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A

cell proportion

CD14
CCL2

SEUCEEY O S B G I O G e
SN Y S I G A A
wot | | @ ¢ | L L1 ]
coss | ) o b A | | s |
coss | | &MLt | | DL

LA S S UL X
HADRA A O PT A A Va
HaDost | | R 1 1 | | @& )y |
s WAL LBLADOAM Q.

LU S B SR I G Y O O
uen . § | A Aa ]| |9
cose | A 4 o 1 1 1 1 a@ |
LA R R R S S AT S
e | A& | 14 1>
UL T R SRS R B R . 2 &
CXCL9 1 | __L‘L__L‘L
cxcLio | == _.__I_'.“L
CXCL11 | = | == ,_‘_‘L
PTPRC. | A A& 1 1 1 | | Aem |

p

BNy WS

SIGLECT 1 1 1 1

KLF4 LLL_L‘L

-1 1 1
@) L D L) = o\ ©
= = = D
S 235 838 8 ¢ & g 8
&) &) &) o 4 Q @ =
@) @) O = ®)) ©)) @) IS (©)) o ©
c ¢© ¢ ¥ £ £ £ n & © 9
O O O S = =5 O 9« 5 £ Q.
= = = ¢ ¢ & 3§ I & & S
(@) — — )

© ) © D Re s L &) &)
O I O = D) UI) QO o o
» 5 » — c = =
% 0 I S -

) (@
© © LL
— & o — oy
© 5 = L =

)

E Z <

Classical Intermediate = Non-Classical Monocvtic DC HIF-1
Monocytes Monocytes Monocytes y signaling cells

CLEC10A

CD4

IL6

IFITMA1

STAT6

ITGAM

CCL20

Macrophages-1 -
Macrophages-2 -

Antigen-

.signaling cellsl ~ Resting cells

B

UGDH-AS1+

0.8 - ®

D

0.75 -

cell proportion

0.25 1

0.00

Macrophages-1

Rheumatoid arthritis -

IL-17 signaling pathway -
Chemokine signaling pathway -
Viral protein interaction with cytokine and cytokine receptor -
Pertussis -
Legionellosis -

NF-kappa B signaling pathway
Proteoglycans in cancer -

Fluid shear stress and atherosclerosis -
Leishmaniasis -

Phagosome -
Kaposi sarcoma-associated herpesvirus infection -
Estrogen signaling pathway -
Ribosome -
Parathyroid hormone synthesis, secretion and action
Fc gamma R-mediated phagocytosis -

Salmonella infection -

Pathogenic Escherichia coli infection -

Th17 cell differentiation -
Epstein—Barr virus infection -
Th1 and Th2 cell differentiation -
Antigen processing and presentation -
Human T—cell leukemia virus 1 infection
Influenza A+
Allograft rejection -
Hepatitis C
Viral carcinogenesis

HIF-1 signaling pathway -
Glycolysis / Gluconeogenesis -
Biosynthesis of amino acids -
Carbon metabolism -

Central carbon metabolism in cancer -
Protein processing in endoplasmic reticulum -
Parkinson disease -
Huntington disease -
Alzheimer disease -
Oxidative phosphorylation -
EGFR tyrosine kinase inhibitor resistance -
VEGF signaling pathway -
Lysosome -

o e o O ® o o
o °
O o o
© °
® o o
® o O e o 0
® °® ® o o
® o
® @,
() ®e o ® ¢ O
@ o o o O e o o
O o o © e o
® .
® o o O °
o o °
° °
® o o ® O o o o
e o o O o o o
o o o o
e O ® o o
o o o °
o o 9 O o
e O ® o
o o ® o o
e O o (
o o e O o o o
O ® o O
o
® °
e O .
o o
O
® o o o
® o O o
o e O
o e O o
® o o o
o
°
® o o
g & & o © ©° o o g g
s S g5 222§ 8 8
S 8 8 38 % T ¥ 9 @ a 29
§§§cccm<::995
S © B L 2 9 @ T O O
O ® & =2 9 9 o & 3
5 3 8 YR S
L c O = O
° 5 L T Z
c O
- Z
Macrophage-2 Unpolarized UGDH-AS1+

GeneRatio
® 01
@ o
@ o

p.adjust

0.01
0.02
0.03
0.04




Figure S4
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Spearman's correlation
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Figure S7
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Figure S9
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Figure S11
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