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Supplemental Table 2. Human subject characteristics 

 
Active 
n = 8 

Sedentary Control 
n = 17 

p Value 

Age (yr) 23.25  1.28 27.63  1.22 0.0358 

Weight (kg) 75.48  3.11 80.24  2.52 0.2753 

BMI (kg/m2) 23.52  1.02 25.69  0.64 0.1045 

Fasting Glucose (mg/dl) 88.63  2.05 92.35  2.11 0.2838 

ATPmax (mM/s) 1.01  0.08 0.66  0.03 <0.0001 

Type I Fiber (%) 52.68  4.71 29.37  2.23 <0.0001 

VO2max (ml/kg/min) 50.24  1.56 32.41  1.50 <0.0001 

Data represent the mean  SD, differences were analyzed using Two-sample t-test, with a 
statistically significant difference defined as P < 0.05.  
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Supplemental Table 3. RT-PCR primers 

Mouse 
Gene 

Forward Reverse 

36b4 5’-ATCCCTGACGCACCGCCGTGA 5’-TGCATCTGCTTGGAGCCCACGT 

Esrra 5’-AGGAGTACGTCCTGCTG 5’-CCTCAGCATCTTCAATG 

Esrrb 5’-ACGGCTGGATTCGGAGAAC 5’-TCCTGCTCAACCCCTAGTAGATTC 

Esrrg 5’-TGACTTGGCTGACCGAG 5’-CCGAGGATCAGAATCTCC 

Myh7 
(MHC1) 

5’-GCCAACTATGCTGGAGCTGATGCCC 
5’-
GGTGCGTGGAGCGCAAGTTTGTCATAAG

Myh2 
(MHC2a) 

5’-GGCACAAACTGCTGAAGCAGAGGC 5’-GGTGCTCCTGAGGTTGGTCATCAGC 

Myh1 
(MHC2x) 

5’-
GGCAGCAGCAGCTGCGGAAGCAGAGTCTGG

5’-GAGTGCTCCTCAGATTGGTCATTAGC 

Myh4 
(MHC2b) 

5’-GAGCTACTGGATGCCAGTGAGCGC 5’-CTGGACGATGTCTTCCATCTCTCC 

Myh7b 5’-GCCTCTGCGGACATTGATAG 5’-GGGCAGCTGGAAGATCACT 

Tnni1 5’-TGAAGCCAAATGCCTCCACAACAC 5’-ACACCTTGTGCTTAGAGCCCAGTA 

Tnnc1 5’-AGCTCATGAAGGACGGTGACAAGA 5’-AACCGTGCAAGACCAGCATCTACT 

Tnnt1 5’-TGGATCCACCAGCTGGAATCAGAA 5’-GCTGATGCGGTTGTAGAGCACATT 

Tnni2 5’-AGCAGCAAGGAGCTGGAAGA 5’-ATGGCGTCGGCAGACATAC 

Tnnc2 5’-CCATCATCGAGGAGGTGGAC 5’-CTTCCCCTTCGCATCCTCTT 

Tnnt3 5’-AACTGGAGACTGACAAATTCGAGT 5’-GCTGTGCTTCTGGGTTTGGT 

PGC-1a 5’-CGGAAATCATATCCAACCAG 5’-TGAGAACCGCTAGCAAGTTTG 

PGC-1b 5’-TCCAGAAGTCAGCGGCCT 5’-CTGAGCCCGCAGTGTGG 

Esrrb 
ex3/4 

5’-CCGGCCACCAATGAATGT 5’-ATCCAGCCGTCGCTTGTACT 

Esrrb 
ex2/3 

5’-ACATTGCCTCTGGCTACCAC 5’-CCCACTTTGAGGCATTTCAT 

Esrrg 
ex4/5 

5’-TCCCCGACAGTGACATCAAA 5’-GTGTGGAGAAGCCTGGAATA 

Esrrg 
ex2/3 

5’-ATGCCCAAGAGACTGTGCTT 5’-CTTCTTTCAGCATGCCCACT 

Human 
Gene 

Forward Reverse 

GAPDH 5’-AGCCACATCGCTCAGACAC 5’-GCCCAATACGACCAAATCC 

ESRRG 5’-AGTGGGCATGCTGAAAGAAG 5’-GCTGTTCTCCGCATCTATCC 

PPARD 5’-GGG AAAAGTTTTGGCAGGAG 5’-TGCCCAAAACACTGTACAACA 
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PPARA 5’-GCACTGGAACTGGATGACAG 5’-TTTAGAAGGCCAGGACGATCT 

MYH7 5’-ACACCCTGACTAAGGCCAAA 5’-TCCAGGGATCCTTCCAGAT 

MYH7B 5’-TCCGCGGATATTGACAGC 5’-TCACCAGGCAACTGGAAGAT 

 
 

Supplemental Table 4. ChIP primers. 

Mouse 
Gene 

Forward Reverse 

Myh7        
-10.2 k 

5’-GGGGAAAGGACACAGCCTA 5’-CTAATCTCCCCTCCTATTATTAGCC 

Myh7        
-9.4 k  

5’-GCCCCTTGCACAAGCCTAAA 5’-CATGGGGATGGTGACCTTGC 

Myh7        
-2882 

5’-GAGACTAGCTCAGCTCCCTAA 5’-AGGAGTGGTAGCCAGCACTT 

Myh7      
+20077  

5’-CCATTGCCAGGGTCTAAGATGGTGCTG 5’-GCAGAGGTGGAAAGTGGAATGAGCTG 

Myh7b      
-7  

5’-GGGCTGTGACACGTGGAGAT 5’-CGGAGCACTGCTACCCCTTT 

Myh7b      
-2.0 k 

5’-CTCTCCTGGACCGGCTTC 5’-GAAAGGAACTCTGAGGGATGG 

 


