 7. NM_001038839 /// NM_001038845 /// NM_001038887 /// NM_011027 0.00339176| 2.11355)
1420342_at Gdap10 duced diff protein 10 NR_045032 0.0071697 2.11285
[1434496_at PIk3 polo-like kinase 3 INM_013807 0.000476827 2.11241
1451255 _at Lsr lipolysis i receptor NM_001164184 /// NM_001164185 /// NM_017405 0.000177106 2.11228
1423411_at [Rbma7 RNA binding motif protein 47 INM_001127382 /// NM_139065 /// NM_178446 0.000964957 2.11185
1423681 _at Ftsjd2 // Rnf8_|FtsJ domain 21l ting finger protein 8 NM_021419 /// NM_028791 0.000122024 2.1118
1456363_at St7i suppression of tumorigenicity 7-like NM_001253702 /// NM_001253703 //f NM_153091 /// NR_045578 0.000483258 2.11035
1422548_at Dhdds i synthase NM_026144 0.000878536] 2.10969
1452414_s_at_|Ccdc86 coiled-coil domain 86 NM_023731 0.00457381 2.10958
1442964 _at 0.00171287] 2.10938
1429816_at Armc3 [armadillo repeat containing 3 NM_001081083 /// NM_001271563 /// NM_001271564 /// NM_001271565 0.00183494] 2.10933
1417884 _at Sic16a6 solute carrier family 16 ic acid ransporters), member 6 INM_001029842 /// NM_134038 0.000894068 2.10922
1428230_at Prkd3 protein kinase D3 NM_001171004 /// NM_001171005 /// NM_029239 0.000255731 2.10919
1444369_at 0.000661146 2.10898
1436054_at Khnyn KH and NYN domain NM_027143 0.00508651 2.10847
1428323 _at Gpd2 glycerol 2, NM_001145820 /// NM_010274 0.00239475| 2.10819
1440919 _at Mob3c MOB kinase activator 3C NM_175308 0.000730516 2.10804
1426221 _at Vwaba von Wil factor A domain containing 5A NM_001145957 /I NM_172767 0.00568928| 2.10767
1436913 _at Cdcl4a CDC14 cell division cycle 14A INM_001080818 /// NM_001173553 0.0043568% 2.10698
1423383 _a_at__|Osbpl9 oxysterol binding protein-like 9 NM_001134791 /// NM_133885 /// NM_173350 7.37E-06) 2.10629
1451260_at Aldh1b1 aldehyde 1 family, member B1 NM_028270 0.00104091] 2.10581
1423413 at Ndrg1 N-myc regulated gene 1 NM_008681 0.000490?@{ 2.10493
1419694_at Stesiat ST8 alpha-N-acetyl ide alpha-2.8 1 NM_011374 0.00341625| 2.10362
1420905 _at iM7ra interleukin 17 receptor A NM_008359 0.002444) 2.10342
1454633 _at [Etnk1 ethanolamine kinase 1 NM_029250 0.000535062 2.1026
1427658_at Ctbs di-N-acetyl- NM_028836 0.00439539) 2.10087
1446414_at 0.00339324] 2.10052
1437317 _at Uba7 ubiquitin-like modifier activating enzyme 7 NM_023738 1.21E-05] 2.10002
1418248 at Gla idase, alpha NM_013463 0.000143213 2.0989
1415758_at Fryl furry homolog-Tike (Drosophila) NM_028194 // NM_177136 0.00189293] 2.09883
1449852_a_at __|End4 |EH-domain containing 4 NM_133838 0.00729954] 2.09862
1416360_at Snx18 [Sorting nexin 18 NM_130796 0.00337302] 2.09833
1421880_at Mtmr1 m related protein 1 NM_016985 0.00690174] 2.09821
1422861 s at__|Pdiim5 PDZ and LIM domain 5 INM_001190852 /// NM_001190853 /// NM_001190854 /// NM_001190855 /// NM_00119085¢ 0.00315306| 2.09721
1434567 _at Pramef8 PRAME family member 8 NM_172877 0.00300476| 2.09572
1427233 at Tshz1 teashirt zinc finger family member 1 NM_001081300 0.00233077 2.09385
1449343 s at__|Sin3a regulator, SIN3A (yeast) NM_001110350 /// NM_001110351 /// NM_011378 0.00160723] 2.09325
1428496 _at Secisbp2 SECIS binding protein 2 NM_029279 o.ooossmgl 2.09226
1455594_at Exoc3 exocyst complex 3 NM_177333 0.000180465 20912
1438116_x_at__|Slcoadri solute carrier family 9 (sodiu ). member 3 regulator 1 NM_012030 0.000122176 2.08943
1417471_s at__|D1End622e _|DNA segment, Chr 1, ERATO Doi 622, NM_133825 0.00311191 2.08875
1418070_at Cayl in protein, Y Tk NM_001123386 /// NM_009881 0.00410113 2.08833
1424578 _at Arrdct arrestin domain contai NM_001162485 /// NM_178408 /// NR_027876 0.000476129 2.08832
1421588_at Tnfsf14 tumor necrosis factor (ligand) superfamily, member 14 NM_019418 0.0036845 2.08825
1419655 _at Tie3 in-like enhancer of split 3, homolog of Drosophila E(spl) NM_001083927 /// NM_001083928 /// NM_009389 0.000403025 2.08817
1420862_at Detnd dynactin 4 NM_026302 0000173112 2.08802
1420813_at Hdac? histone 7 [NM_001204275 /I/ NM_001204276 /I NM_001204277 /I] NM_001204278 /I NM_00120427] __0.000530103 2.08754
1422537 a at |12 inhibitor of DNA binding 2 NM_010496 0.000152464 2.08688
1460555_at Fam65b family with sequence similarity 65, member B NM_001080381 /// NM_029679 /// NM_178658 0.00537841 2.08567
1415776 _at Aldh3a2 aldehyde dehydrogenase family 3, subfamily A2 NM_007437 0.00279634]

1449317 _at Cilar CASP8 and FADD-like apoplosis regulator NM_009805 /// NM_207653 0.000278674

1422581 _at Pias1 protein inhibitor of activated STAT 1 NM_019663 0.00215047]

1430672_at 5033418A 18Rk [RIKEN cDNA 5033418A18 gene 0.00565275|

1419810 x_at__|Arhgap9 Rho GTPase activating protein 9 NM_146011 0.00045556)

1430213_at Robtb1 regulator of (RCC1) and BTB (POZ) domain containing fNM_027764 6.32E-05

1455339_at Fkbp15 FK506 binding protein 15 NM_001045528 0.00142294] 2.08022
1442256_at Prked protein kinase C, delta NM_011103 0.00089856| 2.07976
1421337_at [Eifa E74-like factor 4 (ets domain Tactor) NM_019680 0.00358128| 2.07976
1424316 _at Sic25a19 solute carrier family 25 (mitochondrial thiamine carrier), member 19 |NM_001252384 /// NM_001252394 /I/ NM_001252395 /// NM_001252396 /If NM_026071 000335344 2.07916
1424824 _at Slain1 SLAIN motif family, member 1 NM_198014 0.00336558] 2.07857
1433821 _at Tmem198b protein 198b NM_178066 0.00299522| 2.07649
1450030_at Dotnd dynactin 4 NM_026302 0.0023585 2.07624
1448175 _at [EndT [EH-domain containing 1 NM_010119 0.00579615] 2.07521
1435295 _at Dopey1 dopey family member 1 NM_177208 0.00092149) 2.07481
1416992_at Mng MFNG O 3-beta-N: NM_008595 0.000916707 2.07464
1434061 _at Rp2h retinitis pigmentosa 2 homolog (human) NM_133669 0.000795277 2.07248
1417929 at Sic7a8 solute carrier family 7 (cationic amino acid transporter, y* system), member 8 NM_016972 0.00242718] 2.07139
1428058_at Ahnak AHNAK i in NM_001039959 /// NM_009643 /// NM_175108 0.000734962] 2.07075
1424819_a at __|Ric8 resistance to inhibitors of 8 homolog (C. elegans) NM_053194 0000114473 2.07044
1451664 x _at __|Kira? Killer cell lectin-like receptor, subfamily A, member 7 NM_001110323 /// NM_014194 0.00835376| 2.07043
1448644_at Peft penta-EF hand domain containing 1 NM_026441 0.000389909 2.07015
1436640 x_at__|Agpatd 1 p 4 acid 026644 0.00472459) 2.06993
1435458 _at Pim1 proviral on site 1 NM_008842 0.000374535] 2.06974
1434478 _at Heca headcase homolog (D NM_001033432 0.00470303] 2.06951
1416206_at Sipat ignal d i iated gene 1 NM_001164480 /// NM_001164481 /// NM_001164482 /// NM_001164568 /// NM_011379 0.00729289) 2.06916
1430955_at 2810403A07Rik [RIKEN cDNA 2810403A07 gene NM_028814 0.00179924| 2.06913
1435188_at Gm129 predicted gene 129 NM_001033302 0.00471247] 2.06878




1424706_at Zip51 Zinc finger protein 51 NM_009558 2.06868
1436574_at Znfa1-ps ZNF41, NM_027285 /I NR_040355 2.06758
1445395 _at 2.06757
1430604_a_at _|Dab2 disabled 2, mit P NM_001008702 /// NM_001037905 /// NM_001102400 /// NM_023118 2.06724
1450131 a at __[Bspry B-box and SPRY domain containing NM_138653 2.0672
1439264 x_at__|Laspl LIM and SH3 protein 1 NM_010688 2.066
1424564_at RtfdcT replication termination factor 2 domain containing 1 NM_025542 /I NM_175297 1.72E-05] 2.06597
1417207 _at Dvi2 i 2, dsh homolog (Drosophila) NM_007888 0.000544358 2.06589
1426826_at Scafg SR-related CTD- factor 8 NM_13412 5.61E-05 2.06574
1452271 _at Xpri and polytropic retrovirus receptor 1 NM_01127. 0.000978323] 2.06469
1426703 _at Gak cyclin G iated kinase INM_15356: 9. 25-0% 2.06314
1452940 x_at__|Pitpnct itol transfer protein, 1 NM_14582 0.00128045] 2.06281
1424664_at Fam222b family with sequence similarity 222, member B NM_14543 0.00596319) 2.0628
1451715_at Mafb v-maf i oncogene family, protein B (avian) NM_010658 0.000799589 2.06198
1424028 _at Chtfg CTF8, chromosome ion fidelity factor 8 NM_145412 0.00120231‘ 2.06177
1421176_at Rasgrp1 RAS guanyl releasing protein 1 NM_011246 0.00632132] 2.05886
1440481 _at Stati signal and activator of 1 NM_001205313 /// NM_001205314 //f NM_009283 000146283 2.0587
1436950 _at Cril V-crk sarcoma virus CT10 oncogene homolog (avian)-like INM_001277231 /// NM_007764 0.00290311 2.05838
1453960_a_at __|Capzb capping protein (actin flament) muscle Z-line, beta NM_001037761 /// NM_001271405 /Il NM_001271406 /// NM_009798 0.000802984 2.05707
1430386_at |E030024N201 A 8 NR_033228 0.000645533 2.05681
1426635_at Acbd3 acyl-Coenzyme A binding domain containing 3 NM_133225 0.00449127| 2.05667
1451339_at Suox sulfite oxidase NM_173733 0.00406841 2.05665
1453300_at Slc35d2 solute carrier family 35, member D2 INM_001001321 0.000824918 2.05649
1427962_at Codci02a coiled-coil domain 102A NM_001033533 0.00157356] 2.05606
1433747 _at Lnpep i i NM_172827 0.0010336 2.05515
1428615_at Lpar6 ic acid receptor 6 NM_175116 0.00231272| 2.05498
1435302_at Tafab TAF4B RNA 1l, TATA box binding protein (TBP Tactor NM_001100449 0.00110311 2.05453
1452246_at Ostf1 i factor 1 NM_017375 0.000454507 2.05418
1435927 _at Dennd3 DENN/MADD domain 3 NM_001081066 0.00473636] 2.05328
1423198 a at _|Smek2 SMEK homolog 2, of mek1 (D NM_134034 0.000134518 2.05323
1431712_a_at _|2310022A10Rik|RIKEN cDNA 2310022A10 gene NM_001122767 /l NM_175107 0.000524254 2.0522
1420953 _at Add1 adducin 1 (alpha) NM_001024458 /i NM_001102444 /i NM_013457 0.00213045| 2.05198
1423185 a at _|Ubap1 biguiti iated protein 1 NM_023305 0.0011025] 2.05143
1450853_at Tied like enhancer of spit 4, homolog of Drosophila E(spl) NM_011600 0.00044972] 2.05116
1443777 _at 0.0021593 2.0507
1425058_at Zipa72 zinc finger protein 472 NM_153063 0.00570798| 2.05068
1419669_at Prin3 3 NM 011178 0.00652661 2.05051
1428431 _at Zcchc24 zinc finger, CCHC domain containing 24 NM_001101433 0.00461581 2.05022
1421076 _at Sertad3 SERTA domain ing 3 NM_133210 0.00539137] 2.04859
1415697_at G3bp2 GTPase activating protein (SH3 domain) binding protein 2 NM_001080794 /// NM_001080795 /// NM_001080796 /// NM_001080797 /// NM_011816 0.000214403 2.04848
1421384 _at Lyst trafficking regulator NM_010748 0.00476692| 2.04755|
1434991 at Foxwi7 F-box and WD-40 domain protein 17 NM_175401 0.00260562| 2.04688 |
1439315 _at Satb1 special AT-rich sequence binding protein 1 NM_001163630 /// NM_001163631 /// NM_001163632 /// NM_009122 0.00259418] 2.04644
1432027 _a_at _|LOC100862594 | TBC1 domain family member 14-like /// TBCT domain family, member 14 INM_001113362 /// NM_001113364 /// NM_133810 /// XM_003689371 /// XM_003689373 /il 0.00767767| 2.04557
1426879_at Trmtl (RNA 1 like NM_026876 0.00426989) 2.0435
1450876_at Ch factor h NM_009888 0.00417169) 2.04119
1418340_at Feerlg Fc receptor, IgE, high affinity I, gamma NM_010185 0.000599405 2.04114
1451484 a at __|Synt synapsin [ NM_001110780 /// NM_013680 0.00824669) 2.04032
1457794 _at WhscilT Wolf-Hirschhorn syndrome candidate 1-like 1 (human) [NM_001001735 /// NM_001081269 000150685 2.03982
1420679_a at __|Aigl androgen-induced 1 NM_025446 0.00125368] 2.03976
1449619 s_at__|Arhgap9 Rho GTPase activating protein 9 NM_146011 0.000627494 2.03944
1437298_at Wipf2 i ing protein family, member 2 NM_197940 0.00166898| 2.03926
1422639_at Calch ICitonin-related beta NM_054084 0.00890767] 2.03895
1416086 _at Tpst2 protein-tyrosi 2 NM_009419 2.03755
1418448 _at Rras Harvey rat sarcoma oncogene, subgroup R NM_0097101 2.03711
1427177 _at Fycol FYVE and coiled-coil domain containing 1 INM_001110253 /// NM_148925 2.03564
1417976 _at Ada deaminase NM_001272052 /// NM_007398 2.03552
1428187 _at Cd47 CD47 antigen (Rh-related antigen, integrin-associated signal transducer) NM_010581 2.03447
1427932_s_at__|1200003I10Rik /|RIKEN cDNA 1200003110 gene /// RIKEN cDNA 1200015M12 gene /// RIKEN cDNA|NR_002860 0.00420612] 2.03435)|
1427742_a_at__|Kif6 Kruppel-like factor 6 NM_011803 0000538119 2.0340:
1454026 a at _|Rgs3 regulator of G-protein signaling 3 INM_001081650 /// NM_019492 /// NM_134257 0.00452951 2.03328|
1428131 a_at __|Cdo42sel CDC42 small effector 1 NM_001038708 /// NM_172395 0.000632371 2.033
1416758 _at Arthgap27 Rho GTPase activating protein 27 INM_001205236 /// NM_133715 /// NM_183288 0.000338568 2.0324
1417423 _at Grina receptor, ionotropic, N-methyl D-aspartat protein 1 1023168 0.00210837] 2.03126
1423791 _at Tk IK cytokine NM_011879 0.000178869 2.03099
1436499_at Sqms1 i in synthase 1 NM_001168525 /// NM_001168526 /// NM_144792 0.00331955] 2.03094
1435778 _at Ankrd 11 ankyrin repeat domain 11 NM_001081379 /// NR_037865 0.00106767| 2.03038
1437101 _at Lats2 large tumor 2 INM_015771 /// NM_153382 0.00770144] 2.02957
1426100 a at _|Tk2 kinase 2, NM_021028 /I NR_045642 0.00316147| 2.02031
1425801 x_at__|Cotit tosin-like 1 (DI NM_028071 0000211734 2.02809
1433556_at Adap1 AfGAP with dual PH domains 1 NM_172723 0.000895861 2.02792
1449111 a at__|Grb2 growth factor receptor bound protein 2 NM_008163 0.000856464 202765
1451201 s at__|Rnh1 i inhibitor 1 NM_001172100 /// NM_001172101 /// NM_145135 1.38E-05 2.02758
1450792_at Tyrobp TYRO protein tyrosine kinase binding protein NM_011662 0.000167105] 2.02671
1457687 _at Bcl2 B cell i 2 INM_009741 /// NM_177410 0.000463173 2.02538
1448351 _at Corotb coronin, actin binding protein 18 NM_011778 0.000147058 2.02389
1417685 _at Ankfy1 [ankyrin repeat and FYVE domain 1 NM_009671 0.00491845| 2.02373
1435549_at Troma transient receptor potential cation channel, subfamily M, member 4 NM_175130 0.000985141 2.02286
1433634_at Irf2bp2 interferon regulatory factor 2 binding protein 2 NM_001164598 0.000838491 2.02284
1440527 _at 0.00639979) 2.02278
1453105 _at Z1p263 zinc finger protein 263 NM_148924 0.000197841 2.02277
1456005 a_at _|Bci2i11 BCL2-like 11 Tacilitator) INM_009754 /// NM_207680 /// NM_207681 0.00172628] 2.02257
1428702_at Ddx28 DEAD (Asp-Glu-Ala-Asp) box 28 NM_028038 1.63E-05] 2.02216
1423153 x_at__|Cth factor h NM_009888 0.0018539 2.02166
1425571 _at Siamft signaling ic activation molecule family member 1 NM_013730 0.00876525| 2.02
1424090_at Sdcbp2 binding protein (syntenin) 2 NM_145535 000891244 20196
1455132_at Rasal3 RAS protein activator like 3 NM_178785 0.0021913% 20172
1437102_at Yithdft YTH domain family 1 NM_173761 0.000473105 2.01548
1430191 _at 9130004J05Rik |RIKEN cDNA 9130004J05 gene XR_105729 /I XR_106921 0.0027425# 2.01514
1456113_at Tbc1d25 TBC1 domain family, member 25 NM_001166437 /// NM_172478 0.0091445 2.01461
1421604_a_at__|KIf3 Kruppel-like factor 3 (basic) NM_008453 0.0020003] 2.01423
1428351 _at Ppmim protein phosphatase 1M NM_026447 /// NM_198931 0.000322149 2.01379
1420896_at Snap23 protein 23 NM_001177792 //f NM_001177793 /i NM_009222 0.00222625| 2.01368
1439913 _at Pabpc1l poly(A) binding protein, T-like NM_001114079 0.00784197] 2.01357
1431502_a_at _|Exosc3 exosome 3 NM_025513 0.000259687] 2.01278
1433561 _at Acap2 ArfGAP with coiled-coil, ankyrin repeat and PH domains 2 NM_030138 0.008038 2.01269
1415739 _at Rbm42 RNA binding motif protein 42 NM_133693 8.63E-05 2.01195]
1454665 _at Irf2bp2 interferon regulatory factor 2 binding protein 2 NM_001164598 000648427 2.01122
1428347 _at Cyfip2 ic FMR1 interacting protein 2 NM_001252459 /i NM_001252460 /// NM_133769 o.oommq 20111
1419803 s at _|Ccdcl2 coiled-coil domain ing 12 NM_028312 0.000816455 2.01054
1420384 _at Col4a3bp collagen, type IV, alpha 3 antigen) binding protein NM_001164222 /// NM_023420 0.00430883] 2.00935
1437061 _at Mbd1 methyl-CpG binding domain protein 1 NM_013594 0.00122104| 2.00763
1448709_at Arid1a AT rich domain 1A (SWi-iike) NM_001080819 0.00642382] 2.00729
1434222_at Sipatll ignal-induced i iated 1 like 1 NM_001167983 /// NM_172579 0.00658153] 2.00655|
1417431 a_at _|Sphk2 sphingosine kinase 2 NM_001172561 /// NM_020011 /// NM_203280 0.00605978] 2.00618
1441352_at 9430034N14Rik|RIKEN cDNA 9430034N14 gene 0.00111683 2.00593
1416554_at Pdlim1 PDZ and LIM domain 1 (elfin) NM_016861 0.000232858 2.00438
1429427 s at__[Tci7i2 Tactor 7 like 2, T cell specific, HMG box NM_001142918 /// NM_001142919 /// NM_001142920 /// NM_001142921 /// NM_001142927 0.00180542| 2.0041
1440026_at 0.00313511 2.00363
1451755 a_at __|Apobect B mRNA editing enzyme, catalytic 1 NM_001134391 /// NM_031159 0.0014184 2.00356
1428229 at Prkd3 protein kinase D3 NM_001171004 /// NM_001171005 /// NM_029239 0.0 2.00321
1416655_at Cigaltic C1GALT1-specific 1 NM_021550 0.00392255| 2.00286
1433590_at Herc3 hect domain and RLD 3 NM_028705 2.00284
1449439_at KIf7 Kruppel-like factor 7 (ubiquitous) NM_033563 2.00283
1450173 _at Ripk2 receptor (TNFRSF)-i th Kinase 2 NM_138952 2.00239
1426848_at Sec24b Sec24 related gene family, member B (S. cerevisiae) NM_207209 2.00227
1433617_s_at__|Bdgalts UDP-Gal:betaGIcNAG beta 1.4 5 NM_019835 2.00091
1427653 Travod-3 T cell receptor alpha variable 9D-3 0.000570033 2.00055
1448793 a_at _|Sdck NM_011521 0.0059548 2.00018
1450738_at Kif21a kinesin family member 21A INM_001109040 /// NM_001109041 /// NM_001109042 /// NM_016705 0.000847329 -2.00075
1437415_at 4933427D06RiK[RIKEN cDNA 4933427D06 gene NM_175017 0.00746748| -2.00147
1424077 _at Gdpd1 ‘domain containing 1 NM_025638 0.00077640 -2.00156
1423081 _a_at__[Tomm20 of outer mi 20 homolog (yeast) NM_024214 0.0076365 -2.00164
1438198 _at Bri3bp Bri3 binding protein NM_029752 6.97E- -2.00235|
1442120 _at G730007D18RIKRIKEN cDNA G730007D18 gene 0.0073485 2.00244
1421933 _at Chx5 5 NM_001076789 /// NM_001110216 /// NM_007626 0.00608149) -2.00309
1439500_at Scrnt secernin 1 NM_027268 0.00532563] -2.00346
1436304_at [Tmem200a protein 200A NM_029881 0 0027397% -2.00359
1424076_at Gdpd1 Iy ‘domain containing 1 NM_025638 0.000134545 2.0042
1424760 a at _|Smyd2 SET and MYND domain containing 2 NM_026796 0.00373% 2.00628
1443430_at 0.00715705| -2.0081
1437093 _at Dnaict dynein, axonemal, intermediate chain 1 NM_175138 0.00183452] 2.00916
1460210_at Pkd1 ic kidney disease 1 homolog NM_013630 0.0060792 -2.00919
1426785 s_at Mgl monoglyceride lipase NM_001166249 /// NM_001166250 /// NM_001166251 /// NM_011844 0.00204969) -2.00935
1455409_at Spirel spire homolog 1 (Drosophila) NM_176832 /// NM_194355 0.000726191] -2.00954




1432248 _at 5430402P0BRIk | RIKEN cDNA 5430402P08 gene 0.00906145] 2.00992
1425881 _at Psg28 pregnancy-sp 28 NM_054063 0.00789494] -2.01071
1456229_at Hoxb3 homeobox B3 NM_001079869 /// NM_010458 0.00212266| 2.01123
1452235 _at Man1b1 mannosidase, alpha, class 18, member 1 NM_001029983 5.86E-06 20126
1447364 x_at__|Myolb myosin 1B NM_001161817 /// NM_010863 0.00508494] 2.01323
1449896_at Miph i NM_053015 0.00289551 2.01325
1448300_at [Mgst3 NM_025569 /// NM_029392 0.000329425 2.01379
1418470 _at Yest [Yamaguchi sarcoma viral (v-yes) oncogene homolog 1 NM_001205132 /// NM_001205133 /// NM_009535 0.0023379 2.01392
1443056_at — 0.00680353] -2.01402
1424718 _at Mapt microtubule-associated protein tau NM_001038609 /// NM_010838 0.0013616 2.01428
1441959 s at__|Jkamp JNK1/MAPK protein INM_001205067 /i NM_024205 0.000234437 2.01514
1429778 _at Optn i INM_18184 0.00756424] 2.01544
1441890 x_at__|Tmeff1 protein with EGF-like and two follistatin-like domains 1 NM_02143 0.000369627 2.01557
1436907 _at Navi neuron navigator 1 NM_173437 0.000171902 2.017
1447396 _at 000175336 2.01766
1459720 x at__|— 0 00234%{ 201802
1429798 s_at _|Cmtmb CKLF-like MARVEL domain 5 NM_026066 /// NM_029390 0.00543325| 2.01872
1457345 _at - 0.00629798] 2.02023
1458440_at LOC101055684 | cytospin-B-like /// sperm antigen with calponin homology and coiled-coil domains 1_|NM_001029936 /// XM_003945641 0.00212673] -2.0209
1423847_at Ncapd2 non-SMC condensin | complex, subunit D2 NM_146171 000158185 2.02145
1431084 x_at__|1810014BOTRik|RIKEN cDNA 1810014B01 gene NR_015572 0.00530494] -2.0225|
1444411 _at 0.00517058] 2.02261
1436029_at [Bicct bicaudal C homolog 1 (Drosophila) NM_031397 0.00342802| 2.0227
1421019_at 1700021F05Rik |RIKEN cDNA 1700021F05 gene NM_026411 0.000368545 2.02309
1416494 _at LOC100504968 [NADH iquinone] iron-sulfur protein 5-like /// NADH 001030274 /If XM_00308660. 0.000281604] 2.02326
1449244_at Cdh2 cadherin 2 NM_007664 0.00474991 2.02544
1447094_at 0.00724565| -2.02736
1422320 x_at__|Phxis per-hexamer repeat gene 5 NM_008836 /17 XR_035720 /I XR_035721 /Il XR_035722 0.00867319) ~2.02811
1457680_a_at | Tmem69 protein 69 NM_177670 0.00118784 2.02824
1418892_at Rhoj ras homolog gene family, member J NM_023275 0.00163687] -2.03001
1423693_at Celat chymotrypsin-like elastase family, member 1 NM_033612 0.00389541 -2.03088
1424042_at Tmemb protein 5 NM_153059 7.20E-05 -2.03109
1436137 _at Sicealr Solute carrier family 6 ). member 17 NM_172271 0.000228884] -2.03258
1435484_at Sic5a3 solute carrier family 5 (inositol member 3 NM_017391 0000602511 -2.03278
1456189_x_at__|Ltbp3 Tatent growth factor beta binding protein 3 NM_008520 0.00015993] 203315
1447066_at Gm15535 predicted gene 15535 0.00750892] -2.03385|
1430023 _at Spataz4 i iated 24 INM_027733 /// NM_029485 -2.03403‘
1432149_at Dph DPH1 homolog (S- NM_144491 0.00262559) 2.03435
1456908_at BC023202___|cDNA sequence BC023202 00011064 2.0355
1424808_at Lamad laminin, alpha 4 NM_010681 1036
1455793 _at Fam149a family with sequence similarity 149, member A NM_153535 0. 2.03633
1431225 at 0 203705
1417233 _at Chchdd led-coil-helix-coiled-coil-helix domain ing 4 NM_133928 0. -2.03785|
1441957 x_at__|2410076121Rik |RIKEN cDNA 2410076121 gene NM_028598 0. -2.03861
1449334_at Timp3 tissue inhibitor of NM_011595 0.00318223] -2.03860
1435074_at Tmem106b protein 1068 NM_027992 4.47E-06 2.03927
1440090_at Sico5a27 Solute carrier family 25, member 27 NM_028711 0.00470005] 2.04014
1433575 _at SRY-box gene 4 NM_009238 0.00405918| 2.04111
1432373 _at 4930533B01Rik [RIKEN cDNA 4930533801 gene NR_040614 0.00244859) 2.04223
1448971 _at Coprs of PRMTS, differentiation stimulator NM_025556 0.000378414 2.04562
1439753 Six4 sine oculis-related 4 NM_011382 0.0062144 -2.04635
1425560_ S100a16 5100 calcium binding protein A6 NM_026416 0.00150967| 2.04715
1449947_ Zihx3 zinc finger 3 NM_007496 0.000970402 2.04782
1417270 at Wart2 WD repeat domain 12 NM_001199060 /7/ NM_001199061 /7 NM_021312 0.00308893] 204818
1419689_at glypican 6 NM_001079844 /// NM_011821 3.42E-05 2.04843
1437717 x_at__|2610005L07Rik |cadherin 11 I LOC101056086 INM_001024708 /// NM_001033456 /// NR_028428 /I/ XM_003945428 0.00113656] -2.05038
1437405 _a_at _[Igtbpd insulin-like growth factor binding protein 4 NM_010517 0.00446122| -2.05054
1422670_at Rnd2 Rho family GTPase 2 NM_009708 0.00829256) -2.05399
1429403 x_at__[GIt8d2 8 domain containing 2 NM_029102 1.40E-05] 2.05472
1434544_at Bola2 bolA-fike 2 (E. coli) NM_175103 0.00105228] 2.05513
1420491 _at [Eif2s1 eukaryotic translation initiation factor 2, subunit 1 alpha INM 026114 0.00572728] 2.05526
1422398 _at Histih1e histone cluster 1, Hie NM_015787 0.00386577| 2.05528
1446963 _at 0.000944671 -2.05547
1450881 s_at__|Gpri37b G protein-coupled receptor 1378 NM_031999 0.000442267 -2.05637
1447878_s_at__|Fgfrl1 fibroblast growth factor receptor-like 1 [NM_001164259 /// NM_054071 0.00356366| -2.06045
1439464 s_at__[Tox10 testis gene 10 NM_172304 0.00379542] 2.06282
1450865 s_at__|Mrps24 mitochondrial ribosomal protein S24 NM_026080 0.00346681 -2.06327
1455932_at Mtdh NM_026002 6.90E-05 -2.06395
1432494_a at _[It43 transport 43 homolog (Cl NM_001199843 /// NM_029601 0.00136778] -2.06529
1421222_at Fip1i1 FIP1 like 1 (S. i NM_001159573 /// NM_001159574 /// NM_024183 0.00895899) -2.06549
1437498_at - — 0.00588239) -2.06675
1417734 _at [Akap8! [Akinase (PRKA) anchor protein -like NM_017476 0.00347883] -2.06694
1431883 _at Tact in 1 NM_009311 0 0542501‘ 206716
1423966_at Cdooiz CD99 antigen-like 2 NM_001199349 /// NM_138309 0.000461438 -2.06783
1416483 at Ttc3 i ide repeat domain 3 NM_009441 7.82E-06) -2.06883
1457972_at C87436 sequence C87436 NM_001243741 /// NM_001243742 /I NM_146170 /// NR_027369 0.00437424] -2.06915
1451570_a_at __|Fam92a family with sequence similarity 92, member A NM_026558 0000131134 -2.06932
1458003 _at Z1p398 zinc finger protein 398 NM_027477 /I NM_173034 0.00376515) 207009
1441728 _at Scnia sodium channel, voltage-gated, type I, alpha NM_018733 0.00106117 -2.07013
1439874 _at 9330102E08RIk|RIKEN cDNA 9330102E08 gene INR_077223 /I XR_105034 /I XR_107831 0.00232238] -2.07065
1436847 s at__|Cdca8 cell division cycle 8 NM_026560 0000456211 -2.07069
1456862_at Sixd sine oculis-related 4 NM_011382 0.00221749) 2.07072
1428643 _at Mgat5 mannosid 5 NM_145128 2.07E-05] 207196
1449820_at Cort cortistatin NM_007745 0.000241591 2.07333
1452762_at Rbms3 RNA binding mot, single stranded interacting protein NM_001172121 /// NM_001172122 /i NM_001172123 /Il NM_001172124 i/ NM_00117212¢ 0.00337695| 2.07408
1416919 _a at _|Nphpt 1 (juvenile) homolog (human) NM_016902 0.00252072| 2.07417
1438504 x_at__|Tm7sf3 7 superfamily member 3 NM_026281 3.56E-05 2.07517
1456738 _s_at__|Fam203a family with sequence similarity 203, member A NM_021555 0.00208874] 2.07525)|
1451549_at Cngbt cyclic ide gated channel beta 1 NM_001195413 /// NM_145601 0.000821954 2.076
1460559_at Kank2 [KN motif and ankyrin repeat domains 2 NM_145611 0.00363847|

1452464 a_at __|Metapid methiony! type 1D NM_025633 0.000527787

1449714 _at Fam73b family with sequence similarity 73, member B INM_001242407 /i// NM_175392 0000262727

1428794 _at LOC101055684 | cytospin-B-like /// sperm antigen with calponin homology and coiled-coil domains 1_|NM_001029936 /// XM_003945641 0.000312324

1452381 _at Creb3i2 CAMP responsive element binding protein 3-like 2 NM_178661 0.00365039)
1424769_s_at__|Cald1 NM_145575 0.000413711

1435628 x_at__|BC005512 /// F6|cDNA sequence BCO05512 /// RIKEN cDNA F630007L15 gene // predicted gene 69XM_001479180 /// XM_001480210 /I/ XM_003688870 /// XM_003689442 /// XM_989008 /// 0.00684675| X
1457701 _at Tmem136 protein 136 NM_001034863 0.00462485) 208401
1427729_at [End2 @omam 2 NM_153068 0.0060335 -2.08536
1436194 _at Prelia2 PRELI domain containing 2 NM_029942 0.000873259 -2.08616
1455400_at Ddah1 i 1 NM_026993 0.00134385] -2.08618
1437999 x at__|Pigq glycan anchor bi class Q NM_011822 2.49E-07 -2.08728
1456350_at Zipa51 zinc finger protein 451 NM_133817 0.000934692 -2.08818
1425968 s_at__|Speg SPEG complex locus NM_001085370 /// NM_001085371 /// NM_001173477 //f NM_007463 0.0058481 -2.00113
1459478_at AA408396 sequence AA408396 0.00892644] 209202
1435750_at Gehfr GTP cyclohydrolase | feedback regulator NM_177157 0.00749926| 2.00547
1436937 _at Rbms3 RNA binding mot, single stranded interacting protein NM_001172121 /// NM_001172122 /// NM_001172123 /// NM_001172124 /// NM_00117212¢ 0.00267907| -2.09596
1449271 a_at _|Hebp2 heme binding protein 2 NM_019487 0.0085966 -2.09694
1420859_at Pkia protein kinase inhibitor, alpha NM_008862 0.00299909) -2.09785
[1456094_at Usp36 ubiquitin specific peptidase 36 NM_001033528 0.00014537: -2.09913
[1441527_at 4930558118Rik [RIKEN cDNA 493055818 gene NR_037999 0.0091726 -2.00931
[1428004_at Snmp25 small nuclear ri 25 (U11/U12) NM_030093 0. 210179
[1436350_at Fam171b family with sequence similarity 171, member B NM_175514 00021637 2.10273
1429859 Ari2bp ADP-i factor-like 2 binding protein INM_024191 /// NM_024269 0.0041618 -2.10369
431777 Hmgn3 high mobility group binding domain 3 NM_026122 //7 NM_175074 0.00144105| 210416
1441870_ Pkd2 kidney disease 2 NM_008861 0.0010538 -2.10628
1423364_ [Aktip thymoma viral proto-oncogene 1 interacting protein NM_010241 0.00244438| 2.10642
1445956_at 000286467 2.10664
1435076 _at Famb7a family with sequence similarity 57, member A NM_027773 000102147 -2.10697
1452236_at Abcft [ATP-binding cassette, sub-family F (GCN20), member 1 NM_013854 0.000996012 2.10707
1417316 _at Acot13 acyl-CoA 13 NM_025790 4.38E-05 -2.10707
1448415 a at__[Sema3b sema domain, immunoglobulin domain (Ig). short basic domain, secreted. 1_001042779 /// NM_009153 0.000763658 -2.10738
1449632_s_at__|Fkbp10 FK506 binding protein 10 NM_001163481 /// NM_010221 0.000731541 -2.10796
1442749_at Braf Braf gene NM_139294 0.00666317| -2.1095
1438659 x_at__|Chchd6 coiled-coil-helix-coiled-coil-helix domain 6 NM_001167736 /// NM_025351 000256861 2.11225]
1440740 _at Ctdspl2 CTD (carboxy-t I domain, RNA I, ide A) small 212450 0.00749116 2.11317
1442682_at 0.00637562| 21142
1438132_at Gm5089 predicted gene 5089 NR_033325 /// NR_033326 0.00773421 2.11582
1417152_at Nacc2 nucleus iated 2, BEN and BTB (POZ) domain NM_001037098 /i/ NM_026495 0.00279787 211781
1452477 _at 31100570 12Rik|RIKEN cDNA 3110057012 gene /I predicted gene 2011 NM_026622 /// NR_038067 0.00644631 2.11796
1449527 _at Pcdhb? beta 7 NM_053132 0.00735297 211855
1457029_at Pppdrilps __|protein phosphatase 4, regulatory subunit 1-like, 0.000974261 2.11937
1424699_at Cedc136 coiled-coil domain containi NM_001201378 /// NM_145574 0.000596248 2.12053
1440830_at Gpri16 G protein-coupled receptor 116 NM_001081178 0.00675954| 2.12165]
1419584 _at Ttc28 ide repeat domain 28 NM_001267622 /// NM_024477 0.00506443] 212171
1426805_at Smarcad SWI/SNF related, matrix iated, actin regulator of chromatin, subfam|NM_001174078 /i/ NM_001174079 /if NM_011417 0.000988086 212227




1424613 _at Gprcsb [G protein-coupled receptor, family C, group 5, member B NM_001195774 /// NM_022420 0.000280517] -2.12242
1431403 _a_at _|Map7d2 [MAP7 domain containing 2 NM_001081124 0.000346275 2.12255
1459751_s_at __ |Ppp1ri6a protein phosphatase 1, regulatory (inhibitor) subunit 16A NM_033371 0.000808457| 212257
1452421 _at Hoxa3 homeobox A3 NM_010452 0.000840531 -2.12269
1458990_at - — - 0.00542841 -2.12447
1439858 _at Pgpep1 pyroglutamyl-peptidase | NM_023217 0.0011366| -2.12569
1439518_at Mmmn2 multimerin 2 NM_153127 0.000173612 2.12694
1446876_at Dcaf5 DDB1 and CUL4 factor 5 INM_177267 0.00700134| -2.12815
1434735 _at }ilf hepatic leukemia factor NM_172563 0.00449569) 2.12902
1442999 _at B9300: EN cDNA B930036G03 gene = 0.000832435 -2.12915
1426560_a_at__|Npnt NM_001029836 /// NM_033525 0.000869: -2.1202
1457744_at Ddxd6 DEAD (Asp-Glu-Ala-Asp) box 6 NM_145975 0.00183415] 2.12936
1460035_at Phb2 prohibitin 2 INM_007531 0.00709781 -2.12966
1422524_at Abcb6 [ATP-binding cassette, sub-family B (MDRITAP), member 6 NM_023732 0.00318537| -2.13035)
1424576_s_at Cyp2c44 P450, family 2, subfamily c, 44 INM_001001446 /// NM_001167905 0.00485451 -2.13181
1419140_at Acvr2b activin receptor 1IB INM_007397 0.000117163| -2.13199
1424695_at Fam210b family with sequence similarity 210, member B INM_025912 0.0091 5928\ -2.13361
1452511_at Sox5 SRY-box i gene 5 INM_001113559 /// NM_001243163 /// NM_011444 0.00141723 -2.13405
1425731 _at Ankrd24 [ankyrin repeat domain 24 NM_027480 0.0035048 2.13524
1439015_at Gfra1 glial cell line derived neurotrophic factor family receptor alpha 1 INM_010279 0.00620&{ -2.13535
1458384_at Bola3 bolA-ike 3 (E. coli) NM_175277 0.00012588| -2.13589
1428753 a_at __ |Dgcr DiGeorge syndrome critical region gene 6 NM_010047 0.000144949] -2.13651
1460582_x_at Gm14226 predicted gene 14226 — 0.00773725 -2.137
1455146_at Strbp RNA binding protein INM_009261 /// NM_176932 0.00520265 -2.13736
1419932_s_at -— — — 0.0f 0279269‘ -2.13784
1440575_at Hspad heat shock protein 4 NM_008300 0.00680731 2.138
1451980_at Casd1 CAS1 domain containing 1 INM_145398 7.17E-05 -2.13893
1457827 _at Arsj J INM_173451 0.006549 -2.14201
1432858_at D730048M19RIE RIKEN cDNA D730048M19 gene - 0.00163213 -2.14209
1432431_s_at LOC101056500 |O-acetyl-ADP-ribose MACROD2-like /// MACRO domain containing 2 |NM_001013802 /// NM_028387 /// XM_003945964 0.0024527 -2.14229
1431026 _at Naa30 N(alpha 30, NatC catalytic subunit NM_001081430 0.00396418| 2.14232
1434975_x_at Pisd-ps3 3 INR_003518 0.00592324| -2.14371
1423756 _s_at__[lgibpd insulin-like growth factor binding protein 4 NM_010517 0.00313884] 2.14391
1430815_at Cep128 protein 128 INM_181815 0.00441939 -2.14449
1433641_at Smad5 SMAD family member 5 INM_001164041 /// NM_001164042 /// NM_008541 8.41 E-Oj‘ -2.14496
1417267 _s_at Fkbp11 FK506 binding protein 11 INM_024169 0.00734495 -2.14671
1426533_at Nop56 NOPS56 rit il INM_024193 0.000208111 -2.14679
1426584 a at _|Sord sorbitol NM_146126 9.77E-05 2.14794
1457181_at Desi1 1 INM_ 134095 0.000948428| -2.14889
1440227 _at Sic5a3 solute carrier family 5 (inositol member 3 NM_017391 0.00134124] -2.14963
1456756_at | Zc3hav1l zinc finger CCCH-type, antiviral 1-like INM_172467 0.000234834| -2.1497
1424586_at ’Ehbm EH domain binding protein 1 INM_001252515 /// NM_153078 0.00439122] -2.15033
1440418_at 0.00866894] -2.15060
1425234 _at Col20a1 collagen, type XX, alpha 1 INM_028518 0.000302414| -2.15149
1442106_at Fancm Fanconi anemia, ion group M NM_178912 0.00054429) 215178
1436102_at Sec22c SEC22 vesicle trafficking protein homolog C (S. INM_001164562 /// NM_178677 1.13E-06 -2.15256
1429203 _at 2410076121Rik |RIKEN cDNA 2410076121 gene INM_028598 0.00074648| -2.15301
1455867 _at Sox4 SRY-box gene 4 INM_009238 0.000795285 -2.15316
1428454_at Bcas3 breast carcinoma amplified sequence 3 INM_001166642 /// NM_001166643 /// NM_138681 0.000266722| -2.1533
1453796 _a_at _|Ergic2 ERGIC and golgi 2 NM_026168 /// NM_026355 1.52E-05] 2.15364
1438677 _at Pkp4 plakophilin 4 INM_026361 /// NM_175464 2.88E-05 -2.15465
1459980 _x_at _|Rab3a RAB3A, member RAS oncogene family NM_001166399 /// NM_009001 0000431141 2.15567
1423779_¢ Chchdé led-coil-heli iled-coil-helix domain ing 6 INM_001167736 /// NM_025351 0.00131838 -2.15584
1438183 _x_at Sord sorbitol INM_146126 0.000128517 -2.15691
1440999_at Zfp697 zinc finger protein 697 INM_172863 0.000246206 -2.15738
1453290_at Hmgxb4 HMG box domain i 4 INM_178017 0.00833082 -2.15757
1415919_at NpdcT neural proliferation, differentiation and control 1 NM_008721 0.000141744 2.15766
1438703_at Ankrd26 ankyrin repeat domain 26 INM_001081112 0.00397881 -2.15812
1436518_at Uspd6 ubiquitin specific peptidase 46 NM_177561 0.000109395 -2.15861
1431665_a_at  Timm8b of inner 8B INM_013897 0.000895114| -2.15939
1437848 x_at _ |Adpgk ADP- NM_028121 0.00108487 -2.15955
1441808 _at 0.000611984 -2.16055|
1458833_at Nrcam neuron-glia-CAM-related cell adhesion molecule INM_001146031 /// NM_176930 0.008528| -2.16071
1441632_at C130079B09RIK/RIKEN cDNA C130079B09 gene 0.00682026| -2.16099
1419256_at Sptbn1 spectrin beta, non-erythrocytic 1 INM_009260 /// NM_175836 0.00038755 -2.16211
1438631 x_at__|Ttc13 i ide repeat domain 13 NM_145607 0 oooes@{ 2.16233
1460486_at Rabgap1 RAB GTPase activating protein 1 INM_001033960 /// NM_146121 0.000246898| -2.16234
1424653 _at Tspan15 INM_197996 0.00064512{ -2.1644
1418090_at Plvap vesicle iated protein NM_032398 0.000314068 2.16568
1434337_at Cmtm4 CKLF-like MARVEL domain ing 4 INM_153582 0.0003260! -2.16662
1449913_at Zfp2 zinc finger protein 2 NM_001044697 /// NM_001044698 /// NM_001044699 /// NM_001044700 /// NM_009550 //] 0.00355458] 216732
1445281 _a_at B230311B06Rik |RIKEN cDNA B230311B06 gene XM_003945419 /// XM_003945420 0.0¢ 0405829\ -2.16785
1420230_at AA412993 sequence AA414993 0.00883783| -2.16926
1424726_at Tmem150a protein 150A INM_144916 0. 0354%‘ -2.16969
1444998_at -— — — 0.0056721‘ -2.17014
1420930_s_at__|Ctnnall catenin (cadherin protein), alpha-like 1 NM_018761 0.0075576] -2.17046
1453341_a_at [ Tmem202 protein 202 INM_178388 0.0003631@{ -2.17147
1439284_at Epb4. 115 erythrocyte protein band 4.1-like 5 NM_001113416 /// NM_145506 0.0013488 -2.17206
1438401_at Ubn1 1 INM_026666 0.00124631\ -2.17283
1454834_at Nfib nuclear factor I/B INM_001113209 /// NM_001113210 /// NM_008687 0.00349304| -2.17525
1417049_at Rhd Rh blood group, D antigen NM_011270 0.00681463] 21762
1451490_at Lyplal1 i like 1 INM_146106 0.0046916‘ -2.17814
1428452_at 2810025M15RiK|RIKEN cDNA 2810025M15 gene NM_027274 /I NR_027984 0.00169011] 247961
1455090_at Angptl2 angiopoietin-like 2 INM_011923 0.00130098| -2.18082
1460227_at Timp1 tissue inhibitor of 1 INM_001044384 /// NM_011593 7.92E-05 -2.18105
1436695_x_at @modi& ELMO/CEDJZ domain containing 3 INM_001253692 /// NM_144917 0.0051 7007\ -2.18237
1417311_at Crip2 cysteine rich protein 2 NM_024223 -2.18389
1451656_at Cimn calmin NM_001040682 /// NM_053155 -2.18405 |
1426865_a_at Ncam1 neural cell adhesion molecule 1 INM_001081445 /// NM_001113204 /// NM_010875 -2.18582
1460365_a_at __[Dnm1 dynamin 1 NM_010065 -2.18694
1440116 _at D630045J12Rik |RIKEN cDNA D630045J12 gene INM_194061 -2.18947
1427078_at Snx19 sorting nexin 19 INM_028874 -2.19077
1460553_at Fam220b family with sequence similarity 229, member B NM_183254 0.0040418 2.19144
1452626_a_at Fuom fucose INM_026928 0.0032536: -2.19159
1426936_at BC005512 /// F6|cDNA sequence BC005512 /// RIKEN cDNA F630007L15 gene /// predicted gene 69|XM_001479180 /// XM_001480210 /// XM_003688870 /// XM_003689442 /I/ XM_989008 /I/ 0.00539082] 2.19283
1419638_at Efnb2 ephrin B2 INM_010111 0.00461264| -2.19426
1438688_at Srm2 i inine repetitive matrix 2 NM_175229 0.00635604] 2.1953
1417952_at Cyp2i6 P450, family 2, subfamily j, 6 [NM_010008 0.00379716 -2.19558
1456945_at Nudt6 nudix (| i linked moiety X)-type motif 6 INM_153561 0.00350151 -2.19609
1456705_at 0.00735132| 2.19636
1441327_a_at__|Ssr1 signal sequence receptor, alpha NM_025965 0.00341807| -2.19778
1452287 _at Msit musashi RNA-binding protein 1 NM_008629 0.00240526| -2.19801
1421861_at Clstn1 1 INM_023051 0.000281966| -2.19872
1437458 x at__|Clu Clusterin NM_013492 0.00356214] -2.19898
1428999_at Phf3 PHD finger protein 3 INM_001081080 /// NM_025871 0.00579418 -2.19908
1434020_at Pdap1 PDGFA protein 1 INM_001033313 0.000236879 -2.19938
1457467 _at 000139586 -2.20027
1455687 _at Ick intestinal cell kinase INM_001163780 /// NM_019987 0.00170884| -2.20123
1434256_s_at__|Cds2 CDP-diacylglycerol synthase (phosphatidate 2 NM_138651 0.000891768 2.20317
1418664 _at Mpdz multiple PDZ domain protein INM_010820 0.0049443: -2.20318
1435722_at Gria4 receptor, ionotropic, AMPA4 (alpha 4) INM_001113180 /// NM_001113181 /// NM_019691 0.0049956¢ -2.20452
1441709_at Sicita2 solute carrier family 11 (proton-coupled divalent metal ion transporters), member 2_|NM_001146161 /// NM_008732 0.0090937 -2.20648
1434463_at Bfsp2 beaded filament structural protein 2, phakinin INM_001002896 0.0017148 -2.20682
1455247 _at Amoti1 i ik NM_001081395 0.000602678 221188
1456136_at Kifc5b kinesin family member C58 INM_016761 /// NM_053173 0.00108913 -2.21229
1433481_at Fkbp14 FK506 binding protein 14 INM_153573 0.00249287| -2.21303
1424157 _at EhdZ EH—dcma\n containing 2 INM_153068 0.00128615 -2.21537
1452885_at Scaf11 SR-related CTD- factor 11 INM_028148 0.0003266: -2.21632
1447912 x_at__|Akap9 [Akinase (PRKA) anchor protein (yotiao) 9 NM_194462 0.000840431 221762
1454430_at Pde11a 1A NM_001081033 0.00569342] -2.21771
1438312_s_at__|Ltbp3 latent ing growth factor beta binding protein 3 NM_008520 0.000933121 2.21855
1418057 _at Tiam1 T cell invasion and 1 INM_001145886 /// NM_001145887 /// NM_009384 0.00018141 -2.22053
1433813_at Tmem48 protein 48 INM_028355 -2.22082
1419289_a_at__|Syngrl synaptogyrin 1 INM_009303 /// NM_207708 -2.22094
1424133_at [ Tmem98 protein 98 INM_029537 -2.22119
1449471 _at Kenmb4 large Iclum-activated channel, subfamily M, beta member|[NM_021452 2.22265
1428098_a_at Tm7sf3 7 superfamily member 3 INM_026281 -2.22278
1417156_at Krt19 keratin 19 INM_008471 -2.22311
1439516_at 2610201A13Rik |RIKEN cDNA 2610201A13 gene - -2.22321
1455060_at G3bp1 GTPase activating protein (SH3 domain) binding protein 1 NM_013716 -2.22361
1425416 s at__|Psrci proline/serine-rich coiled-coil 1 NM_001190161 /// NM_019976 2.22518
1439382_x_at Ddr1 discoidin domain receptor family, member 1 INM_001198831 /// NM_001198833 /// NM_007584 /// NM_172962 -2.22591
1460324_at Dnmt3a DNA mett 3A NM_001271753 /// NM_007872 /I NM_153743 2.22723
1435908_at Gm14964 predicted gene 14964 XR_106194 /// XR_168777 0.00076147‘ -2.22981
1434914_at Rabéb RAB6B, member RAS oncogene family INM_173781 0.0007991 77\ -2.23241




1437833 _at Ltop3 Tatent ing growth factor beta binding protein 3 NM_008520 0.00192805] 2.23824
1434961 _at Asb1 [ankyrin repeat and SOCS b ining 1 NM_001039126 /// NM_023046 0.00389565| 2.23847
1423627_at Naot NAD(P)H dehydrogenase, quinone 1 NM_008706 0.000452546] -2.23889
1440268 _at Trima ripartite motif-containing 41 NM_145377 0.00699514] -2.23965
1433404_at 4930423020Rik|RIKEN cDNA 4930423020 gene 0.0025365 -2.24041
1415875 _at 3010003L21Rik [RIKEN cDNA 3010003L21 gene NM_175404 /// XR_105066 /I/ XR_107859 0.000542246] -2.24055
1438030_at Rasgrp3 RAS. guanyl releasing protein 3 NM_001166493 /// NM_207246 0.00515021] 2.24188
1459864_at Gpr146 G protein-coupled receptor 146 INM_001038703 /// NM_030258 0.000264369 2.24347
1459940_at Acn9 ACNS homolog (S. cerevisiae) NM_001077713 0.00653448| -2.24439
1445639_at Adgb androglobin NM_001127353 /I NM_172547 0.00669298| -2.24564
1437689 x at__|Clu clusterin NM_013492 0.00787601 2.04684
1441984 _at Clspn claspin NM_175554 0.0054077 -2.24688
1453185 _at Sfrs18 i h splicing factor 18 NM_025669 0.00774128] 2.24727
1421040_a at _|Gsta2 alpha 2 (Yc2) NM_008182 0000911936 2.24823
1436489 x_at__|Gtdc2 like domain 2 NM_153540 000202436 -2.24901
1436804_s_at__[Scyll SCY-like 1 (S i NM_023912 0000394734 224933
1437515 _at Gm7040 /1 Pri gene 7040 /I prolactin family 2. subfamily ¢, member 2 /// prolactin family [NM_011118 /// NM_011954 /// NM_031191 /i NM_181852 /// XM_001473551 /I/ XM_90424 0.00876845] 22497
1438615 x_at__|Sapcd2 APC domain containing 2 INM_001081085 0.00182502] 2.25179
1451456_at 6430706D22Rik [RIKEN cDNA 6430706D22 gene /// RIKEN cDNA A730008H23 gene /// Holliday juncNM_172505 /// NM_198652 /// NR_040291 0.00481018] 2.25198
1451428 x_at__|Egii7 EGF-like domain 7 NM_001164564 /// NM_178444 /// NM_198724 /il NM_198725 0.000258161 -2.25886
1443285_at — 0.000934562 226116
1417548 _at Sart3 cell antigen by T cells 3 NM_016926 0.0039261 2.26191
1439070 x_at__|Pisd-ps1 /// 1 001004146 /i/ NR_003517 /// NR_003518 0.00646308] 226282
1459996_at Cacnata calcium channel, voltage-dependent, P/Q type. alpha 1A subunit NM_001252059 /// NM_001252060 /// NM_001252061 /// NM_007578 0.000618841 2.26354
1448292_at Ugertt qui ¢ reductase, complex I subunit XI NM_025650 0.00231458] 2.26443
1431273 _at 2810417H13Rik|RIKEN cDNA 2810417H13 gene NM_026515 0.0024792] -2.26583
1451870_a_at __|Brd4 containing 4 [NM_020508 /// NM_198094 0.000976602 -2.26585
1455529_at Mex3a mex3 homolog A (C. elegans) NM_001029890 00085724 226757
1425126 _at Ncam1 neural cell adhesion molecule 1 NM_001081445 /// NM_001113204 /// NM_010875 0.00196197] -2.26836
1418263 at Dax25 DEAD (Asp-Glu-Ala-Asp) box 25 NM_013932 0.00142141 2.2687
1432840_at Galnti1 UDP-N-acetyl-alpha-D N 1144908 0.00782784] 2.26963
1454862_at Phidb2 pleckstrin homology-like domain, family B, member 2 INM_001252442 /i NM_153412 0.00833776] 2.271
1444952_a_at __|NucksT nuclear casein kinase and cycli kinase substrate 1 NM_001145804 /// NM_175294 9.14E-05] 227101
1419205 x_at__|Gpatchd G patch domain ing 4 NM_001110809 /// NM_025663 0.00168403] 2.27273
1459868 x_at__|Gm13305 /I gene 13305 /I predicted gene 2002 /I 1 receptor, aipha chain [NM_001099348 /i NM_001100596 /// NM_001163401 //7 NM_001172054 /I/ NM_010549 /71| __0.000290763 227288
1434606_at Erbb3 v-erb-b2 leukemia viral oncogene homolog 3 (avian) NM_010153 0.000439481] 2.27379
1432037 _at Ppp1roa protein phosphatase 1, regulatory (inhibitor) subunit 9A NM_181595 0.00565144] 2.27391
1439436 x_at__|Incenp inner protein NM_016692 0.00282745| 2.27441
1448664 a_at __|Speg SPEG complex locus NM_001085370 /// NM_001085371 /// NM_001173477 //f NM_007463 0.00154259) 2.27804
1424967 x_at__[Tnnt2 troponin T2, cardiac NM_001130174 /// NM_001130175 /// NM_001130176 /// NM_001130177 /// NM_00113017¢ 0.00156146| -2.27806
1449553_at Nkaint Na+/K+ transporting ATPase 1 NM_02599 0.000373569 2.27957
1448519 _at Tead2 TEA domain family member 2 NM_01156! 0.00183458] 228213
1426315 a_at __|6330416G13Rik|RIKEN cDNA 6330416G13 gene NM_14490 0.00166787| 2.28271
1422437 _at Col5a2 collagen, type V, alpha 2 NM_00773 0.00569603] 22829
1426649_at Tmeff1 protein with EGF-like and two follistatin-like domains 1 NM_021436 0.000673672 2.28534
1436853 a_at __|Snca synuclein, alpha NM_001042451 /// NM_009221 000259381 -2.28826
1436719_at SIca5i Solute carrier family 35, member F1 NM_178675 0.00578712] 228865
1418784 _at Griks receptor, ionotropic, kainate 5 (gamma 2) NM_008168 0.00714505] 2.20188
1451058 _at Mcts2 T cell amplified sequence 2 NM_025543 0.000552754] -2.29368
1439630_x_at__|Sbsn NM_001083903 /// NM_172205 0.00174142| 2.298
1434446 _at Insr insulin receptor NM_010568 8.04E-05 2.29931
1420009_at Wwc WW, C2 and coiled-coil domain 1 NM_170779 0.000270671] 2.30124
1435618_at Pnma2 paraneoplastic antigen MA2 NM_175498 000614361 23032
1445819_at -2.30552
1426956 a_at | Trp53bp1 related protein 53 binding protein 1 NM_013735 -2.30736
1456649 -2.30767
1444517 _at 4930485B16Rik [RIKEN cDNA 4930485816 gene // predicted gene 872 X -2.31085|
1458026 _at Zfpa62 zinc finger protein 462 NM_172867 o.oozzzzw;e{ 2.31323
1450040_at Timp2 tissue inhibitor of 2 NM_011594 0.000337058 2315
1428393 _at N1 neuritin 1 NM_153529 0.000212142] 2.31535
1440183 x at__|Apoptl i 1 NM_001163388 /// NM_026511 0.00619093| 23155
1428785 _at Amotl1 like 1 NM_001081395 4.65E-05 231739
1444439_at Bridbp Bri3 binding protein NM_029752 0.000458584] 2.31767
1418670_s_at__|Hspg2 perlecan (heparan sulfate 2) NM_008305 0.000182813 2.31768
1452656_at Zdhhc2 zinc finger, DHHC domain 2 NM_178395 0.000232652 2.31848
1419698 _at Cxelll (C-X-C moif) ligand 11 NM_019494 /I NR_038116 0.00755382] 2.31863
1452606_at Mnd1 meiotic nuclear divisions 1 homolog (S. NM_029797 000142697 -2.32007
1433147_at Cald1 1 NM_145575 2.32152
1430010_at Ncapd2 non-SMC T complex, subunit D2 NM_146171 2.32307
1427294 a_at__|SIc38al0 solute carrier family 38, member 10 NM_001164798 /// NM_001164799 /// NM_001164800 /// NM_001164801 /// NM_001164807 -2.32308
1425029_a_at _|Mboat2 membrane bound O-acy domain 2 NM_001083341 /// NM_026037 -2.3234

1432237 _at 5730522E02Rik |RIKEN cDNA 5730522E02 gene NM_027486 /I NR_027973 -2.32645)|
1433253 _at 5033423K11Rik |[RIKEN cDNA 5033423K11 gene - 2.3274

1431528 _at 5830427D02Rik|RIKEN cDNA 5830427D02 gene — 2331

1443931 _at Zip882 zinc finger protein 882 NM_001166645 2.33271
1455546_s_at__|Sf3a2 splicing factor 3a, subunit 2 NM_013651 2.33328
1451626 x_at__|-— -2.33442
1423965_at Cd99iz CD99 antigen-iike 2 NM_001199349 /// NM_138309 -2.33485
1454917 _at Alg10b linked 108 (alpha-1, NM_001033441 1.52E-06| 2.33526
1454800 _at Morn2 MORN repeat 2 NM_194269 o.uosgsa&# 2.33598
1448523_at Nphp1 is 1 (juvenile) homolog (human) NM_016902 0.000790483 -2.33706
1449785 _at AA414993 sequence AA414993 0.00669186] -2.33823
1449198 a at _|St3gals ST3 bet: alpha-2.3-si 5 NM_001035228 /// NM_011375 0.000544764 2.34131
1433670_at Emp2 epithelial protein 2 NM_007929 9.76E-05 -2.34366
1423989_at Tocpri tectonin beta-propeller repeat 7 NM_027410 0.000392876] -2.34498
1429946 _at Codci41 coiled-coil domain 141 NM_001025576 0.00394043] -2.34506
1454246 _at St3gal6 ST3 bet: alpha-2,3-si 6 NM_018784 0.00444143] 2.34516
1417245 _at Gpr180 G protein-coupled receptor 180 NM_021434 2.65E-05 2.34597
1453122_at Fam135a family with sequence similarity 135, member A NM_026604 0.00388928] -2.34627
1439852_at 0. 073303ﬂ 2.34733
1418269_at Loxi3 lysyl oxidase-like 3 NM_013586 0.000174287] 2.34854
1438800_at Nagk N Kinase NM_001164187 /// NM_019542 0.00543906] 2.34924
1455792 x_at__|Ndn necdin NM_010882 0.00365873] 2.34928
1432092_a at __|Gulp GULP, adaptor PTB domain 1 INM_027506 /// NM_028450 0.00185655) 2.35213
1447908 x_at__|Ttc3 i repeat domain 3 NM_009441 0.00116511] -2.35295
1416136_at Mmp2 matrix 2 NM_008610 0.00309704| 2.35332
1420062_at 0.00368512| -2.35352
1438149_at Pif1 PIF1 5-to-3 DNA helicase homolog (S. NM_172453 0.00791455| 2.3543
1448249 _at Gpdt glycerol-3 1 (soluble) NM_010271 0.00691819) 2.35494
1442347 _at Lrp8 low density I por-related protein 8,  receptor NM_001080926 /// NM_053073 /// NR_033496 0.000845624 2.35626
1424113_at Lamb1 laminin B1 NM_008482 0.000132883 -2.35697
1454738 x_at__|Pex6 i is factor 6 NM_145488 0.00265674] -2.35849
1447853 x_at__|Kif13a kinesin family member 13A NM_010617 0.000679168 23622
1436118_at Vangi2 vang-iike 2 (van gogh, Di NM_033509 0.00141014] -2.36268
1434497 _at 4933431E20Rik [RIKEN cDNA 4933431E20 gene NM_177858 /I NR_015459 0.00215176| -2.36333
1435820 x at__|Dart discoidin domain receptor family, member 1 NM_001198831 /// NM_001198833 /// NM_007584 /I/ NM_172962 0.00120078] -2.36353
1436944 x_at__|Pisd-ps1 /Il Pi I 1_001004146 /// NR_003517 /// NR_003518 0.00374129) 2.36528
1454849 x_at__|Clu clusterin NM_013492 0.000550395 -2.36585
1424462_at Ergic2 ERGIC and golgi 2 NM_026168 /// NM_026355 5.62E-07| -2.36763
1443867 _at Ankrd12 ankyrin repeat domain 12 NM_001025572 0.00541017] -2.36888
1459226 at 2.37242
1458661 _at 2.37358
1452654_at Zdhhc2 zinc finger, DHHC domain containing 2 NM_178395 -2.37382
1419987 _at — 0.00782398| -2.37406
1447976 _at A596198 sequence Al596198 0.0025547 2.37673
1438804_at 10 NM_001024910 /// NM_001024911 0.00224578| 2.37729
1416517 _at Pnpla6 patatin-like pho domain 6 NM_001122818 /// NM_015801 0.00511147] 2.37824
1425979 a at _|Fbft Fas (TNFRSF) binding factor 1 NM_172571 0.000903606 -2.3803
1417823 _at Galr3 /I Geat__|galanin receptor 3 /1 glycine C (2-amino-3 1_001161712 /if NM_013847 // NM_015738 0.000622728 238174
1419703 _at Col5a3 collagen, type V, alpha 3 NM_016919 0.00121927] -2.38261
1417404_at Elovie [ELOVL family member 6. of long chain fatty acids (yeast) NM_130450 0.000594601 -2.38321
1451684 a_at __|Bicdl bicaudal D homolog 1 (Drosophila NM_001112796 /// NM_009753 0.00883437| -2.38361
1439216 _at 0.00549261 238702
1452072_at Moﬁ myc target 1 NM_026793 0.00400725] -2.38846
1436866_at Efna5 ephrin A5 NM_010109 /// NM_207654 0.000356944 2.38958
1417323 _at Psrci ine/serine-rich coiled-coil 1 NM_001190161 /// NM_019976 0.00394282] -2.39239
1458151 _at 4833444G19RIK|RIKEN cDNA 4833444G19 gene 0.0014384 -2.39293
1447676 x_at 100a16 S100 calcium binding protein A16 NM_026416 0000404008 2.39474
1447900 x_at__|Entpd4 1 NM_026174 8.50E-06 2.39522
1415824 _at cd2 stearoyl-Coenzyme A 2 NM_009128 6.97E-05 2.39626
1450929_at fp57 zinc finger protein 57 NM_001013745 /// NM_001168501 /// NM_001168502 //f NM_009550 /// NR_033137 0.00718186| -2.40002
1434709_at Nrcam neuron-glia-CAM-related cell adhesion molecule NM_001146031 /// NM_176930 0.000209036 2.40258
1422444_at ligab integrin alpha 6 NM_001277970 /// NM_008397 0.0012299 -2.40281
1456579 x_at__|Telo2 TEL2, telomere 2, homolog (S. NM_001163661 /// NM_027880 0.00147665| -2.40356
1448288 _at Nfib nuclear factor I8 [NM_001113209 /// NM_001113210 /// NM_008687 0.00113152] 240438




1431147_at Rint1 RAD50 interactor 1 NM_177323 0.00220443] 2.40503
1448737 _at Tspan? tetraspanin 7 NM_019634 0.000713613 -2.40745
1431163_at 2700046G09RIK|RIKEN cDNA 2700046G09 gene NR_033198 0.00809662] -2.40866
1444068_at Med13 mediator complex subunit 13 NM_001080931 00073741 24088
1441964_at Qk quaking NM_001159516 /// NM_001159517 /// NM_021881 0.00549957| 2.40023
1420008 s at__|Wwel WW, C2 and coiled-coil domain containing 1 NM_170779 0.000122014 -2.40987
1438476 _a_at __|Chd4 in helicase DNA binding protein 4 NM_145979 1.00E-04] 2.41209
1419639_at [Efmb2 lephrin B2 INM_010111 0.00279637] 2.41241
14297111 _at Tin2 talin 2 NM_001081242 /// NM_027458 0.000794@‘ -2.41488
1438266_at Adamtsi5 ADAMTS-like 5 NM_001113548 /// NM_025629 0.00847295| -2.4225|
1460713 _at Dnpht 2- ide 5 N-hydrolase 1 NM_207161 0.00716941 242514
1449190_a at _|Entpdd 1 NM_026174 9.50E-05 2.42622
1441823 _at Zmiz1 zinc finger, MIZ-type containing 1 NM_001033402 /// NM_183208 0.000861918 2.42725
1454677 _at Timp2 tissue inhibitor of 2 NM_011594 7.08E-06) -2.42789
1440975 _at Mxra? I i 7 NM_026280 0.00273288| -2.42896
1425820 _x_at__|Gpatch4 G patch domain containing 4 NM_001110809 //7 NM_025663 000190723 24309
1459679 s at__|Myoib myosin 1B NM_001161817 /// NM_010863 0.00456175| 243131
1452666 a_at _[Tmcc2 and coiled-coil domains 2 NM_178874 0.0050831 2.43165
1451224 _at Scamp5 secretory carrier membrane protein 5 NM_020270 0.00201001 243177
1429849 _at Kansi3 KATS regulatory NSL complex subunit 3 NM_172652 6.09E-05 2.43266
1456226 x_at__|Ddr1 discoidin domain receptor family, member 1 NM_001198831 /// NM_001198833 /// NM_007584 /1/ NM_172962 0. o1esoq 2.43373
1434501 _at Ypeld yippee-like 4 (Drosophila NM_001005342 0.00866795| 2.43377
1449002_at Phida3 pleckstrin homology-like domain, family A, member 3 INM_013750 00 034032‘ 243509
1430600_at Cmim5 CKLF-like MARVEL domain 5 NM_026066 /// NM_029390 0.00203785| 243752
1453022_at Gpihbp1 GPI-anchored HDL-binding protein 1 NM_026730 0.000440134 243777
1429156_at Cenpw protein W NM_001109747 0.00759856) 2.43814
1458268 s_at__|igibp3 insulin-like growth factor binding protein 3 NM_008343 2.94E-05 2.43827
1447946_at Adam23 a di in and idase domain 23 NM_001177600 /// NM_011780 0.00333944] 244277
1436246_at 0.00231422| -2.44401
1418815 _at Cdn2 cadherin 2 NM_007664 0.00199366| 2.44532
1455849_at Navi neuron navigator 1 NM_173437 0.00410544] 2.44575
1454585 _at Enho energy NM_027147 0.000490074 24461
1424198_at Digs discs, large homolog 5 (Drosophila) NM_001163513 /// NM_027726 0.00186118 2.4462
1423477 _at Zict zinc finger protein of the 1 NM_009573 0.00417621 2.44698
1435383 x_at__[Ndn necdin NM_010882 0.00386593] -2.44853
1433662_s_at__|Timp2 tissue inhibitor of 2 NM_011594 4.39E-05 -2.4499
1438527 _at Gm12816 /1/ gene 12816 // predicted gene 5879 // ribosomal protein L3 INM_013762 /// XM_001475733 /I/ XM_001476804 /il XR_035706 /// XR_107848 X 245056
1424263 _at A1 allograft i y factor 1-like NM_145144 -2.45063
1428792_at Beast breast carcinoma amplified sequence 1 NM_001164369 /// NM_029815 2.45239
1416613_at Cypibi P450, family 1, subfamily b, ide 1 NM_009994 -2.45298
1452048 _at Mrpi12 mitochondrial ribosomal protein L12 NM_027204 -2.45441
1446367 _at 0.00412746| 245492
1446417 _at - 0.000187247 2.45582
1447913 x_at__|Akap9 [Akinase (PRKA) anchor protein (yotiao) 9 NM_194462 0.001150 -2.45883
1437540_at Mcoln3 mucolipin 3 NM_134160 0.00560053] -2.46004
1443822_s_at__|Cisd1 CDGSH iron sulfur domain 1 NM_134007 0000176116 2.46033
1419646 a at__[Mbp myelin basic protein NM_001025245 /I NM_001025251 /17 NM_001025254 /i NM_001025255 //7 NM_00102525] ___0.00412131 24621
1455020_at Snx25 sorting nexin 25 NM_207213 1.93E-06] 2.46334
1427100 _at Metrn meteorin, glial cell differentiation regulator NM_133719 0.000675726 2.46427
1426061 x_at__|— 0.0076553 -2.46445)|
1429341_at 0az3 omithine antizyme 3 NM_016901 0.00358824] 246667
1451370_at Codci07 coiled-coil domain containing 107 NM_001037913 0.000138168] -2.46839
1455858 x_at__|Pomc pro-opi -alpha NM_008895 0.00562226| 2.46992
1442916 _at 000625117 247008
1425235 s at__|Col20al collagen, type XX, alpha 1 NM_028518 0.00313297] -2.47046
1427866 Hbb-b2 in, beta adult minor chain NM_016956 0.00023050: 24705
1434909_at Rragd Ras-related GTP binding D NM_027491 0.00121791 2.47096
1451446_at Antxrt anthrax toxin receptor 1 NM_054041 0.00201509) 2.47149
1456210_at Proser2 proline and serine rich 2 NM_001159657 /// NM_144883 0.000296317 247325
1456154_at 0.00191735] 2.47345
1445843 _at Chd2 in helicase DNA binding protein 2 NM_001081345 0.00317768] 2.47446
1444290_at Steap2 six epithelial antigen of prostate 2 NM_001103156 /// NM_001103157 /// NM_028734 0.00233729) 247465
1449094 _at Gict gap junction protein, gamma 1 NM_001159382 /// NM_001159383 /// NM_008122 0.0045771 2.47506
1436356_at Samd4 sterile alpha motif domain containing 4 NM_001037221 /// NM_001163433 /// NM_028966 0.000891903 2.47703
1416482_at Ttc3 repeat domain 3 NM_009441 0.00024828] 248152
1434235_at Sic20a2 Solute carrier family 20, member 2 NM_011394 0.000244979 248427
1425031 _at Fin fukutin NM_139309 0.00161241 2.48784
1427245 _at Arfgap1 ADP-i Tactor GTPase activating protein 1 INM_001177706 /// NM_001177707 /// NM_001177708 /// NM_001177709 /// NM_00117771( 0.00554387] 2.49058
1422889_at Pcdhi8 in 18 NM_130448 0.0030632 -2.4945|
1440584 _at 9130221L21Rik |RIKEN cDNA 9130221L21 gene 0.00733932] 2.49803
1418709_at Cox7ai ¢ oxidase subunit Viia 1 NM_009944 0.00253848| -2.49851
1416662_at Sardh sarcosine dehydrogenase NM_138665 0.00010297" -2.49921
1441055 _at Paim2 in 2 NM_172868 0.0029788 249991
1437442_at — 0.0016390 250122
1456214 _at Pcdh? 7 NM_001122758 /// NM_018764 0.003869 2.50129
1433970_at Bola3 bolA-ike 3 (E. col) NM_175277 0.0018606] 2.50372
1424114_s at__|Lambl laminin B1 NM_008482 0.000970786 -2.50678
1459886_at 0.00305835] 2507
1426618 a_at _|Pomgnt1 protein O-linked mannose beta,2-N NM_026651 /// NM_029786 0.000133425 25079
1428795 _at Sic18b1 solute carrier family 18, subfamily B, member 1 NM_183116 0.0085307 250957
1453612_at Neki NIMA (never in mitosis gene a)-related kinase 1 NM_175089 7.61E-05 251276
1436128 _at Plekhag pleckstrin homology domain ing, family A i binding specific) [NM_001001335 /// NM_001164361 X 251542
1418478 _at Lmof LIM domain only 1 NM_057173 251639
1434957_at Cdon cell adhesion molecul qulated by NM_021339 -2.51681
1427433_s_at__[Hoxa3 homeobox A3 NM_010452 251728
1450637 a_at _|Aebpl AE binding protein 1 NM_009636 251795
1423669_at Collal collagen, type I, alpha 1 NM_007742 251797
1454604_s_at__|Tspani2 12 NM_173007 251932
1430855_at Col20at collagen, type XX, alpha 1 NM_028518 -2.52087
1456097 _a_at__[Itgb3bp integrin beta 3 binding protein (beta3-endonexin) NM_026348 -2.52002
1434974_at Pdk1 pyruvate kinase. 1 NM_172665 -2.52339
1435255 _at Pixnb1 plexin B1 NM_172775 2.52544
1439947 _at Cypiiat P450, family 11, subfamily a, ide 1 NM_019779 2.52592
1426858 _at Inhbb inhibin beta-B NM_008381 -2.52681
1457373 _at X 252727
1450732_a_at _|Bicd2 bicaudal D homolog 2 (Drosophila) NM_001039179 /// NM_001039180 /// NM_029791 39E-06 2.529
1421461 _at Mpl ive leukemia virus oncogene NM_001122949 /// NM_010823 253074
1436355_at Fads6 fatty acid domain family, member 6 NM_178035 7.67E-05 2.53097
1438941 x_at__|Ampd2 inase 2 NM_028779 0.000534825 253181
1423652_at Iscat iron-sulfur cluster assembly 1 homolog (S- NM_026921 0.00233833] 2.53236
1439514 _at /A930004D18RIK|RIKEN cDNA A930004D18 gene INR_028376 /// NR_028377 0.000667763] -2.53275
1456072_at Pppirda protein phosphatase 1, regulatory (inhibitor) subunit 9A NM_181595 000361051 253277
1432885_at 4632432E15Rik |RIKEN cDNA 4632432E15 gene 0.000438134 2.53742
1442112_at Vpsi8 Vacuolar protein sorting 18 (yeast) NM_172269 0.000897866 253816
1419429_at Cnfr ciliary neurotrophic factor receptor NM_001136056 /// NM_001146080 /// NM_016673 0.000591073 -2.53839
1429348 _at Sema3c 'sema domain, immunoglobulin domain (g), short basic domain, secreted, 013657 0.000820805 2.54191
1446564_at D18Ertd169 _|DNA segment, Chr 18, ERATO Doi 169, 0.00214504] -2.54411
1423331 a at__|Pvi3 poliovirus receptor-related 3 NM_021495 /// NM_021496 /// NM_021497 0.00518299) 2.54531
1438325 _at Mecom [MDST and EVIT complex locus NM_007963 /// NM_021442 0.00407365| 254673
1437531 _at Trpm1 transient receptor potential cation channel, subfamily M, member 1 NM_001039104 /// NM_018752 8.52E-05 -2.54756
1457603 _at Ppp1roa protein phosphatase 1, regulatory (inhibitor) subunit 9A NM_181595 0.00078973) 254988
1452434 s _at__|Dger6 DiGeorge syndrome critical region gene 6 NM_010047 0.000648206 -2.55066
1416740 _at Colsal collagen, type V, alpha 1 NM_015734 0.000648245 25539
1438957 x_at__|Cds2 CDP- ycerol synthase (phosphatidate 2 NM_138651 0000311158 255723
1439828 o.oomzm‘ -2.56248
1435382_at Ndn necdin NM_010882 0.00618093] -2.56336
1452595 _at Adamtsd a fike and type) with type 1 |[NM_172845 0.00126718| -2.56382
1423852_at Shisa2 shisa homolog 2 (Xenopus laevis) NM_145463 0.00225961 256737
1435785 _at [End2 EH-domain ing 2 NM_153068 0.00330241 256872
1426042_at Fgd4 FYVE, RhoGEF and PH domain containing 4 NM_139232 /// NM_139233 /// NM_139234 0.00900326| -2.56985
1456241 a_at__|SIc3sal0 solute carrier family 38, member 10 NM_001164798 /// NM_001164799 /// NM_001164800 /// NM_001164801 /// NM_001164807 3.89E-05 -2.56994
1449531 _at Leprel2 leprecan-like 2 NM_013534 0.000298973 257019
1445418_at Smgé Smg-6 homolog, nonsense mediated mRNA decay factor (C. elegans) INM_001002764 0.00431578] 257105
1440807 _at 0.0050934 2.57114
1440085 _at Edazr A2 receptor NM_001161432 /// NM_001161433 /// NM_175540 0.00193168] 2.57346
1459695 _at 0.00358918| 257387
1435187_at Tomm20 of outer 20 homolog (yeast) NM_024214 3.53E-05 257587
1448494 _at Gast growth arrest specific 1 NM_008086 000159178 257799
1424594_at Samd4 sterile alpha motif domain containing 4 NM_001037221 /// NM_001163433 /// NM_028966 0.000424315] 25782
1458252_at 0.0017515% 2.58008
1438652 x_at__|Pigq glycan anchor b class Q NM_011822 2.07E-05 258552
1450455_at 0.00183122{ -2.58683
1451891 a at __|Dysf dysferlin NM_001077694 /// NM_021469 4.44E-06 258773
1433615_at Tmem117 protein 117 NM_178789 0.00282049) 2.58032
1435524_at Snhg8 small nucleolar RNA host gene 8 NR_028574 2.46E-05 258972




1436657_at Gm11744 predicted gene 11744 NM_001163318 0.000332717] 2.59003
1454388_at 2900046F 13Rik |RIKEN cDNA 2900046F 13 gene o,uoasszﬁ‘ -2.59086
1428293 _at Bod1 of in cell division 1 NM_001024919 0.000177935 2.59165
1450914 _at Ppp1ridb protein phosphatase 1, regulatory (inhibitor) subunit 148 NM_008889 0000132721 259281
1455129_at Mtdh metadherin NM_026002 7.56E-07) 2.59313
1438449 _at Cdc42bpa CDC42 binding protein kinase alpha INM_001033285 0.00170056] 2.50476
1419621 _at Ankrd2 ankyrin repeat domain 2 (stretch responsive muscle) NM_020033 0.00175307| 2.59%|
1448755 _at Col15at collagen, type XV, alpha 1 NM_009928 0.00380258] 2.59655
1450627_at Ank progressive ankylosis NM_020332 0.000106367 -2.60013
1438122_at Codci76 coiled-coil domain containing 176 NM_028377 0.00247767| -2.60681
1420114_s at__|Coprs inator of PRMTS, differentiation stimulator NM_025556 0.000215429 261141
1439364 a_at _|Mmp2 matrix 2 NM_008610 0.000223888 26148
1459997 s at__ [Tmemi7 protein 17 NM_153596 000458827 2.61619
1437538 _at Snhg7 'small nucleolar RNA host gene (non-protein coding) 7. NR_024068 000721847 2.61663
1437290_at Impadt inositol monophosphatase domain ing 1 NM_177730 0.000251518 2.61951
1441197_at 95300590 14Rik| RIKEN cDNA 9530059014 gene NR_015610 0.00718499) 262071
1417011 _at Sdc2 2 NM_008304 0.00027696| 2.62222
1446868 _at 1.93E-05] 2.62286
1452270_s_at__|Cubn cubilin (intrinsic fact receptor) NM_001081084 0.00402794] 2.62836
1433536_at Lrpit low density I por-related protein 11 NM_172784 0.00836797| 26299
1441001 _at 1225934 sequence Al225934 — 0.00340502] 2.63078
1434641 x_at__|Sez6i2 seizure related 6 homolog like 2 NM_001252566 /// NM_001252567 /// NM_144926 0.00249803] -2.63455
1426114 _at Hnrmpab nuclear i AB NM_001048061 /// NM_010448 0000522165 263775
1448071 _at 0.00662354] -2.64097
1451628 a_at __|Ank3 ankyrin 3, epithelial INM_009670 /// NM_146005 /// NM_170687 /// NM_170688 /// NM_170689 /// NM_170690 // 0.00428637] 2.64142
1431780_at Cdhra cadherin-related family member 4 INM_001122635 /// NM_177090 /// XM_003688869 /// XM_003689438 0.00619349) 2.64152
1433933 s_at__|Sico2b1 solute carrier organic anion transporter family, member 2b1 NM_001252530 /// NM_001252531 /// NM_175316 5.24E-05 2.64156
1438200_at Suift Sulfatase 1 NM_001198565 /// NM_001198566 /// NM_172294 0.00742023] 264342
1437753 _at Faxc failed axon homolog (D NM_175234 0.000302756 -2.64551
1427231 _at Robot roundabout homolog 1 (Drosophila) NM_019413 0.00333488] 2.64836
1443719 x at__|— 0.00136616| 26536
1419329 at Sorbs3 sorbin and SH3 domain ing 3 NM_001271407 /i// NM_001271408 /// NM_001271409 /i/ NM_011366 0.00272663] 2.65387
1417673 _at Grbi4 growth factor receptor bound protein 14 NM_016719 0.00145319) 2.65787
1436736 x_at__|Nrep neuronal ion related protein NM_001109988 /// NM_001109989 /// NM_001267717 /// NM_053078 0.00073761 -2.66031
1420113 s at__|Coprs of PRMTS, differentiation stimulator NM_025556 0.000172699)] 266278
1452309_at Canit cingulin-like 1 NM_026599 0.00214746] 2.66667
1437635 _at Dcbld2 discoidin, CUB and LCCL domain containing 2 NM_028523 o.oooagvgz% 2.66777
1456482_at Pik3r3 itol 3 kinase, regulatory subunit, 3 (p55) NM_181585 0.00129405] -2.6686
1457685 _at Zfp81 zinc finger protein 81 NM_207541 0.00149466| 26694
1451581_at Ppp6r2 protein phosphatase 6, regulatory subunit 2 NM_026813 /// NM_027805 0.000909022 26703
1437087 _at 5.47E-06) 2.67034
1420144 Rc3h2 ting finger and CCCH-ype zinc finger domains 2 NM_001100591 0.00200405| 267038
1431057 a at _|Prss23 protease, serine, 23 NM_029614 0.000252004 2.67164
1447693 s at__|Neof neogenin INM_001042752 /// NM_008684 0.00266757| 2.67259
1440073 _at Rrm{ i reductase M1 NM_009103 0.00175057| 2.67275
1435743 _at KIhi23 kelch-like 23 NM_177784 0.00256084] -2.67396
1430412_at 2310068C19RiK|RIKEN cDNA 2310068C19 gene 0000863017 2674
1445499_at Zc3n13 zinc finger CCCH type 13 NM_026083 /// NM_027377 0.00594196] 2.67591
1449651 x_at__|LOC101055763 |zinc finger protein 120-like XR_168489 0.00886269) 2.67751
1451322_ Crmbl ebuter Tike (I NM_181588 7.34E-05)| 2.67798
1416778 _at Sdpr serum response NM_138741 0.008099: 2.68114
1441976_at 0.00297869) 2.68134
1423071 x_at__|6720475J19Rik |RIKEN CDNA 6720475J19 gene NM_026586 /// XM_001474896 /// XM_001481296 0.00155442] -2.68218
1437915 _at Tom1i2 target of myb-like 2 (chicken) NM_001039092 /// NM_001039093 /// NM_153080 000259155, 268379
1417399_at Gas6 growth arrest specific 6 NM_019521 7.95E-05 2.68872
1451895 _a Dher24 4 reductase NM_053272 0.000245861] 2.6904
1437417_ Gpch glypican 6 NM_001079844 /// NM_011821 0.00437773] 2.69265
1426864 Ncam1 neural cell adhesion molecule 1 NM_001081445 /// NM_001113204 /// NM_010875 7.22E-05 2.69271
1424004 4930444A02Rik |RIKEN cDNA 4930444A02 gene NM_029037 5.46E-05 -2.69433
1440884_s_at__|A530047J11Rik |RIKEN cDNAA530047J11 gene 0.000844863] 2.69528
1438050 x_at__|Gm9222 predicted gene 9222 XR_168481 /// XR_168699 0.004383 269726
1445930_at Fndc? [fibronectin type Il domain ing 7 NM_001165965 /// NM_177091 0.00343999) 2.70554
1419115_at Alg14 ine-linked ion 14 NM_024178 0.000113%{ 2.71014
1438151 x_at__|Zdnhci4 zinc finger, DHHC domain containing 14 NM_146073 0.00100653] -2.71075
1441192_at Scly lyase NM_016717 2.71199
1450839_at Nrep neuronal related protein NM_001109988 /// NM_001109989 //7 NM_001267717 /i NM_053078 271714
1447278 _at Cepi64 protein 164 NM_001081373 /// NM_172531 2.71977
1457386_at 2.71978
1454819_at Plekhag pleckstrin homology domain containing, family A binding specific) [NM_001001335 /// NM_001164361 2.72115
1459627_at Scamol sterol-C4-methyl oxidase-like NM_025436 0.00163971

1429676_at — 0.003236;

1439053 _at 0.000960419

1459480 _at D6Erd90e | DNA segment, Chr 6, ERATO Doi 90, expressed 0.00606495|

1420452 x_at__|Pisd-ps3 phosphatidylserine 3 NR_003518 0.000507543

1424003 _at 4930444A02Rik [RIKEN cDNA 4930444A02 gene NM_029037 6.07E-05

1436716_at Ppp1ridb protein phosphatase 1, regulatory (inhibitor) subunit 14B NM_008889 4.88E-05

1455861_at Epb4.115 erythrocyte protein band 4.1-like 5 NM_001113416 /// NM_145506 0.0074@{

1416498_at Ppic peptidyip: C NM_008908 0.00112099

1453125 _at Sox11 SRY-box gene 11 NM_009234 0.00112977]

1448211 _at Atp6v0e2 ATPase, H+ lysosomal VO subunit E2 NM_133764

1417839_at Cldn5 claudin 5 NM_013805

1420545 a_at__|Chn1 chimerin (chimaerin) 1 INM_001113246 /// NM_001166603 /// NM_001166604 /// NM_029716 /// NM_175752

1453144_at Pisd-ps3 3 NR_003518

1459622_at Gm22 predicted gene 22 XM_001001798 /// XM_111398

1455359_at Pipni4 protein tyrosine plor type 14 NM_001033287 /I NM_008976

1437126 _at

1423407_a at__|Fbin2 fibulin 2 NM_001081437 /i/ NM_007992

1422504_at Girb glycine receptor, beta subunit NM_010298

1418379 s at__ |Gpri24 G protein-coupled receptor 124 NM_054044

1447236_at Kif21a Kinesin family member 21A NM_001109040 /// NM_001109041 //7 NM_001109042 /// NM_016705

1437385 _at Cobel collagen and calcium binding EGF domains 1 NM_178793

1425248 a at _[Tyro3 [TYRO3 protein tyrosine kinase 3 NM_019392

1434864_at Nipat non imprinted in Prader-Will/Angelman syndrome 1 homolog (human) NM_153578

1457826 _a_at__|1810043H04RIk|RIKEN cDNA 1810043H04 gene NM_001110242 1.07E-05]

1425685 _at AKr1b10 aldo-keto reductase family 1, member B10 (aldose NM_172398 0.000827274]

1449627 _at Osbplé oxysterol binding protein-like 6 NM_145525 0.00194948]

1442168 _at [A230071A22Rik|RIKEN cDNA A230071A22 gene 0.000335088

1435537_at Ptprd protein tyrosine receptor type, D NM_001014288 /// NM_011211 /Il XR_107614 /// XR_140619 0.000796312

1439369 x_at__|Sicoadr2 solute carrier family 9 (sodit ). member 3 regulator 2 INM_023055 /// NM_023449 0.00066

1437075 _at Frmd3 FERM domain containing 3 NM_001163732 /// NM_172869 0.00606087|

1431424 _at 2810055G20Rik|RIKEN cDNA 2810055G20 gene NR_015543 0.0029682

1449335_at Timp3 tissue inhibitor of NM_011595

1431173_at Famb3b family with sequence similarity 53, member B NM_175268 /// NM_212473

1421663 _at Dhrs2 member 2 NM_027790

1445961 _at

1437289 _at Impad1 inositol domain containing 1 NM_177730

1460667_at 090926 [cDNA sequence U90926 NM_020562 /// NR_033483

1450780 s at _|Hmga2 high mobilty group AT-hook 2 NM_010441

1433532_a_at__|Mbp myelin basic protein NM_001025245 /I NM_001025251 /17 NM_001025254 /i NM_001025255 //7 NM_00102525] ___0.00266134

1448688_at Podxl Tiki NM_013723 000115971

1458719 _at 0.00381567|

1458335 x_at__|Urmf1 ubiquiin related modifier 1 homolog (S NM_026615 0.00752451

1455419_at D630045J12Rik [RIKEN cDNA D630045J12 gene NM_194061 0.00124069)

1449390_at Gpatchd G patch domain containing 4 NM_001110809 /// NM_025663 0.00493786|

1453191 _at Col27at collagen, type XXVII, alpha 1 NM_025685 0.00742437|

1429432_at Prrc2c proline-rich coiled-col 2C NM_001081290 0000290605

1450256_at Cerl cerberus 1 homolog (Xenopus laevis) NM_009887 0.000571279

1419592_at Uncbe unc-5 homolog C (C. elegans) NM_009472 0.00162849)

1431187_s at__|Dig5 discs, large homolog 5 (Drosophila) NM_001163513 /// NM_027726 0.000529221

1439995_at Sicob2 solute carrier family 9, subfamily B (NHAZ, cation proton antiporter 2), member 2 __|NM_178877 0.00776069)

1424474_a at__[Camkk2 i i protein kinase kinase 2, beta NM_001199676 /// NM_145358 0.000161369]

1452452_at 0.00361937]

1418710_at Cd59 CD59a antigen NM_007111060 /// NM_007652 0000287815

1422042_at Gjc3 gap junction protein, gamma 3 NM_080450 0.00625225|

1436092_at 0.00163092]

1455219_at SixTb SLX1 structure-specific ‘subunit homolog B (S. NM_029420 //7 NR_033446 0.00204179|

1450781 _at Hmga2 high mobilty group AT-hook 2 NM_010441 0.000587235

1460446 _at Wib tryptophan rich basic protein NM_207301 5.60E-06

1452631 _at Rufy2 RUN and FYVE domain NM_027425 0.00170272|

1438060_at Npas3 neuronal PAS domain protein 3 NM_013780 000743508

1454639 x_at__|Gm10736 /I gene 10736 /// ribosomal protein L41 NM_018860 /// XR_105587 /I/ XR_106827 0.00012796|

1424768 _at Cald1 1 NM_145575 0.000185262

1442989_at — 000312283

1418780_at Cyp39at P450, family 39, subfamily a, polypeptide 1 NM_018887 4.60E-05

1439381 x _at__|Marveldt MARVEL domain 1 NM_183195 0.00053771] 284968




1422851 _at Hmga2 high mobility group AT-hook 2 NM_010441 0.00037%{ -2.85069
1441704_at — 0.00575585] 2.85213
1442728_at o - - 0.00877873‘ -2.85216
1460010_a_at__|Pidss2 synthase 2 NM_013782 0.00200483] -2.85232
1441945 _s_at Abhd14a domain INM_001110271 /// NM_001110272 /// NM_145919 0.0009067 -2.8568
1459713_s_at Ano1 1, calcium activated chloride channel INM_001242349 /// NM_178642 4.46E-05| -2.85838
1438099_at Trio triple functional domain (PTPRF i i NM_001081302 0.000287064 -2.85860
1420798_s_at Pcdha1 /// Pcdhq alpha 1 /// alpha 10 /// in alpha 11 /// p |_001003671 /// NM_001003672 /// NM_007766 /// NM_007767 /// NM_009957 /// NM_0(| 0.00830194| -2.85955
1437687 x_at__|Fkbp9 FK506 binding protein 9 NM_012056 0.00012831 -2.86047
1429372_at Sox11 SRY-box containing gene 11 INM_009234 0.0013821 -2.86055
1435336_at Celsr2 cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo homolog, D INM_001004177 /// NM_017392 0.00889171 -2.86491
1450465 _at — 0.00404463] -2.86899
1440234_at Lyrm9 LYR motif containing 9 INM_001076681 0. 0011408‘ -2.86958
1428914_at Shapxd2a SH3 and PX domains 2A NM_001164717 /1 NM_008018 /// NM_177833 0.00016554| 28742
1442622_at o - 0.00276575 -2.88524
1453002_at Sox11 SRY-box gene 11 NM_009234 0.00209545] -2.89109
1417027_at | Trim2 tripartite motif-containing 2 INM_001271725 /// NM_001271726 /// NM_001271727 /// NM_001271728 /// NM_030706 0.00214456| -2.89206
1449353 _at Zmat3 zinc finger matrin type 3 NM_009517 0.00010775% -2.89409
1429401 _at Stox2 box 2 NM_001114311 /// NM_175162 0.000270009 -2.89603
1436855_at Ptprs protein tyrosine receptor type, S INM_001252453 /// NM_001252455 /// NM_001252456 /// NM_011218 0.00565509 -2.89903
1454551 _at 9530034D02Rik|RIKEN cDNA 9530034D02 gene — 0.00810793] -2.89989
1442402_at Sh3rf1 SH3 domain ing ring finger 1 INM_021506 /// NM_198678 0.00184145 -2.90111
1441858 _at 0.000196648 -2.90396
1449522_at Unc5c unc-5 homolog C (C. elegans) NM_009472 0.00582393 -2.90827
1436877 _at Lrch2 leucine-rich repeats and calponin homology (CH) domain ining 2 NM_001081173 0.00767367] -2.90915
1434661 _at Syngri in 1 NM_009303 /// NM_207708 000150467 2.91962
1435581_at Bace2 beta-site APP-cleaving enzyme 2 INM_019517 0.000845607 -2.92855
1454651 x_at __|Mbp myelin basic protein NM_001025245 /// NM_001025251 /17 NM_001025254 /] NM_001025255 /// NM_00102525 ___0.00207806 2.93214
1447191_at Dip2b DIP2 di protein 2 homolog B (Drosophila) INM_001159361 /// NM_172819 0.00227954| -2.93469
1418485 Slc4a3 solute carrier family 4 (anion exchanger), member 3 INM_009208 0.00528991 -2.93469
1454400_at 4632432E15Rik [RIKEN cDNA 4632432E15 gene — 0.00672277| 2.93939
1440290_at Gm10010 predicted gene 10010 — 0.00523254| -2.94161
1459888_at Gm20748 predicted gene, 20748 NR_045420 9.98E-05 2.94194
1424817 _at Spef1 sperm flagellar 1 INM_027641 0.000400425 -2.94292
1458940_at 5730507A11Rik [RIKEN cDNA 5730507A11 gene —- 0.00510547| -2.94412
1458818_at D3Ertd162e DNA segment, Chr 3, ERATO Doi 162, - 0.00268493| -2.94452
1457881_at Osbpl6 loxysterol binding protein-like 6 NM_145525 0.000855285] -2.95064
1436938_at Rbms3 RNA binding motif, single stranded interacting protein NM_001172121 /i NM_001172122 //f NM_001172123 /il NM_001172124 /Il NM_00117212¢ 0.00115663] 2.9527
1439301_at -— — —- 0.001266449{ -2.95543
1418698 _a_at _|Fech NM_007998 0.00181299) 2.95647
1442870_at — = = 0. 000237963\ -2.95948
1424807_at Lamad laminin, alpha 4 NM_010681 1 37Eﬁ{ -2.96025
1450651 _at Myo10 myosin X NM_019472 0.00248093] 2.96202
1438177 _x_at Entpd4 4 INM_026174 1.18E-06 -2.96674
1449971 _a_at__|Cd200f CD209f antigen NM_026956 0.000423889 2.97146
1457802_at B930012P20Rik|RIKEN cDNA B930012P20 gene —- 0.00213384| -2.97817
1431795 a at _|Sema3b sema domain, immunoglobulin domain (Ig). short basic domain, secreted. 001042779 /I NM_009153 0.00134875] -2.9806
1416271_at Perp PERP, TP53 apoptosis effector INM_022032 0.000343513| -2.98506
1442802_x_at Prrc2a proline-rich coiled-coil 2A INM_001199044 /// NM_020027 0.00191896| -2.9851
1444851 0.000611394 2.98539
1439096_at Ddo D-aspartate oxidase INM_027442 0.000497673 -2.98581
1434534_at Dsc3 i NM_007882 0.00809918| -2.98823
1458543_at o - - 0.00699739 -2.9901
1425586 _a_at__|Miph NM_053015 0.00245532] -2.99085
1457043_at B3galtl beta 1,3 ke INM_001081204 2.75E-05 -2.99321
1458119 _at Slc25a27 solute carrier family 25, member 27 INM_028711 0.0068034 -2.99432
1455416_at C130021120Rik |Riken cDNA C130021120 gene 0.00418894] 2.99478
1441358_at Pcdhb16 protocadherin beta 16 INM_053141 0.00163158 -2.99817
1452893_s_at__|Enho energy NM_027147 0.000751037 -2.99862
1438585_at Syne2 spectrin repeat nuclear envelope 2 INM_001005510 0.000420888| -3.0012
1456684_at Tmem74 protein 74 INM_175502 0.0023187 -3.0017¢
1423626_at Dst dystonin NM_001276764 /// NM_010081 /// NM_133833 /// NM_134448 5.75E-05 -3.0023
1448891_at Ferls Fc receptor-like S, scavenger receptor INM_030707 0.00500223 -3.0040°
1455965_at Adamtsd a di in-1i i type) with in type 1 [NM_172845 0.00165985] -3.00814
1436459_at o - - 0.000684913 -3.0112
1439117_at Cimn calmin NM_001040682 /// NM_053155 6.52E-05 -3.01454
1459553_at - — - 0.00862676\ -3.01713
1455160_at 2610203C20Rik|RIKEN cDNA 2610203C20 gene INM_001033153 /// NR_015483 0.00627401‘ -3.02171
1418493 a at _|Snca synuclein, alpha NM_001042451 /// NM_009221 0.0036776 3.02373
1442352_at 9430091N11Rik |RIKEN cDNA 9430091N11 gene —- 0.00433795 -3.02872
1440870_at Prdm16 PR domain containing 16 NM_001177995 /// NM_027504 0.000131311] -3.02967
1437875_at @cd2 bicaudal D homolog 2 (Drosophila; INM_001039179 /// NM_001039180 /// NM_029791 2 17E706\ -3.031
1433919_at Asbd ankyrin repeat and SOCS b INM_02304 0.00740794] -3.0321
1418739_at Sgk2 regulated kinase 2 NM_01373: 0.00297193 -3.0354
1423110_at Col1a2 collagen, type |, alpha 2 NM_00774 0.00366823] -3.0471
1456055 x_at__|Pold1 (DNA directed). delta 1, catalytic subunit NM_011131 0.00568894 -3.04961
1438483_at Nos1 nitric oxide synthase 1, neuronal INM_008712 0.00588214| -3.04989
1418699 s at__|Fech NM_007998 0.0016729 -3.05135
1449202_at Semadg sema domain, immunoglobulin domain (Ig), domain (TM) and short (NM_011976 0.000810955| -3.05724
1447393 _at -— - 5.30E-05‘ -3.06102
1455037 _at Pixna2 plexin A2 NM_008882 0.00227678] -3.06107
1448590_at Col6a1 collagen, type VI, alpha 1 INM_009933 0.00196274| -3.07334
1415894_at Enpp2 2 NM_001136077 /// NM_015744 5.28E-05, -3.0764
1459078_at o - 0.00157876 -3.07897
1439597 _at 0.00282674] -3.0822
1459978 x_at Cenjl cyclin J-like INM_001045530 0.000433647| -3.08791
1451751_at Ddit4! DNA-damage-inducible transcript 4-like INM_030143 0.00110115 -3.09725
1434887 _at Nost neuronal calcium sensor 1 NM_019681 0.000358827 -3.09812
1428259_at Pxdn peroxidasin homolog (Drosophila) INM_181395 -3.10084
1452026 a_at _|Pla2g12a A2, group XIIA NM_023196 /// NM_183423 -3.10094
1442547 _at — = = -3.1043:
1440633_at Neil3 nei like 3 (E. coli) INM_146208 -3.10488|
1455145 _at Pcdh19 in 19 NM_001105245 /17 NM_001105246 0.000107417] -3.1086
1433530_at Rpl41 il protein L41 INM_018860 0.000105829 -3.1088
1457565_at Atads [ATPase family, AAA domain containing 5 NM_001029856 0.00788189) -3.11085|
1449249_at Pcdh7 protocadherin 7 INM_001122758 /// NM_018764 0.00370801 -3.11101
1438619 _x_at Zdhhc14 zinc finger, DHHC domain containing 14 INM_146073 0.000789825 -3.1113
1435184_at Npr3 natriuretic peptide receptor 3 INM_001039181 /// NM_008728 0.00661994\ -3.11252
1452882_at Pgrmc2 receptor 2 INM_027558 0.000100626 -3.11474
1423677 _at Fkbp9 FK506 binding protein 9 NM_012056 9.88E-05 3.11698
1436539_at Clmn calmin INM_001040682 /// NM_053155 0.0015305 -3.14012
1456228 x_at__|[Mbp myelin basic protein NM_001025245 /// NM_001025251 /17 NM_001025254 /] NM_001025255 /// NM_00102525 ___0.00226653 314277
1420192_at [ Tmem191c protein 191C INM_177473 0.00840007‘ -3.14819
1436201_x_at Mbp myelin basic protein INM_001025245 /// NM_001025251 /// NM_001025254 /// NM_001025255 /// NM_00102525| 0.00128447| -3.15221
1444214_at Tubb1 tubulin, beta 1 class VI INM_001080971 0.000546852] -3.15506
1419089_at  Timp3. tissue inhibitor of 3 INM_011595 7.22E-05 -3.15545
1453128 _at Lyvet ic vessel 1 receptor 1 NM_053247 0.000350971 -3.15644
1439619_at Tcf12 factor 12 INM_001253862 /// NM_001253863 /// NM_001253864 /// NM_001253865 /// NM_011544 0.0025104 -3.15766
1457324_at Gm17167 predicted gene 17167 0.00352147] -3.16201
1433651_at \Wtip 'WT1-interacting protein INM_207212 0.000582007 -3.16493
1448876 _at Evc [Ellis van Creveld gene syndrome NM_021292 0.000133838 -3.16587
1426348 _at Coldal collagen, type IV, alpha 1 NM_009931 0.00332913] -3.17300
1449291 _a_at Dcbld1 discoidin, CUB and LCCL domain containing 1 INM_025705 0.00112901 -3.18525
1441498 _at 0.00266952] -3.19065|
1416121_at Lox lysyl oxidase INM_010728 0.000856503 -3.19285
1448818 _at Wni5a wingl lated MMTV i site 5A NM_001256224 /// NM_009524 0.00405348| -3.1956
1457692_at - — - 0.00617214 -3.19562
1435541_at Btc epidermal growth factor family member INM_007568 0.00704331 -3.20312
1417776 _at AzgpT Iph 1, zinc NM_013478 0.00295064] -3.20425
1452106_at Npnt INM_001029836 /// NM_033525 0.00144589 -3.20502
1427338_at Crocc ciliary rootlet coiled-coil, rootletin NM_001145958 /// NM_172122 0.00440419) -3.20849
1443075_at — = = 0.00739529 -3.2152
1417635_at Spal7 'sperm protein 17 INM_011449 0.000486134| -3.22191
1424770_at Cald1 INM_145575 7.49E-06 -3.22799
1456282_at Zfp934 zinc finger protein 934 INM_001162911 /// NM_175252 0.000559545 -3.22866
1450497 _at 1.50E-05] 3.23764
1439352_at | Trim7. tripartite motif-containing 7 INM_053166 0.000242442{ -3.24716
1416953 _at Ctgf ive tissue growth factor INM_010217 0.000241243| -3.24817
1446461_at - — - 0.0071[@‘ -3.25562
1453262_at 2810032G03Rik|RIKEN cDNA 2810032G03 gene INM_028318 /// NR_015579 0.0010607 -3.25861
1447975 a_at _|Gm20748 predicted gene, 20748 NR_045420 0.000146919 3.26798
1422184 _a_at Ak1 kinase 1 INM_001198790 /// NM_001198791 /// NM_001198792 /// NM_021515 0.00239763 -3.27433
1451287 s_at__|Aifl allograft i y factor 1-like NM_145144 0.00765719) -3.27821
1452708 _a_at Luc7! Luc7 homolog (S. cerevisiae)-like INM_025881 /// NM_028190 /// NR_037905 /// NR_037906 7.98E-06 -3.28061
1440254_at Snord104 'small nucleolar RNA, C/D box 104 INR_030703 0.00854322] -3.28243




1448136_at Enpp2 2 INM_001136077 /// NM_015744 1.72E-05 -3.28805
1425357 _a_at __|Grem1 gremiin 1 NM_011824 0.00638345| -3.29003
1447983_at o - - 0.00749938 -3.29305
1441324_at -— -— — 0.00167742] -3.2975
1449145 _a_at Cav1 caveolin 1, caveolae protein INM_001243064 /// NM_007616 2.81E-05 -3.29809
1455812_x_at Vasn vasorin INM_139307 0.00123206‘ -3.2986
1437360_at Pcdh19 in 19 NM_001105245 /17 NM_001105246 5.26E-06| -3.30695 |
1433276_at 4930556A12Rik |RIKEN cDNA 4930556A12 gene 0.00346558| -3.31237
1457304_at D13Ertd787e _|DNA segment, Chr 13, ERATO Doi 787, 0.00839838| -3.3183
1452107_s_at Npnt nephronectin INM_001029836 /// NM_033525 0. 000641836\ -3.32043
1447774 x_at _ |Fam213a family with sequence similarity 213, member A NM_027464 0.000578677] -3.32544
1460140_at - - 0.0004002] 3.33985|
1456315_ Ptpla protein tyrosine like (proline instead of catalytic arginine), membera _|NM_001012396 // NM_013935 0.000132459) -3.34229
1430622_at 4833423F 13RIk [RIKEN cDNA 4833423F 13 gene XR_105767 /il XR_107012 0.00392341 -3.34357
1451501 _¢ Ghr growth hormone receptor INM_001048147 /// NM_001048178 /// NM_010284 3.72E-05 -3.34527
1444222 x_at |- 0.00765036] -3.34765
1456341_a_at KIf9 Kruppel-like factor 9 INM_010638 0.00199391 -3.35188
1420514_at Tmem47 protein 47 INM_138751 0.000865486| -3.35962
1440285 _at Pppirda protein phosphatase 1, regulatory (inhibitor) subunit 9A NM_181595 0.00394044] -3.35076
1445758_at -— — —- 0.000447215 -3.36296
1429537 _at Sfrs18 h splicing factor 18 NM_025669 000390439 -3.36387
1451961 _a_at Mbp myelin basic protein NM_001025245 /// NM_001025251 /// NM_001025254 /// NM_001025255 /// NM_001 O@ 00054064 -3.37089
1459132_at Bnc2 2 INM_172870 000221979 -3.38055
1458324_x_at - — - .000356941 -3.38385
1443281_at Nrcam neuron-glia-CAM-related cell adhesion molecule INM_001146031 /// NM_176930 0.00154895 -3.39784
1447159_at 0.000542239] -3.39834
1430583_at Nrcam neuron-glia-CAM-related cell adhesion molecule INM_001146031 /// NM_176930 0.00066164| -3.40077
1454877 _at Sertad4 SERTA domain ing 4 INM_001177794 /// NM_198247 9.32E-05) -3.40394
1448228_at Lox lysyl oxidase INM_010728 0.000545869 -3.40471
1429051_s_at Sox11 SRY-box gene 11 INM_009234 0.000459451 -3.41437
1441953_at Stox2 box 2 NM_001114311 /// NM_175162 0.00366773] -3.42149
1419978_s_at Arhgef25 Rho guanine exchange factor (GEF) 25 INM_001166413 /// NM_028027 -3.42166
1423584_at Igfbp? insulin-like growth factor binding protein 7 NM_001159518 /// NM_008048 3.42673
1416808_at Nid1 nidogen 1 INM_010917 -3.42706
1456316 _a_at __|Acbd3 acyl-Coenzyme A binding domain containing 3 NM_133225 3.42852
1456746_a_at Cd99I2 CD99 antigen-like 2 INM_001199349 /// NM_138309 -3.43207
1433658 _x_at__|Pcbp4 poly(rC) binding protein 4 NM_021567 0.000606774] -3.43378
1440064_at [Eti4 lenhancer trap locus 4 NM_001081006 // NM_001177630 /// NM_001177631 /I NM_029895 /// NM_178059 000817437 -3.4383
1436959 _x_at Nsmf NMDA receptor synaptonuclear signaling and neuronal migration factor INM_001039386 // NM_001039387 /// NM_001177654 /// NM_001177655 /// NM_020276 -3.43965
1447484 x_at__|— -3.439690
1452716_at Fam213a family with sequence similarity 213, member A INM_027464 -3.44324
1456319_at -— -— — -3.44483
1440248 _at Cascd cancer candidate 4 NM_001205369 /// NM_001205370 /// NM_001205371 /// NM_177054 /i NM_199038 6.54E-05 -3.44681
1425528_at Prrx1 paired related 1 INM_001025570 /// NM_011127 /// NM_175686 0.00598931 -3.45507
1444074_at Syne2 spectrin repeat nuclear envelope 2 NM_001005510 0.000824093 -3.46758
1437889 _x_at Bgn biglycan INM_007542 1.07E-06 -3.46894
1460586_at Megf8 multiple EGF-like-domains 8 NM_001160400 1.60E-05] 3.47253
1450857_a_at__|Col1a2 collagen, type I, alpha 2 INM_007743 7.59E-05| 3.47285|
1457637_at - -— — 0.00356341 -3.48861
1438975 x_at__|zdnhci4 zinc finger, DHHC domain containing 14 NM_146073 0.000299667 -3.48966
1428644 _at Mgat5 i 5 INM_145128 3.27E-07 -3.50307
1428739_at Enho energy NM_027147 0.00096075] -3.50467
1419241 _a_at Aire regulator dys{NM_001271549 /// NM_001271550 /// NM_001271551 /// NM_001271552 /// NM70012715‘5‘ 0.00884163 -3.50665
1439397_at Fmn1 formin 1 NM_001043322 /// NM_010230 0.00063842] 35115
1428564 _at Zfp579 zinc finger protein 579 INM_026741 0.00494725 -3.51289
1424439_at 1810065E05Rik |RIKEN cDNA 1810065E05 gene INM_027239 0.00362686| -3.51627
1430776_s_at__|Ankrd24 [ankyrin repeat domain 24 NM_027480 o.oooewﬁ 351897
1416194_at Cyp4b1 P450, family 4, subfamily b, lide 1 INM_007823 0.0021 74‘1{ -3.52383
1426272_at Lmbri limb region 1 NM_020295 0.000327139 -3.52439
1448986_x_at Dnase2a Il alpha INM_010062 0.00802451\ -3.53164
1436737 _a_at Sorbs1 sorbin and SH3 domain ing 1 INM_001034962 /// NM_001034963 /// NM_001034964 /// NM_009166 /// NM_178362 5.28E-05 -3.53773
1436367_at Ptprb protein tyrosine receptor type, B NM_029928 7.68E-05 3.54158
1452366_at Csgalnact1 itin sulfate N 1 INM_001252623 /// NM_172753 0.000814515 -3.54676
1441623 _at 0.00403092] -3.54901
1456106_x_at Sdccag3 serologically defined colon cancer antigen 3 INM_001085407 /// NM_001085408 /// NM_026563 /// NM_030155 0.000552503 -3.56408
1456843 _at Yes sarcoma viral (v-yes) oncogene homolog 1 NM_001205132 /// NM_001205133 /// NM_009535 0.00107779) 3.56728
1456253 _s_at Kihl17 kelch-like 17 INM_198305 0.00603197 -3.56983
1446117_at Spiret spire homolog 1 (Drosophila) NM_176832 /// NM_194355 0.00334974] -3.57042
1434474_at Abcab [ATP-binding cassette, sub-family A (ABC1), member 5 NM_147219 0.00558813] 357178
1446967 _at -— — —- 0.00797612] -3.57551
1417879_at Nenf neuron derived ic factor NM_025424 0.000123647 -3.58956
1437174_at Tfdp2 factor Dp 2 INM_001184706 /// NM_001184708 /// NM_001184709 /// NM_001184710 /// NM_001184711 0.00264974| -3.58966
1458632_at 0.000440585 -3.59648
1449688_at Arhgef25 Rho guanine exchange factor (GEF) 25 INM_001166413 /// NM_028027 0.000327994] -3.60072
1439368 _a_at Slc9a3r2 solute carrier family 9 (sodi ), member 3 regulator 2 INM_023055 /// NM_023449 0.000196083| -3.60174
1428670_at 0.00252607| 361152
1436917_s_at Gpsm1 G-protein signalling modulator 1 (AGS3-like, C. elegans) INM_001199146 /// NM_001199147 /// NM_153410 0.0023398 -3.62218
1419156_at oxd SRY-box containing gene 4 NM_009238 0000504114 3.63171
1437614 _x_at dhhc14 zinc finger, DHHC domain containing 14 INM_146073 0.000390575 -3.63332
1420903_at ST6 (alpha-N. tyl- inyl-2,3-beta-galactosyl-1,3)-N- al[NM_011372 0.000243248 -3.6367
1418726 a at _[Tnnt2 troponin T2, cardiac NM_001130174 //f NM_001130175 /// NM_001130176 /// NM_001130177 /// NM_001130174 __0.000771272 3.63757
1424051_at Col4a2 collagen, type IV, alpha 2 INM_009932 7.49E-05 -3.65504
1442595 _at Gm2115 predicted gene 2115 NR_045098 0.000924378 -3.65899
1425213_at Fam81a family with sequence similarity 81, member A INM_029784 0.000385519 -3.66493
1440425 _at 0.00852404] 3.67942
1429052_at Ptprd protein tyrosine receptor type, D INM_001014288 /// NM_011211 /// XR_107614 /I XR_140619 0.000649161 -3.68241
1433924_at Peg3 p: y NM_008817 0.00451909) -3.6886
1416658_at Frzb frizzled-related protein NM_011356 0.000357784 3.68991
1427101_at Metrn meteorin, glial cell differentiation regulator INM_133719 5.35E-06 -3.6909
1444080_at Nav2 neuron navigator 2 NM_001111016 /// NM_175272 3.18E-05 3.70573
1438128_at Gm12500 predicted gene 12500 = 0.4 0079906\ -3.73289
1427123 s at __|Copg2as2 coatomer protein complex, subunit gamma 2, antisense 2 NR_002845 0 -3.73508
1429667 _at Poudfl POU domain, class 4, factor 1 NM_011143 0. 3.74512
1444895 _at -— — — 0.4 -3.76097
1451789 _a at __|Ryk receptor-like tyrosine kinase NM_001042607 /// NM_013649 3.77551
1452433_at -— — —- -3.77814
1434115_at Cdh13 cadherin 13 INM_019707 -3.78979
1418678_at Has2 synthase 2 INM_008216 -3.79261
1434458_at Fst follistatin INM_008046 -3.79431
1447458 _at 0.00333659) -3.8003
1439473_at -— — —- 0.00813745 -3.80214
1435254_at Pixnb plexin B1 NM_172775 0.00307403] -3.82677
1447787 _x_at Gjc1 gap junction protein, gamma 1 INM_001159382 /// NM_001159383 /// NM_008122 0.00584886| -3.84298
1416405_at Bgn biglycan NM_007542 3.24E-07| -3.8482
1443647_at - — - 0.00742188| -3.84852
1436145_at -— — — 0.000387736 -3.85879
1417962_s_at__|Ghr growth hormone receptor NM_001048147 /// NM_001048178 /i NM_010284 9.94E-07 -3.85963
1427196_at Wnk4 \WNK lysine deficient protein kinase 4 INM_175638 0.000633801 -3.86711
1419383 _at S100b 5100 protein, beta neural NM_009115 3.28E-05 -3.89208
1418289_at Nes nestin INM_01670° 3.32E-05 -3.90747
1450121_at Scn1a sodium channel, voltage-gated, type I, alpha NM_01873: 0.00414853 -3.90773
1423310_at Tpbg glycoprotein NM_001164792 /1 NM_011627 0.000726965 3.91513
1448254_at Ptn i INM_00897: 0.0009626: -3.91535
1442673 _at 0.000362368 3.91931
1428387 _at Acsl3 acyl-CoA long-chain family member 3 INM_001033606 /// NM_001136222 /// NM_028817 4.51E-05 -3.92296
1421172_at Adam12 a in and i domain 12 (meltrin alpha) INM_007400 0.000654824| -3.92743
1452670_at Myl9 myosin, light 9, regulatory NM_172118 1.17E-06] -3.93091
1457434_s_at _|Ptpla protein tyrosine like (proline instead of catalytic arginine), member a__|NM_001012396 // NM_013935 9.98E-05 -3.93964
1456110_at Ankrd 11 ankyrin repeat domain 11 NM_001081379 /// NR_037865 0.00175619) 3.94347
1435050_at D10Bwg1379e |DNA segment, Chr 10, Brigham & Women's Genetics 1379 INM_001033258 0.00290556| -3.9482
1418733_at Twistt twist basic helix-loop-helix transcription factor 1 NM_011658 0.000420685 -3.95211
1439933_at B430316J06Rik |RIKEN cDNA B430316J06 gene = 0.004831 87\ -3.9586
1456035_at Nxf3 nuclear RNA export factor 3 INM_001024141 0.00509622] -3.97377
1458934 _at D5Ertd505e DNA segment, Chr 5, ERATO Doi 505, - 0.00221253] -3.9755|
1439827 _at Adamts 12 a dit in-like and i type) with in type 1 |NM_175501 0.000621987| -3.98318
1435106_at Limeh T LIM and calponin homology domains 1 NM_001001980 // NM_001256122 0.0034027 -3.99623
1420098_s_at D13Ertd787e DNA segment, Chr 13, ERATO Doi 787, expressed —- 0.00884583| -3.99719
1432839 _at 6430598H11Rik |RIKEN cDNA 6430598H11 gene - 0.00343137] -4.01689
1442649 _at 1500009L 16Rik |RIKEN cDNA 1500009L 16 gene INM_001145198 0. 000336405‘ -4.01739
1441554_at -— -— 0.00234521‘ -4.01763
1428604_at 2610305D13Rik|RIKEN cDNA 2610305D13 gene /// zinc finger protein 85-like NM_145078 /7 XM_003945706 /// XM_003946410 0.000616694 ~4.01831
1438142_s_at Cdhr4 cadherin-related family member 4 INM_001122635 /// NM_177090 /// XM_( /Il XM_003689438 0.00245856| -4.01907
1453687 _at Sic4ad solute carrier family 4 (anion exchanger), member 3 NM_009208 2.09E-05 ~4.02178
1457042_at AI256396 EST AI256396 XR_105003 /// XR_107805 0.000315633 -4.0339
1459322_at 0.00846503] ~4.03486




1457985 _at Cimn caimin [NM_001040682 /// NM_053155 0.000684324 ~4.03678
1436678_at Sgcb _beta NM_011890 6.60E-05 ~4.05165
1441403_at 0.000596468] ~4.05489
1430675 _at 2900055J20Rik |RIKEN cDNA 2900055420 gene NR_045177 00020763 4.05602
1445479_at 0.000591965 406277
1443772_at Dzip1 DAZ ing protein 1 NM_025943 000516207 ~4.07636
1439431 x_at__|Bicdl bicaudal D homolog 1 (D NM_001112796 /// NM_009753 ~4.08126
1459678 _at LOC497255 LOC497255 ~4.09768
1442115_at Piezo2 piezo-typ sitive fon channel 2 NM_001039485 /// NM_172629 410159
1434399 _at Gaint6 UDP-N-acetyl-alpha-D- N 1_001161767 /// NM_001161768 /// NM_172451 ~4.10636
1456346_at 0.00155098] 412524
1423887 _a_at__|Telo2 TEL2, telomere 2, homolog (S. NM_001163661 /// NM_027880 0.000642326 4141

1437671 x_at__|Prss23 protease, serine, 23 NM_029614 0.000107213 4.16039
1455234_at B3galtl UDP-Gal:betaGlcNAG beta 1.3 ide 1 NM_020283 0.000103206 416785
1448323 a_at__|Bgn biglycan NM_007542 1.74E-07| 4.19584
1427284 a at__[Ttpa (alpha) transfer protein NM_015767 0.00844469) 419653
1443962_at Tfdp2 Tactor Dp 2 [NM_001184706 /// NM_001184708 /// NM_001184709 // NM_001184710 /// NM_001184711 __0.000775949 42132
1452899 _at Rian RNA imprinted and in nucleus NR_028261 0.0 4.21445
1438972 x_at__|2810410L24Rik |RIKEN cDNA 2810410124 gene NR_030682 0.00280318| ~4.22205)|
1439198 _at 0.00314901 ~4.22938
1417645 _at Sspn NM_010656 2.04E-05] 42461

1438405 _at Fgf7 [fibroblast growth factor 7 NM_008008 0.000143133 4.26323
1455048 _at 1gsf3 imm member 3 INM_207205 0000651394 430295
1457966_at — ~4.30689
1442977 _at 4.31934
1459354_at ~4.35438
1449169_at Has2 synthase 2 NM_008216 ~4.37053
1435460_at Prkg2 protein kinase, CGMP- Type Il NM_008926 441292
1422169_a_at __|Bdnf brain derived neurotrophic factor NM_001048139 /// NM_001048141 /// NM_001048142 /il NM_007540 442894
1447483 s at |- ~4.43049
1433255 _at 8430437B07Rik|RIKEN cDNA 8430437B07 gene ~4.43908
1434553 _at Tmem56 protein 56 NM_178936 ~4.48566
1423311_s at__|Tpbg in NM_001164792 /// NM_011627 ~4.49928
1426388_s_at__|Ryk receptor-like tyrosine kinase INM_001042607 /// NM_013649 9.22E-06 451904
1442657 _at D1Erd273¢ _|DNA segment, Chr 1, ERATO Doi 273, 0.00172627] 45279
1429166 s at__|Cimn calmin NM_001040682 // NM_053155 1.54E-06] ~4.5525|
1449577 x_at__|Tpm2 in 2, beta NM_001277875 /i// NM_001277876 /I NM_009416 2.64E-06 457364
1423505_at Tagin NM_011526 1.31E-05] ~4.58496
1441807 s at__|-— 0.00547884] 459877
1417872_at FhiT four and a half LIM domains 1 NM_001077361 /// NM_001077362 // NM_010211 3.83E-05 ~4.60606
1453145 _at Pisd-ps3 3 NR_003518 0.00200335| 4.61026
1439191 _at 0.00172019) ~4.65706
1416454 s _at__|Acta2 actin, alpha 2, smooth muscle, aorta NM_007392 3.41E-06| 466022
1420100 s at _|D13Ertd787e _|DNA segment, Chr 13, ERATO Doi 787, expressed 468014
1438106_at Pcdhb21 in beta 21 NM_053146 ~4.70986
1425458 a_at __|Grb10 growth factor receptor bound protein 10 NM_001177629 /// NM_010345 4.72716
1416612_at Cypibi P450, family 1, subfamily b, ide 1 NM_009994 4.73352
1459157 _at 0.00693357| ~4.73944
1457642 _at Skidat SKDACH domain containing 1 NM_028317 0.000616976 ~4.78073
1424131 _at Col6a3 collagen, type VI, alpha 3 NM_001243008 /// NM_001243009 /// NM_009935 2.52E-06) ~4.84592
1458414 _at D2Ertd93e __|DNA segment, Chr 2, ERATO Doi 93, expressed 0.000345981 ~4.85061

1423281 _at Stmn2 stathmin-like 2 NM_025285 4.87977
1450757_at Cantt cadherin 11 NM_009866 -4.8957
1419675 _at Ngf nerve growth factor NM_001112698 //7 NM_013609 4.95067
1416203_at AqpT 1 NM_007472 4.97816
1416342_at Tnc tenascin C INM_011607 -5.00731

1420941 _at Rgs5 regulator of G-protein signaling 5 NM_009063 -5.03338
1447240 _at -5.15054
1454000_s_at__|Ccdc173 coiled-coil domain containing 173 NM_001077684 5.18779
1417281 a at _|Mmp23 matrix NM_011985 -5.20319
1447695 _at 2610035D17Rik [RIKEN cDNA 2610035D17 gene NR_015556 52119
1435493_at Dsp i NM_023842 521711

1456523 _at Gm2115 predicted gene 2115 NR_045098 -5.22826
1452035_at Coldal collagen, type IV, alpha 1 NM_009931 5.23294
1420388_at Prss12 protease, serine, 12 neurotrypsin (motopsin) NM_008939 5.24874
1426782_at Gprizs G protein-coupled receptor 125 NM_133911 528929
1452757 s _at__|Hba-al /il Hba-alf alpha, adult chain 1/// alpha, adult chain 2 NM_001083955 /// NM_008218 0.00647927| -5.30095 |
1435120 _at - 7.23E-07) 5.31794
1427760_s_at__|Gm7040 /il Pri gene 7040 /1] prolactin family 2. subfamily ¢, member 2 /// prolactin family [NM_011118 /// NM_011954 /// NM_031191 //f XM_001473551 /Il XM_904245 7.07E-07) 5.35158
1445666_at 0.000844729 -5.35468
1455948 x_at__|Matnd matrilin 3 NM_010770 0.000788678 -5.40148
1415865 s_at__|Bpgm 2.3 mutase NM_007563 0.00023530 -5.44928
1444622_at 0.00110747 547816
1420992_at Ankrd 1 [ankyrin repeat domain 1 (cardiac muscle) NM_013468 0.00609943] 557233
1418389_at Fam220a family with sequence similarity 220, member A INM_026050 /// NM_133703 0.000256765 557447
1437012_x_at__|Rapgef3 Rap guanine exchange factor (GEF) 3 NM_001177810 /// NM_001177811 /// NM_144850 0.000844394] -5.6341

1433643_at Cacna2dt calcium channel, voltage-Gependent, alpha2/delta subunit 1 NM_001110843 /// NM_001110844 /// NM_001110845 /// NM_001110846 /// NM_009784 0.0006350 -5.66599
1450749 s at__|Faw4 FAT tumor homolog 4 (D i NM_183221 0.000459863 5.71633
1417466_at Rgs5 regulator of G-protein signaling 5 NM_009063 0.0023293] ~5.78801

1431556 _at 4930435 MOBRIK|RIKEN cDNA 4930435M08 gene 0.00689444] -5.8183
1416693_at Foxc2 forkhead box C2 NM_013519 3.00E-05 5.8427
1419431 _at Ereg i NM_007950 6.39E-06 5.85763
1417644_at NM_010656 7.71E-06) -5.86548
1445938_at 5930427L02Rik |RIKEN cDNA 5930427L02 gene 0.00373718| 6.24534
1425028 a at _[Tpm2 in 2, beta NM_001277875 /if NM_001277876 /i NM_009416 1.44E-06) 633765
1448416_at Mgp matrix Gla protein NM_008597 1.50E-07] 6.36427
1419738 a at_[Tpm2 in 2, beta NM_001277875 /i/ NM_001277876 /// NM_009416 8.04E-07 -6.37594
1440175_at Epn2 epsin 2 NM_001252188 /// NM_001252189 /// NM_010148 0.0015279 6.38828
1423062_at Igfbp3 insulin-like growth factor binding protein 3 NM_008343 0.000284366 -6.39183
1443807 _at — 0.00322514] 6.42097
1458383 _at 0.00187322] 6.55983
1447400 _at Ryk receptor-like tyrosine kinase NM_001042607 /// NM_013649 5.51E-05 -6.56062
1428778 _at Sfil Sfi1 homolog, spindle assembly (yeast) NM_030207 0.000309333 6.61163
1435162_at Prkg2 protein kinase, CGMP- type I NM_008926 o.ooozzzoeq 6.97161

1415864_at Bpgm 2.3 mutase NM_007563 0.000357033 7.07859
1448119_at Bpgm 2.3 mutase NM_007563 0.0014909% 7.17015
1446172_at 0.00334103] 7.19964
1442340 x_at__|Cyr61 oysteine rich protein 61 NM_010516 0.00380937] 7.332890
1424470 a_at _|Rapgef3 Rap guanine exchange factor (GEF) 3 NM_001177810 /// NM_001177811 /// NM_144850 0.000640028 7.41287
1431248 _at 5031426D15Rik|RIKEN cDNA 5031426D15 gene NM_026575 /I NR_027890 0.00435158] 7.4551

1457823 _at Cyr61 cysteine rich protein 61 NM_010516 0.00288104] 752357
1446291 _at Vipas39 VPS338 protein, apical polarity regulator, spe-39 homolog _|NM_001142580 /// NM_001142581 /i NM_134044 0.00140702| 7.66074
1437390 x_at__[Six1a syntaxin 1A (brain) NM_016801 0.00239078| 8.17743
1417714 x_al__|Hba-al /il Hba- alpha, adult chain 1//7 in alpha, adult chain 2 NM_001083955 /// NM_008218 000171391 -9.69027
1447187 _at 0.00102701 ~10.1527
1417337 _at Epb4.2 erythrocyte protein band 4.2 NM_013513 0.00396742] ~11.0638
1457307 _at Apol11b i in L NM_001143686 0.000824295 ~12.6906
1440927 x_at__|Apol1ib in L 11b NM_001143686 0.00103346| -12.845
1459860_x _ Trim2 tripartite motif-containing 2 NM_001271725 /// NM_001271726 /I NM_001271727 /I/ NM_001271728 /I NM_030706 8.53E-05 ~17.8597
1451675 Alas2 ic acid synthase 2, erythroid NM_001102446 /// NM_009653 0.00174612] ~17.8876
142564 Gypa glycophorin A NM_01036: 0 ooom@{ 20.3192
141646 Sicdat solute carrier family 4 (anion ). member 1 NM_011 0.000103856 -27.6043
1436936 _ Xist inactive X specific NR_001463 /// NR_001570 0.0052693] -28.9205
1423016 Gypa glycophorin A NM_010369 0.000146423 -30.2786
1449077_ Ahsp alpha hemoglobin stabilizing protein NM_133245 9.19E-05 -32.653
1434502 x_at__|SicAal solute carrier family 4 (anion ). member 1 NM_011403 8.02E-05 -35.0878




Supplementary Table 2. Geneset enrichment analysis against the Reactome database of transcriptional differences between tumors from Bach2-deficient and WT mice

Geneset SIZE ES [NES [NOM p-val [FDR g-val [FWER p-val |RANK AT MAX
1[REACTOME_IMMUNOREGULATORY_INTERACTIONS_BETWEEN_A_LYMPHOID_AND_A_NON_LYMPHOID_CELL Details ... | 38| 0.67] 2.19) 0 0 0
2|[REACTOME_INTERFERON_GAMMA_SIGNALING Details ... | 40| 0.69] 2.1 0 0 0
3|REACTOME_INTERFERON_ALPHA_BETA_SIGNALING Details ... | 43 _0.84] 215 0 0 0
4|REACTOME_CYTOKINE_SIGNALING_IN_IMMUNE_SYSTEM Details ... | 211 _0.74] 2.09 0 0 0
5|REACTOME_INTERFERON_SIGNALING Details ... | 116] 0.75] 2.08] 0 0 0
6|REACTOME_COSTIMULATION_BY_THE_CD28_FAMILY Details ... | 51 0.79) 2.07] 0 0 0
7|REACTOME_TCR_SIGNALING Details ... | 43 0.81 2,07 0 o 0
8| REACTOME_SIGNALING_BY_ILS Details ... | 94| 0.75] 2.04 0 0 0
o|REACTOME_GENERATION_OF_SECOND_MESSENGER_MOLECULES Details ... | 20| 0.3 2 0 0 0
10|REACTOME_INNATE_IMMUNE_SYSTEM Details ... | 185 _0.68] 193 0 0 0
T1|REACTOME_CLASS_A1_RHODOPSIN_LIKE_RECEPTORS Details ... | 219 _0.67] 192 0 0 0
12|REACTOME_CHEMOKINE_RECEPTORS_BIND_CHEMOKINES Details ... | 44| 0.79] 191 0 o 0.001
13|REACTOME_IL_RECEPTOR_SHC_SIGNALING Details ... | 25| 0.79) 19 0 0 0.001

[14|REACTOME_REGULATION_OF IFNA_SIGNALING Details ... | 17| 085 189 0 0 0.001
15|REACTOME_IL1_SIGNALING Details ... | 31| 0.77] 188 0 0 0.002
16|REACTOME_DOWNSTREAM_TCR_SIGNALING Details ... | 26 0.79) 187 0 0 0.003
17|REACTOME_IL_3 5 AND_GM_CSF_SIGNALING Details ... | 40| 0.74] 187 0 0 0.003
18|REACTOME_IL_2_SIGNALING Details ... | 8| 0.74] 185 0 0 0.006
19|REACTOME_APOPTOSIS Details ... | 128| 0.66 1.85 0 0| 0.007
[20]REACTOME_ADAPTIVE_IMMUNE_SYSTEM Details .. | 430] 064 183 0 0.001 0.012
21|REACTOME_NUCLEOTIDE_BINDING_DOMAIN_LEUCINE_RICH_REPEAT_CONTAINING_RECEPTOR_NLR_SIGNALING_PATHWAYS |Details ... | 33| 0.75 183 0 0.001 0.013
22| REACTOME_THE_ROLE_OF_NEF_IN_HIV1_REPLICATION_AND_DISEASE_PATHOGENESIS Details ... | 26 0.79) 183 0 0.001 0.014
23| REACTOME_TOLL_RECEPTOR_CASCADES Details ... | 98| 0.67] 82 0 0.001 0.015
24| REACTOME_ACTIVATED_TLR4_SIGNALLING Details ... | 78| 0.6 18 0 0.001 0.023
25|REACTOME_TRAF6_MEDIATED_IRF7_ACTIVATION Details ... | 21| 078 179 0 0.001 0.028
26|REACTOME_SIGNALING_BY_THE_B_CELL_RECEPTOR_BCR Details ... | 108] 064 1.78] 0 0.002 0.042
27|REACTOME_RIG_|_MDA5_MEDIATED_INDUCTION_OF_IFN_ALPHA_BETA_PATHWAYS Details ... | 53 0.69) 177 0 0.002 0.044
28| REACTOME_SIGNALING_BY_SCF_KIT Details ... | 64 0.67] 177 0 0.002 0.045
20| REACTOME_ANTIGEN_ACTIVATES B_CELL_RECEPTOR_LEADING TO_GENERATION_OF SECOND_MESSENGERS Details ... | 27| 0.73 177 0 0.002 0.048
30|REACTOME_GPVI_MEDIATED_ACTIVATION_CASCADE Details ... | 29| 0.73] 176 0 0.002 0.052
31|REACTOME_G_ALPHA_|_SIGNALLING_EVENTS Details ... | 149 0.63] 176 0 0.002 0.054
32|REACTOME_CELL_SURFACE_INTERACTIONS_AT_THE_VASCULAR_WALL Details ... | 76| 065 1.76] 0 0.002 0.058
33]REACTOME_GPCR_DOWNSTREAM_SIGNALING Details ... | 384] 0,61 175 0 0.003 0.085
34| REACTOME_GPCR_LIGAND_BINDING Details ... | 312 061 174 0 0.003 0.094
35| REACTOME_CD28_CO_STIMULATION Details ... | 27| 0.73 174 0 0.003 0.104
36| REACTOME_ACTIVATION_OF_NF_KAPPAB_IN_B_CELLS Details ... | 57| 0.6 174 0 0.003 0.104
37|REACTOME_TRIF_MEDIATED_TLR3_SIGNALING Details ... | 62| 0.6 174 o001 0.003 0.105,
38| REACTOME_MYD88_MAL_CASCADE_INITIATED_ON_PLASMA_MEMBRANE Details ... | 69] 0.9 174 0 0.003 0.116
39| REACTOME_PEPTIDE_LIGAND_BINDING_RECEPTORS Details ... | 142 062 172 0 0.004 0.147
40|REACTOME_INTRINSIC_PATHWAY_FOR_APOPTOSIS Details ... |_27] 071 172 o002 0.004 0.155




Supplemental Table 3. Enrichment of REACTOME_INNATE_IMMUNE_SYSTEM in
transcriptional differences between tumors from Bach2-deficient and WT mice

PROBE RANK IN GENE LIST |RANK METRIC SCORE |RUNNING ES |[CORE ENRICHMENT
1|1ZBP1 50 3.795 0.0193(Yes
2|CFB 53 3.782 0.0407(Yes
3|C3 106 3.268 0.0569(Yes
4|IRF1 113 3.241 0.0751|Yes
5|RNF125 176 2.948 0.089|Yes
6|CCR2 187 2.912 0.1051(Yes
7|MEFV 219 2.785 0.1195|Yes
8[IRAK3 271 2.635 0.1321(Yes
9(MYD88 286 2.6 0.1463|Yes

10|RIPK3 303 2.566 0.1601(Yes
11|IRF7 369 2.455 0.1711|Yes
12|BIRC3 441 2.312 0.181|Yes
13/CD180 446 2.3 0.1939(Yes
14|PLCG2 488 2.238 0.2047(Yes
15|CASP4 497 2.225 0.217|Yes
16|CASP1 498 2.224 0.2297(Yes
17|NFKBIA 506 2.21 0.2419(Yes
18| TLR2 517 2.199 0.254|Yes
19|IFIH1 583 2.099 0.2629(Yes
20|TLR1 604 2.066 0.2737(Yes
21|CD14 636 2.027 0.2838(Yes
22|PELI1 654 2.003 0.2944(Yes
23| TRAF6 687 1.946 0.304|Yes
24|CYLD 699 1.937 0.3146(Yes
25|DDX58 717 1.919 0.3247(Yes
26|UNC93B1 718 1.919 0.3356(Yes
27| TNFAIP3 720 1.916 0.3464(Yes
28|TLR8 742 1.892 0.3562(Yes
29| TRIM25 745 1.89 0.3669(Yes
30({IRF2 752 1.88 0.3773(Yes
31|RIPK1 753 1.878 0.388|Yes
32|HERC5 756 1.875 0.3986(Yes
33(PSTPIP1 758 1.873 0.4092(Yes
34|RPS6KA1 788 1.839 0.4183(Yes
35(CD55 803 1.815 0.428|Yes
36| TXNIP 830 1.787 0.437|Yes
37|RPS6KA5 857 1.757 0.4457|Yes
38(TLR4 915 1.705 0.4528(Yes
39(CD4 934 1.69 0.4616(Yes
40|/C1QC 946 1.683 0.4707|Yes
41|MAPKAPK 995 1.642 0.4778(Yes
42|NFKB2 1123 1.534 0.4807(Yes
43|C1QB 1139 1.524 0.4887(Yes




44|LY86 1273 1.436 0.4907(Yes
45(IRAK2 1294 1.42 0.4979|Yes
46|BTK 1303 1.414 0.5055(Yes
47(LGMN 1377 1.371 0.51|Yes
48| TLR7 1459 1.321 0.5137|Yes
49[C1QA 1494 1.303 0.5196(Yes
50| TICAM1 1559 1.271 0.5239|Yes
51|0OTUD5S 1567 1.268 0.5308|Yes
52|PYCARD 1621 1.24 0.5354(Yes
53| CASP8 1661 1.218 0.5405(Yes
54| TLR6 1692 1.204 0.546|Yes
55(RIPK2 1709 1.197 0.552|Yes
56|RNF135 1711 1.196 0.5588|Yes
57|LGALS3 1731 1.188 0.5647(Yes
58| MAP2K3 1761 1177 0.57|Yes
59| TBK1 1783 1.17 0.5757|Yes
60|RELA 1811 1.159 0.5811|Yes
61|APP 1876 1.134 0.5846(Yes
62(IKBKE 1883 1.13 0.5907(Yes
63[IRAK4 1947 1.104 0.5941(Yes
64/CTSB 1959 1.099 0.5998(Yes
65/BIRC2 1972 1.091 0.6055(Yes
66|P2RX7 2007 1.079 0.6101|Yes
67|CFH 2115 1.04 0.611(Yes
68|PELI2 2141 1.032 0.6158(Yes
69|BCL2 2165 1.02 0.6205(Yes
70|NFKBIB 2231 1.002 0.6232|Yes
71|MEF2A 2292 0.981 0.626|Yes
72|MAP2K4 2450 0.93 0.6241|Yes
73|PRSS2 2488 0.919 0.6276|Yes
74 TANK 2517 0.913 0.6315|Yes
75|CREB1 2617 0.887 0.632|Yes
76| CAPZA1 2622 0.886 0.6369|Yes
77|ATG5 2652 0.88 0.6405(Yes
78| DNM2 2654 0.879 0.6455(Yes
79(JUN 2706 0.865 0.648|Yes
80|CTSS 2742 0.858 0.6513|Yes
81|CREBBP 2836 0.832 0.6518|Yes
82(EP300 2886 0.822 0.6542(Yes
83|EEA1 2892 0.82 0.6586|Yes
84| TRAF2 2895 0.819 0.6632|Yes
85[TLRS 2909 0.816 0.6672|Yes
86|MAPK9 2915 0.814 0.6716|Yes
87|PANX1 2917 0.814 0.6762|Yes
88|RPS6KA3 2986 0.796 0.6776(Yes
89|PIK3C3 2993 0.795 0.6819|Yes




90|LBP 3100 0.766 0.6813(Yes
91(CASP9 3141 0.756 0.6838(Yes
92(IKBKG 3228 0.738 0.684|Yes
93|MAPK14 3345 0.712 0.6827|No
94(BCL2L1 3503 0.685 0.6794(No
95(IKBKB 3663 0.658 0.6758(No
96(TIRAP 3664 0.658 0.6795(No
97(C1S 3865 0.626 0.6739(No
98(IRF3 3899 0.62 0.6759(No
99(TAX1BP1 4005 0.606 0.6745(No
100|MAPKAPK 4041 0.598 0.6763|No
101|ATF2 4047 0.597 0.6795(No
102|MAP2K1 4250 0.566 0.6734(No
103(PIK3R4 4344 0.549 0.6722|No
104|ATG12 4374 0.544 0.674|No
105|MAP3K7 4396 0.541 0.6761(No
106|ELK1 4476 0.526 0.6754(No
107|FOS 4530 0.517 0.6759(No
108 UBE2D1 4589 0.507 0.6762(No
109|CHUK 4629 0.504 0.6772[No
110{DUSP3 4847 0.475 0.6699(No
111|MAPKS8 4932 0.464 0.6687(No
112|TLR3 5081 0.443 0.6644(No
113({IFNB1 5102 0.44 0.666|No
114|UBE2D3 5155 0.433 0.6661(No
115|PPP2R1A 5196 0.429 0.6666(No
116|MAP3K1 5227 0.426 0.6677(No
117|UBE2D2 5270 0.421 0.6681(No
118|LY96 5340 0.412 0.6673(No
119|PPP2R1B 5353 0.411 0.6691(No
120|PRKCSH 5463 0.396 0.6663(No
121|CAPZA2 5466 0.396 0.6685(No
122|MAPK1 5503 0.393 0.6691(No
123|MEF2C 5677 0.373 0.6632(No
124|SAA1 5686 0.373 0.665[No
125(CTSK 5826 0.357 0.6606(No
126| MAPK7 5985 0.34 0.6553(No
127|CASP2 6390 0.299 0.6383(No
128/ TRAF3 6719 0.269 0.6248(No
129|C2 6925 0.249 0.6167(No
130|MAPKS3 6931 0.249 0.6179(No
131|PPP2CA 6990 0.244 0.6166(No
132|ART1 7227 0.223 0.607|No
133|MASP2 7589 0.189 0.5915(No
134|PPP2CB 7635 0.185 0.5905(No
135|DUSP6 8098 0.153 0.57|No




136|IFNA2 8300 0.14 0.5616(No
137|MAP2K7 8397 0.135 0.5579(No
138| MAPK11 8465 0.13 0.5556(No
139|UBE2N 8638 0.12 0.5483[No
140|RPS6KA2 8843 0.107 0.5395(No
141|FADD 8858 0.106 0.5395|No
142|HSP90B1 9314 0.082 0.519(No
143|ZFYVE20 9430 0.076 0.5141[No
144|PROS1 9611 0.067 0.5062(No
145|UBE2L6 9878 0.053 0.4943(No
146|IRAK1 10013 0.047 0.4884[No
147|ATF1 10087 0.044 0.4853(No
148|HSP90AB1 10094 0.044 0.4852(No
149|DDOST 10244 0.038 0.4786(No
150/ DAK 11050 0.004 0.4415(No
151|C6 11483 -0.012 0.4217|No
152|PCBP2 11568 -0.015 0.4179(No
153|PPP2R5D 12331 -0.043 0.383|No
154|IFNA4 12566 -0.052 0.3726(No
155|DEFB129 12698 -0.057 0.3668(No
156|CRP 13196 -0.074 0.3444(No
157|IFNAG 13348 -0.08 0.3379(No
158| DEFB103A 13514 -0.085 0.3307|No
159|MAPK10 13765 -0.094 0.3198[No
160| C4BPA 13909 -0.099 0.3137[No
161|MASP1 14094 -0.107 0.3059(No
162|C9 14462 -0.121 0.2897(No
163|C8A 14607 -0.126 0.2837(No
164|C8B 14619 -0.126 0.2839(No
165|IFNAS 14664 -0.128 0.2826(No
166|SIGIRR 15504 -0.161 0.2449(No
167| TLR9 15996 -0.183 0.2233[No
168|HMGB1 16130 -0.189 0.2183[No
169|MAP2K6 16334 -0.199 0.2101|No
170|DNM1 16337 -0.199 0.2111|No
171|CFD 16811 -0.222 0.1906(No
172|AGER 17142 -0.239 0.1767|No
173|MBL2 17916 -0.29 0.1428[No
174|MAP2K2 17972 -0.293 0.1419(No
175|CCR6 18110 -0.303 0.1373[No
176|CFI 18305 -0.319 0.1302(No
177|CD46 19426 -0.443 0.0811|No
178| DEFBA1 20120 -0.548 0.0523[No
179|MAPK13 20224 -0.571 0.0508(No
180|IFNA1 20445 -0.617 0.0442(No
181|MAPK12 20660 -0.668 0.0381[No




182|PIN1 20884 -0.734 0.032|No
183|ECSIT 20965 -0.762 0.0326(No
184|S100B 21107 -0.82 0.0308[No
185|DUSP4 21296 -0.916 0.0274(No




Supplemental Table 4. Enrichment of REACTOME_ADAPTIVE_IMMUNE_SYSTEM in
transcriptional differences between tumors from Bach2-deficient and WT mice

PROBE RANK IN GENE LIST [RANK METRIC SCORE |RUNNING ES [CORE ENRICHMENT
1|CD8B 17 4.718 0.0125|Yes
2(CD8A 21 4.489 0.025|Yes
3[ITK 32 4.198 0.0364|Yes
4|CD96 37 4.02 0.0476]|Yes
5/CD28 38 3.987 0.0588]|Yes
6/PDCD1 58 3.735 0.0685|Yes
7|KLRK1 59 3.735 0.079|Yes
8/PDCD1LG 74 3.5632 0.0883|Yes
9[SELL 75 3.53 0.0983|Yes

10|CD247 78 3.504 0.1081]|Yes
11|CD3G 80 3.471 0.1178|Yes
12|KLRCA1 98 3.364 0.1265|Yes
13|C3 106 3.268 0.1354|Yes
14|CD160 140 3.077 0.1426]|Yes
15| TAP1 151 3.047 0.1507|Yes
16(1COS 157 3.029 0.159|Yes
17|CYBB 163 2.994 0.1672|Yes
18|LCK 197 2.866 0.1738|Yes
19|PIK3CD 205 2.841 0.1815|Yes
20({ITGB7 227 2.771 0.1883|Yes
21|LAT 237 2.741 0.1956|Yes
22(CD3D 250 2.694 0.2026]|Yes
23|PIK3AP1 263 2.654 0.2096|Yes
24|PSMB8 264 2.652 0.2171|Yes
25[HCST 270 2.637 0.2243|Yes
26|RASGRP1 283 2.604 0.2311|Yes
27|LCP2 288 2.597 0.2382|Yes
28|PSMB9 310 2.554 0.2444|Yes
29|KLRD1 314 2.547 0.2515|Yes
30|FCGR3A 315 2.545 0.2586|Yes
31|CTSC 316 2.544 0.2658]|Yes
32|CD86 318 2.543 0.273|Yes
33|WAS 320 2.542 0.2801]|Yes
34|ITGB2 339 2.502 0.2863|Yes
35|ZAP70 370 2.455 0.2918]|Yes
36/FYB 374 2.448 0.2986|Yes
37|ICAM1 385 2.426 0.305|Yes
38|NFKBIE 401 2.387 0.311|Yes
39|SYK 426 2.334 0.3165|Yes
40{CD40 435 2.32 0.3226]|Yes
41|CDH1 454 2.291 0.3283|Yes
42|NCF4 460 2.282 0.3345|Yes
43|SOCS3 470 2.264 0.3404|Yes




44|PLCG2 488 2.238 0.346|Yes
45|VAV1 496 2.227 0.3519|Yes
46|NFKBIA 506 2.21 0.3577|Yes
47|PAK1 508 2.208 0.3639|Yes
48| TAP2 525 2.188 0.3694|Yes
49| TRAT1 539 2.172 0.3749|Yes
50{CD3E 554 2.149 0.3803|Yes
51(MALT1 564 2.134 0.3859|Yes
52|REL 622 2.05 0.389|Yes
53(ZBTB16 657 1.997 0.3931|Yes
54|{CD74 676 1.965 0.3978|Yes
55| TRAF6 687 1.946 0.4028|Yes
56|PTPRC 703 1.934 0.4076|Yes
57|PTPN6 709 1.927 0.4128|Yes
58|FCGR2B 716 1.919 0.4179|Yes
59|ASB13 790 1.836 0.4197|Yes
60|CBLB 794 1.831 0.4247|Yes
61| TRIM36 796 1.831 0.4298|Yes
62|NCF2 801 1.821 0.4348|Yes
63|MAP3K8 817 1.801 0.4391|Yes
64|VCAM1 839 1.78 0.4432|Yes
65|CTLA4 840 1.779 0.4482|Yes
66/CD80 843 1.777 0.4531|Yes
67|DTX3L 847 1.772 0.458|Yes
68|EVL 848 1.771 0.463|Yes
69|RASGRP2 859 1.756 0.4675|Yes
70(PSMB10 885 1.731 0.4712|Yes
71|GRAP2 888 1.73 0.476|Yes
72(SH3KBP1 897 1.722 0.4805|Yes
73|IFITM1 926 1.694 0.4839|Yes
74|CD4 934 1.69 0.4884|Yes
75(PIK3R1 985 1.646 0.4907|Yes
76|CD200R1 1041 1.606 0.4927|Yes
77| TRIM21 1055 1.597 0.4966|Yes
78|AP2B1 1245 1.458 0.4919|Yes
79|LNPEP 1270 1.438 0.4948|Yes
80[{SOCS1 1287 1.428 0.4981|Yes
81|BTK 1303 1.414 0.5014|Yes
82|FYN 1309 1.41 0.5051|Yes
83|CARD11 1317 1.402 0.5088|Yes
84|UBE2W 1323 1.396 0.5125|Yes
85|LGMN 1377 1.371 0.5139|Yes
86|BTLA 1462 1.32 0.5137|Yes
87[ICOSLG 1535 1.283 0.5139|Yes
88|CTSO 1590 1.255 0.515|Yes
89|CSK 1593 1.253 0.5184|Yes




90(PSME2 1606 1.246 0.5214|Yes
91(CD274 1608 1.245 0.5248|Yes
92(PAK2 1626 1.236 0.5275|Yes
93|GRB2 1630 1.234 0.5309|Yes
94(UBE3A 1634 1.232 0.5342|Yes
95(PIK3CB 1646 1.225 0.5371]|Yes
96|/AP1S2 1696 1.203 0.5382|Yes
97 TNFRSF 14 1704 1.199 0.5413|Yes
98|RIPK2 1709 1.197 0.5445|Yes
99|ASB8 1713 1.195 0.5477|Yes
100|STIM1 1717 1.195 0.551|Yes
101|PSME1 1737 1.186 0.5534|Yes
102|PRKCQ 1740 1.185 0.5567|Yes
103|PPP2R5A 1782 1.17 0.5581]|Yes
104|CDKN1A 1788 1.166 0.5611|Yes
105|CYBA 1791 1.165 0.5643|Yes
106|DCTN4 1796 1.163 0.5674|Yes
107(CD226 1801 1.161 0.5705|Yes
108|RELA 1811 1.159 0.5733|Yes
109|PVR 1848 1.145 0.5749|Yes
110/ICAM2 1900 1.124 0.5757|Yes
111|PAG1 1906 1.119 0.5786|Yes
112|RNF34 1929 1.1 0.5807|Yes
113|CTSH 1936 1.108 0.5836|Yes
114|CTSB 1959 1.099 0.5856|Yes
115|SIPA1 2068 1.057 0.5836|Yes
116|HUWE1 2073 1.055 0.5864|Yes
117|UBE2G2 2151 1.025 0.5857|Yes
118| TYROBP 2162 1.021 0.5881]|Yes
119|CRTAM 2167 1.019 0.5908]|Yes
120|NFKBIB 2231 1.002 0.5907|Yes
121|TSC2 2236 1 0.5933|Yes
122|SEC24B 2240 1 0.596|Yes
123|NR4A1 2252 0.995 0.5983|Yes
124|PSMAS8 2256 0.993 0.601|Yes
125|AP1G1 2262 0.991 0.6035|Yes
126|UBE2J1 2312 0.972 0.604|Yes
127|PSMAG 2333 0.967 0.6058|Yes
128|CLTC 2345 0.962 0.608|Yes
129|ITGAV 2616 0.887 0.5979|Yes
130|CREB1 2617 0.887 0.6004|Yes
131|KIF3B 2621 0.886 0.6028|Yes
132|DNM2 2654 0.879 0.6037|Yes
133|HERC2 2679 0.872 0.6051]|Yes
134| TRIM11 2710 0.865 0.6061]|Yes
135|CTSS 2742 0.858 0.6071|Yes




136|SEC24C 2756 0.853 0.6089|Yes
137|CBL 2783 0.846 0.6101]|Yes
138|CDC42 2814 0.836 0.611|Yes
139|ITPR2 2816 0.835 0.6134|Yes
140|UBR1 2911 0.816 0.6113|Yes
141|FBXW7 2923 0.812 0.6131|Yes
142|AP2A2 2932 0.809 0.615|Yes
143|HECTD3 2981 0.798 0.615|Yes
144|KLHL20 3008 0.79 0.616|Yes
145|MAP3K14 3032 0.783 0.6171|Yes
146|RNF138 3077 0.772 0.6173|Yes
147|CASP9 3141 0.756 0.6165|Yes
148|IKBKG 3228 0.738 0.6145|Yes
149|PPP2R5E 3242 0.736 0.616|Yes
150|FBXW11 3282 0.726 0.6162|Yes
151|BLNK 3292 0.724 0.6179|Yes
152|RPS6KB2 3303 0.72 0.6194|Yes
153|UBE2Q1 3371 0.707 0.6183|Yes
154|AP1B1 3391 0.703 0.6194|Yes
155|RCHY 1 3404 0.701 0.6208]|Yes
156|RAP1B 3409 0.7 0.6226|Yes
157|ENAH 3419 0.698 0.6241]|Yes
158|RILP 3426 0.697 0.6258]|Yes
159|PDPK1 3439 0.694 0.6272|Yes
160|ITGB5 3466 0.691 0.628|Yes
161|SEC61A1 3474 0.69 0.6296|Yes
162|KRAS 3540 0.679 0.6285|Yes
163|NCK1 3559 0.675 0.6295|Yes
164|PSME4 3572 0.673 0.6309|Yes
165| TPP2 3589 0.67 0.632|Yes
166|CD36 3623 0.665 0.6324|Yes
167|UBE2H 3646 0.661 0.6332|Yes
168|IKBKB 3663 0.658 0.6343|Yes
169|ASB11 3700 0.652 0.6345|Yes
170|BCL10 3722 0.648 0.6353|Yes
171|AKT3 3744 0.645 0.6362|Yes
172|PSMA1 3900 0.62 0.6307|No
173|NPEPPS 3983 0.61 0.6286|No
174|ASB3 4101 0.588 0.6248|No
175|VASP 4109 0.587 0.6261|No
176|KIF11 4152 0.582 0.6258|No
177|UBE2F 4161 0.581 0.6271|No
178|RNF6 4184 0.578 0.6277|No
179|AP2S1 4234 0.568 0.627|No
180|PTEN 4245 0.567 0.6281|No
181|RAF1 4254 0.565 0.6294|No




182|ANAPC2 4288 0.558 0.6294|No
183|RNF25 4329 0.551 0.6291|No
184|PRKACB 4387 0.543 0.628|No
185|MAP3K7 4396 0.541 0.6291|No
186|UBE4A 4422 0.535 0.6295|No
187|UBR2 4509 0.522 0.6269|No
188| DCTNG 4521 0.519 0.6279|No
189|PSMF1 4585 0.508 0.6264|No
190|UBE2D1 4589 0.507 0.6277|No
191|CHUK 4629 0.504 0.6273|No
192|ITGB1 4641 0.502 0.6282|No
193|ARIH2 4663 0.498 0.6286|No
194|BTRC 4667 0.498 0.6299|No
195|ITPR3 4701 0.494 0.6297|No
196|UBE2L3 4703 0.493 0.6311|No
197|MRC1 4711 0.492 0.6321|No
198|RNF41 4757 0.487 0.6314|No
199|B2M 4798 0.481 0.6309|No
200|AKT2 4876 0.472 0.6287|No
201|SHC1 4947 0.461 0.6267|No
202|KEAP1 4949 0.461 0.6279|No
203|PSMA4 5023 0.451 0.6258|No
204|UBOX5 5130 0.437 0.6221|No
205|UBE2D3 5155 0.433 0.6222|No
206|GAN 5181 0.43 0.6223|No
207|PPP2R1A 5196 0.429 0.6228|No
208|CDC26 5200 0.428 0.6239|No
209|PSMD3 5208 0.427 0.6248|No
210|UBE2D2 5270 0.421 0.6231|No
211|ANAPC1 5330 0.413 0.6215|No
212|PSMD9 5339 0.412 0.6223|No
213|PPP2R1B 5353 0.411 0.6229|No
214|PSMB2 5520 0.39 0.6162|No
215|AP2M1 5544 0.388 0.6163|No
216|SMURF1 5604 0.381 0.6146|No
217|UBE2J2 5611 0.38 0.6154|No
218|PSMD4 5632 0.378 0.6155|No
219|CUL3 5675 0.374 0.6146|No
220|CALM1 5681 0.373 0.6154|No
221|MDM2 5700 0.371 0.6156|No
222|UBE2A 5726 0.368 0.6155|No
223|PIK3CA 5727 0.368 0.6165|No
224|SEC31A 5737 0.367 0.6172|No
225|UBE2G1 5747 0.366 0.6178|No
226|KIF2A 5777 0.362 0.6174|No
227|PSMD14 5796 0.361 0.6176|No




228|ASB2 5809 0.359 0.6181|No
229|CTSK 5826 0.357 0.6183|No
230|ASB6 5847 0.355 0.6184|No
231|NRAS 5861 0.354 0.6188|No
232|RAC1 5864 0.354 0.6197|No
233|PPP2R5C 5924 0.347 0.6179|No
234|ATG7 5943 0.345 0.6181|No
235|DYNC1I2 5952 0.343 0.6187|No
236|PDIA3 5966 0.342 0.619|No
237|PJA2 5979 0.34 0.6194|No
238|AP1M1 6015 0.337 0.6188|No
239|YWHAZ 6023 0.336 0.6194|No
240|CDC23 6048 0.333 0.6192|No
241|CLTA 6076 0.331 0.6189|No
242|ASB1 6119 0.326 0.6178|No
243|TRIP12 6122 0.325 0.6187|No
244|PSMD11 6186 0.319 0.6166|No
245|UBE3C 6325 0.305 0.6111|No
246|AKT1 6396 0.299 0.6086|No
247|\UBE2Z 6423 0.296 0.6083|No
248|RAP1A 6424 0.296 0.6091|No
249|BLK 6520 0.287 0.6055|No
250|PJA1 6541 0.285 0.6054|No
251|SOS1 6545 0.285 0.606|No
252|DCTN5S 6597 0.279 0.6044|No
253|ASB7 6681 0.273 0.6013|No
254|ACTR1A 6701 0.271 0.6012|No
255|KIF22 6776 0.263 0.5985|No
256|RNF4 6777 0.263 0.5992|No
257|MAPKAP1 6789 0.262 0.5995|No
258|DET1 6824 0.259 0.5986|No
259|HSPAS 6887 0.254 0.5964|No
260|KIF20A 6921 0.25 0.5956|No
261|KIF5B 6949 0.247 0.595|No
262|PPP2CA 6990 0.244 0.5939|No
263|CUL2 6993 0.243 0.5945|No
264|UBE2E2 7128 0.231 0.5889|No
265|SPSB2 7190 0.226 0.5867|No
266|DYNC1H1 7246 0.221 0.5847|No
267|SMURF2 7253 0.221 0.5851|No
268|FBXO3 7313 0.215 0.5829|No
269| CALM2 7324 0.214 0.5831|No
270|DYNC1LI2 7346 0.212 0.5827|No
271|CDC27 7380 0.209 0.5817|No
272|PLCG1 7397 0.207 0.5816|No
273| GSK3A 7398 0.207 0.5822|No




274|PSMA2 7468 0.2 0.5795|No
275|UBE2Q2 7501 0.197 0.5786|No
276|ANAPC4 7631 0.185 0.5731|No
277|PPP2CB 7635 0.185 0.5735|No
278|KIF23 7728 0.177 0.5697|No
279|AP1M2 7745 0.176 0.5694|No
280/DCTN1 7786 0.173 0.5681|No
281|TRIB3 7796 0.172 0.5681|No
282|YWHAB 7859 0.168 0.5657|No
283|LRRC41 7887 0.167 0.5649|No
284|PRKACA 7899 0.166 0.5649|No
285|CTSD 7969 0.162 0.5621|No
286|ASB15 7988 0.161 0.5617|No
287|KIFS5A 8001 0.159 0.5616|No
288|UBE3B 8002 0.159 0.5621|No
289|CALM3 8039 0.157 0.5608|No
290|OSBPL1A 8040 0.157 0.5613|No
291|PSMC4 8062 0.156 0.5607|No
292|UBE2U 8070 0.155 0.5609|No
293|CD207 8087 0.154 0.5605|No
294|ANAPC7 8125 0.152 0.5593|No
295|PSMD7 8231 0.144 0.5548|No
296|PSMD2 8293 0.141 0.5523|No
297|WSB1 8380 0.136 0.5487|No
298|RNF123 8442 0.131 0.5462|No
299|SEC61A2 8452 0.131 0.5462|No
300{PSMB3 8539 0.126 0.5425|No
301|UBE2N 8638 0.12 0.5383|No
302(PSMD12 8680 0.118 0.5367|No
303(BLMH 8722 0.115 0.5351|No
304(PSMD1 8756 0.113 0.5339|No
305[RBX1 8807 0.109 0.5319|No
306/ TRIM32 8922 0.101 0.5269|No
307|KIF2C 8960 0.099 0.5254|No
308|FBXW38 9166 0.09 0.5161|No
309|ARF1 9192 0.088 0.5152|No
310|CUL1 9311 0.082 0.5099|No
311|CANX 9348 0.081 0.5085|No
312(STUB1 9386 0.078 0.507|No
313|CULS 9413 0.077 0.506|No
314|UBE2M 9537 0.07 0.5005|No
315|UBE2B 9594 0.067 0.498|No
316|ACTR1B 9632 0.065 0.4965|No
317|KLC3 9695 0.062 0.4938|No
318/ CXADR 9751 0.06 0.4914|No
319|PSMD5 9768 0.059 0.4908|No




320|UBE2L6 9878 0.053 0.4859|No
321|CD79B 10073 0.045 0.477|No
322|RAP1GAP 10093 0.044 0.4762|No
323|KIF18A 10135 0.043 0.4744|No
324|SEC24D 10336 0.034 0.4652|No
325|SPSB1 10478 0.029 0.4587|No
326|PSMD10 10575 0.024 0.4543|No
327|PSMC5 10680 0.02 0.4495|No
328|PSMC2 10793 0.016 0.4443|No
329(BAD 10865 0.012 0.4411|No
330[YES1 10949 0.008 0.4372|No
331|PSMB6 10969 0.007 0.4364|No
332[PSMAS 11013 0.006 0.4344|No
333|PSMC3 11072 0.004 0.4317|No
334|PSMD6 11144 0.001 0.4284|No
335(KIF3C 11254 -0.003 0.4233|No
336|PRKG1 11271 -0.004 0.4226|No
337|SH3GL2 11359 -0.007 0.4185|No
338|SEC23A 11424 -0.009 0.4156|No
339|PSMB1 11492 -0.012 0.4125|No
340|ASB16 11704 -0.02 0.4027|No
341|PSMD8 12102 -0.035 0.3843|No
342|RACGAP1 12143 -0.036 0.3825|No
343|ASB12 12272 -0.041 0.3767|No
344|PPP2R5D 12331 -0.043 0.3741|No
345|TCEB1 12379 -0.045 0.3721|No
346|PSMC6 12477 -0.049 0.3677|No
347|CALR 12579 -0.053 0.3631|No
348(DCTN3 12687 -0.057 0.3583|No
349|ANAPC11 12762 -0.059 0.355|No
350|KLHL9 12923 -0.065 0.3477|No
351|PPP2R5B 13142 -0.072 0.3378|No
352|PVRL2 13144 -0.072 0.3379|No
353|SKP2 13206 -0.075 0.3353|No
354|KLC4 13222 -0.075 0.3348|No
355|KIF4A 13237 -0.076 0.3344|No
356|FBX0O2 13349 -0.08 0.3294|No
357|TRIM9 13416 -0.082 0.3266|No
358|PSMB5 13480 -0.084 0.3239|No
359|PSMD13 13506 -0.085 0.323|No
360[AKT131 13835 -0.097 0.308|No
361|CD79A 13845 -0.097 0.3078|No
362|PSMB7 14140 -0.108 0.2944|No
363|ANAPC10 14187 -0.11 0.2926|No
364|SEC61B 14229 -0.112 0.291|No
365|PSMB4 14258 -0.113 0.29|No




366|WWP1 14269 -0.113 0.2899(No
367|CDKN1B 14352 -0.116 0.2864|No
368|AP2A1 14440 -0.12 0.2826|No
369|DYNC2H1 14608 -0.126 0.2752|No
370|KIFAP3 14690 -0.129 0.2718|No
371|PSMA7 15014 -0.141 0.2572|No
372|MRC2 15036 -0.142 0.2566|No
373|PIK3R2 15047 -0.142 0.2565|No
374|AP1S1 15060 -0.143 0.2564|No
375|CD40LG 15122 -0.146 0.2539|No
376/ TRIM37 15181 -0.148 0.2516|No
377\ THEM4 15273 -0.151 0.2478|No
378|FBX0O4 15439 -0.158 0.2406|No
379|CD34 15549 -0.163 0.236(No
380|RAPGEF3 15669 -0.167 0.2309|No
381|DYNLL1 15992 -0.182 0.2164|No
382|KLC2 16016 -0.184 0.2159|No
383|NEDD4 16184 -0.192 0.2086|No
384|DCTN2 16220 -0.194 0.2075|No
385|RAPGEF4 16288 -0.197 0.205[No
386|DNM1 16337 -0.199 0.2033|No
387|FBX0O27 16416 -0.203 0.2002|No
388|UBE2V2 16532 -0.209 0.1955|No
389|UBE2S 16616 -0.212 0.1922|No
390|PSMA3 16972 -0.23 0.1763|No
391|UBE2R2 17097 -0.237 0.1712|No
392| PARK2 17123 -0.238 0.1707|No
393|ASB9 17291 -0.247 0.1636|No
394|ANAPC5 17427 -0.255 0.158[No
395|PSMC1 17545 -0.264 0.1533|No
396|CTSF 17628 -0.269 0.1503|No
397|KIF2B 17640 -0.27 0.1505|No
398|UBE2C 17707 -0.275 0.1482|No
399|CDC20 17891 -0.287 0.1405|No
400|/ASB17 17917 -0.29 0.1402|No
401|SAR1B 17928 -0.29 0.1405|No
402|ICAM4 17957 -0.292 0.14|No
403|UBE2E3 18011 -0.295 0.1384|No
404|FBX0O17 18215 -0.312 0.1298|No
405|DYNLL2 18249 -0.315 0.1292|No
406|/ASB5 18372 -0.324 0.1244|No
407|TCEB2 18414 -0.328 0.1234|No
408|MKRN1 18459 -0.33 0.1223|No
409|CDC34 18489 -0.333 0.1219|No
410|LRSAM1 18532 -0.336 0.1209|No
411|CD19 18691 -0.35 0.1145|No




412|CD81 18708 -0.352 0.1147|No
413|RNF182 18737 -0.355 0.1144|No
414|SEC61G 19029 -0.391 0.102|No
415|CDC16 19239 -0.417 0.0934|No
416|PIK3R3 19544 -0.457 0.0805|No
417|SRC 19770 -0.486 0.0714|No
418|SPSB4 19817 -0.495 0.0707|No
419|HRAS 19856 -0.501 0.0703|No
420|{DYNC2LI1 20057 -0.536 0.0625|No
421| TRIM63 20347 -0.598 0.0507|No
422|ANAPC13 20424 -0.612 0.0489|No
423|CUL7 20476 -0.625 0.0483|No
424|ASB4 20618 -0.659 0.0436|No
425|FBX044 20729 -0.689 0.0404|No
426|KIF15 20791 -0.704 0.0396|No
427|DYNC1I11 21307 -0.92 0.0182|No
428|KLHL13 21366 -0.959 0.0182|No
429|RASGRP3 21403 -0.991 0.0193|No
430|UBE20 21606 -1.19 0.0132|No






