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The authors recently became aware that in the original Figure 2, A and C, the same eIF4E and GAPDH immunoblots were shown. The 
legend failed to indicate that these figure panels showed immunoblots from the same lysate, and in Figure 2C, the eIF4E blot for the 
MM111 D820Y panel was flipped horizontally.

The authors were able to provide immunoblots from the original data and have corrected Figures 2A and 2C to show loading controls 
for all gels presented in these figure panels and to show immunoblots that were run in parallel within each panel. The authors have also 
provided the unedited blot and gel images for all immunoblots and gels in the manuscript and supplement. The corrected figure panels 
and updated figure legend appear below.

The authors regret the errors.

Figure 2. MNK1/2 knockdown in HBL cells suppresses cell migration and the expression of cyclin E1 and SNAIL. (A) Western blot analysis of MNK1, 
p-eIF4E, and eIF4E in HBL or MM111 cells expressing shCTL and shMKNK1+2 (left). RT-qPCR was performed to examine the expression level of MKNK2 
mRNA in HBL and MM111 cells expressing shCTL and shMKNK1+2 (right). (B) Cell migration was assessed by Transwell assay in shCTL versus shMKNK1+2 
HBL and MM111 cells after 48 hours. Representative images are shown. Scale bars: 200 μm; original magnification, ×10. (A and B) Data represent the mean 
± SD, n = 3. **P < 0.01 by 2-tailed Student’s t test. (C) Western blot analysis of MNK1, p-eIF4E, eIF4E, cyclin E1, and SNAIL in HBL and MM111 shCTL and 
shMKNK1+2 cell lines. (A and C) GAPDH is used as loading control. Panels A and C show Western blot data from lysate derived from the same experiment.


