Supplementary Figure 1A
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Supplementary Figure 1B
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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Table 1. Analysis of VH and VK/VL gene segments using
Focused binomial and Global binomial tests for determining antigenic selection
using the tool available at http://clip.med.yale.edu/selection and described in
reference 18 (Uduman et al Nuclein. Acid. Res. 2011)

Observed Mutations Expected Focused test Global test
CDR FWR CDR FWR P value P value

R]SJ[RSJ R[S Rs|RTJS R[] S CDR FWR CDR FWR
PVA3 VH 6 2 3 | 13 | 6 217]|425] 108|153 ]6.34| 0.308 -0.297 0.177 -0.183
PVA4 VH* 4 1 4 8 7 114|299 086 [ 11.8 ] 434] -0.409
PVA172VH | 6 0 6 7 6 1.17]309] 084 108]424] 0.193
PVA218 VH*| 3 4 [o075] 16 | 17 094|657 [ 1.74 | 23.7 | 8.02
PVA224VH | 2 0 2 2 1 2 Jogs| 02 [277[ 107
PVA232VH | 1 1 1 5 0 5 | 119[ 033387161
PVB16 VH 10 [ 2 5 6 4 15| 367]097]122]5.16
PVB22 VH 9 2 |45 ] 14 7 2 | 627|149 16.8 | 7.46
PVB28 VH 10 [ 2 5 7 4 175|451 107|121 536
PVB45 VH 3 1 3 6 2 3 |218]o052]671] 259
PvB50 VH* | 5 5 1 18 | 13 138 713172 [ 237 ] 8.49
PVB103VH | 9 3 3 5 4 1.25] 358 0.98 | 11.6 | 4.83
PVB107VH | 2 0 2 4 2 2 |136]037]442] 184
PVB120VH | 5 0 5 6 9 o067] 287092 11.9]428] 0495
PVB124VH | 12 | 1 12 | 8 8 1 | 568]135]152] 676 | 0.0688
PVA3 VL 6 1 6 9 3 3 | 254]052] 11.9|4.06] 0054
PVA4 VL* 1 1 1 7 1 7 | 139[039[608[214] -047
PVA172VK | 3 1 3 3 3 1 | 104] 03] 64 [225 0.21
PVA218VK | 5 1 5 | 12 [ 9 133] 251069176 [624] 0277
PVA224 VK | 1 0 1 1 1 1 Jo42]012]182]064] 0.333
PVA232 VK | 1 0 1 3 0 38 | 04 [012] 26 [0.88] 0.0562 0.141 0.157 0.338
PvB16 VK* | 3 1 3 | 12 ] s 2 | 263[076] 136 [501] -0.465 -0.249 0.403 -0.24
PVB22 VK 2 1 2 8 4 2 | 149044976332 049 -0.195 0.329 -0.17
pPvB2sVK* | 0 1 0 7 8 088] 159047104 [ 354
PVB45 VK 4 0 4 5 2 25| 12]o03]701] 25
PVB50 VK* | 0 3 0 | 13 [ 10 13]242]066]16.9]6.01
PVB103VL | 4 0 4 3 3 1 | 134]027]6.25] 214
PVB107 VK§| 1 1 1 0 1 0 |o36] 01186068
PVB120 VK | 3 0 3 7 2 [ 85| 125]036[768]271
PVB124VK | 5 1 5 9 2 [ 45 ] 192]043]108] 3.88

The colors indicate the direction of selection:

Red indicates positive and green indicates negative selection

Dark colors indicate statistical significance (based on alpha cut-off value of 0.05), lighter colors indicate a trend of selection.
*, negative selection in CDR according to the Focused test; §, 6 nucleotides inserion in LCDR1



