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242566 4163 5214 110333 111235 - RP11-298E9.2 MCC PFKP MCC1 ATP-PFK|PFK-C|PFK-P|PFKF
423220 1762 5214 108102 111235 - RP11-298E9.2 DMWD PFKP D19S593E|DMR-N9|DMRN9|gene59ATP-PFK|PFK-C|PFK-P|PFKF
446230 2631 5214 108901 111235 - RP11-298E9.2 GBAS PFKP NIPSNAP2 ATP-PFK|PFK-C|PFK-P|PFKF
446644 26100 5214 117550 111235 CGI-50 RP11-298E9.2 WIPI2 PFKP ATG18B|Atg21|WIPI-2ATP-PFK|PFK-C|PFK-P|PFKF
667463 51547 5214 119602 111235 - RP11-298E9.2 SIRT7 PFKP SIR2L7 ATP-PFK|PFK-C|PFK-P|PFKF
676881 56288 5214 121134 111235 RP11-406D17.1 RP11-298E9.2 PARD3 PFKP ASIP|Baz|PAR3|PAR3alpha|PARD-3|PARD3A|PPP1R118|SE2-5L16|SE2-5LT1|SE2-5T2ATP-PFK|PFK-C|PFK-P|PFKF
678620 26260 5214 117646 111235 - RP11-298E9.2 FBXO25 PFKP FBX25 ATP-PFK|PFK-C|PFK-P|PFKF
681497 7013 5214 112872 111235 - RP11-298E9.2 TERF1 PFKP PIN2|TRBF1|TRF|TRF1|hTRF1-AS|t-TRF1ATP-PFK|PFK-C|PFK-P|PFKF
681704 26277 5214 117660 111235 - RP11-298E9.2 TINF2 PFKP DKCA3|TIN2 ATP-PFK|PFK-C|PFK-P|PFKF
681762 65057 5214 122379 111235 - RP11-298E9.2 ACD PFKP PIP1|PTOP|TINT1|TPP1ATP-PFK|PFK-C|PFK-P|PFKF
681899 25913 5214 117417 111235 - RP11-298E9.2 POT1 PFKP CMM10|HPOT1 ATP-PFK|PFK-C|PFK-P|PFKF
686719 8452 5214 114030 111235 - RP11-298E9.2 CUL3 PFKP CUL-3|PHA2E ATP-PFK|PFK-C|PFK-P|PFKF
689696 10987 5214 116183 111235 - RP11-298E9.2 COPS5 PFKP CSN5|JAB1|MOV-34|SGN5ATP-PFK|PFK-C|PFK-P|PFKF
744355 5211 5214 111232 111235 - RP11-298E9.2 PFKL PFKP ATP-PFK|PFK-B|PFK-LATP-PFK|PFK-C|PFK-P|PFKF
744890 5213 5214 111234 111235 - RP11-298E9.2 PFKM PFKP ATP-PFK|GSD7|PFK-1|PFK1|PFKA|PFKX|PPP1R122ATP-PFK|PFK-C|PFK-P|PFKF
751418 5214 7112 111235 112967 RP11-298E9.2 - PFKP TMPO ATP-PFK|PFK-C|PFK-P|PFKFCMD1T|LAP2|LEMD4|PRO0868|TP
754044 5214 2058 111235 108372 RP11-298E9.2 PIG32 PFKP EPRS ATP-PFK|PFK-C|PFK-P|PFKFEARS|GLUPRORS|PARS|QARS|QPRS
826359 2335 5214 108621 111235 - RP11-298E9.2 FN1 PFKP CIG|ED-B|FINC|FN|FNZ|GFND|GFND2|LETS|MSFATP-PFK|PFK-C|PFK-P|PFKF
837129 3676 5214 109883 111235 - RP11-298E9.2 ITGA4 PFKP CD49D|IA4 ATP-PFK|PFK-C|PFK-P|PFKF
861262 975 5214 107413 111235 - RP11-298E9.2 CD81 PFKP CVID6|S5.7|TAPA1|TSPAN28ATP-PFK|PFK-C|PFK-P|PFKF
863207 6657 5214 112540 111235 - RP11-298E9.2 SOX2 PFKP ANOP3|MCOPS3 ATP-PFK|PFK-C|PFK-P|PFKF
872264 10013 5214 115330 111235 JM21 RP11-298E9.2 HDAC6 PFKP CPBHM|HD6|PPP1R90ATP-PFK|PFK-C|PFK-P|PFKF
887254 1956 5214 108276 111235 - RP11-298E9.2 EGFR PFKP ERBB|ERBB1|HER1|NISBD2|PIG61|mENAATP-PFK|PFK-C|PFK-P|PFKF
892293 5214 65125 111235 122403 RP11-298E9.2 - PFKP WNK1 ATP-PFK|PFK-C|PFK-P|PFKFHSAN2|HSN2|KDP|PPP1R167|PRKWNK1|PSK|p65
892968 27161 5214 118041 111235 - RP11-298E9.2 AGO2 PFKP EIF2C2|Q10 ATP-PFK|PFK-C|PFK-P|PFKF
906663 147746 5214 127086 111235 - RP11-298E9.2 HIPK4 PFKP - ATP-PFK|PFK-C|PFK-P|PFKF
906771 5596 5214 111582 111235 - RP11-298E9.2 MAPK4 PFKP ERK-4|ERK4|PRKM4|p63-MAPK|p63MAPKATP-PFK|PFK-C|PFK-P|PFKF
912672 26270 5214 117654 111235 RP3-330O12.3 RP11-298E9.2 FBXO6 PFKP FBG2|FBS2|FBX6|Fbx6bATP-PFK|PFK-C|PFK-P|PFKF
920788 5214 1429 111235 107816 RP11-298E9.2 - PFKP CRYZ ATP-PFK|PFK-C|PFK-P|PFKF-
923434 5214 5093 111235 111126 RP11-298E9.2 - PFKP PCBP1 ATP-PFK|PFK-C|PFK-P|PFKFHEL-S-85|HNRPE1|HNRPX|hnRNP-E1|hnRNP-X
923586 1915 5214 108237 111235 RP11-505P4.2 RP11-298E9.2 EEF1A1 PFKP CCS-3|CCS3|EE1A1|EEF-1|EEF1A|EF-Tu|EF1A|GRAF-1EF|HNGC:16303|LENG7|PTI1|eEF1A-1ATP-PFK|PFK-C|PFK-P|PFKF
923587 5213 5214 111234 111235 - RP11-298E9.2 PFKM PFKP ATP-PFK|GSD7|PFK-1|PFK1|PFKA|PFKX|PPP1R122ATP-PFK|PFK-C|PFK-P|PFKF
923727 5214 5479 111235 111475 RP11-298E9.2 - PFKP PPIB ATP-PFK|PFK-C|PFK-P|PFKFCYP-S1|CYPB|HEL-S-39|OI9|SCYLP
926291 5214 10383 111235 115656 RP11-298E9.2 RP13-122B23.2 PFKP TUBB4B ATP-PFK|PFK-C|PFK-P|PFKFBeta2|TUBB2|TUBB2C
926551 5214 10493 111235 115756 RP11-298E9.2 - PFKP VAT1 ATP-PFK|PFK-C|PFK-P|PFKFVATI
926950 155908 5214 1205542 111235 HIV1gp6 RP11-298E9.2 rev PFKP - ATP-PFK|PFK-C|PFK-P|PFKF
941388 3611 5214 109824 111235 - RP11-298E9.2 ILK PFKP HEL-S-28|ILK-1|ILK-2|P59|p59ILKATP-PFK|PFK-C|PFK-P|PFKF
946444 1956 5214 108276 111235 - RP11-298E9.2 EGFR PFKP ERBB|ERBB1|HER1|NISBD2|PIG61|mENAATP-PFK|PFK-C|PFK-P|PFKF
1057899 9820 5214 115159 111235 - RP11-298E9.2 CUL7 PFKP 3M1|KIAA0076|dJ20C7.5ATP-PFK|PFK-C|PFK-P|PFKF
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1059092 83987 5214 123838 111235 - RP11-298E9.2 CCDC8 PFKP 3M3|PPP1R20|p90 ATP-PFK|PFK-C|PFK-P|PFKF
1067005 23197 5214 116806 111235 - RP11-298E9.2 FAF2 PFKP ETEA|UBXD8|UBXN3BATP-PFK|PFK-C|PFK-P|PFKF
1258436 5214 126133 111235 125959 RP11-298E9.2 - PFKP ALDH16A1 ATP-PFK|PFK-C|PFK-P|PFKF-
1258746 5214 27236 111235 118084 RP11-298E9.2 - PFKP ARFIP1 ATP-PFK|PFK-C|PFK-P|PFKFHSU52521
1258768 5214 392 111235 106885 RP11-298E9.2 - PFKP ARHGAP1 ATP-PFK|PFK-C|PFK-P|PFKFCDC42GAP|RHOGAP|RHOGAP1|p50rhoGAP
1259683 5214 28952 111235 118780 RP11-298E9.2 JM1 PFKP CCDC22 ATP-PFK|PFK-C|PFK-P|PFKFCXorf37
1261130 5214 23234 111235 116839 RP11-298E9.2 - PFKP DNAJC9 ATP-PFK|PFK-C|PFK-P|PFKFHDJC9|JDD1|SB73
1261336 5214 1915 111235 108237 RP11-298E9.2 RP11-505P4.2 PFKP EEF1A1 ATP-PFK|PFK-C|PFK-P|PFKFCCS-3|CCS3|EE1A1|EEF-1|EEF1A|EF-Tu|EF1A|GRAF-1EF|HNGC:16303|LENG7|PTI1|eEF1A-1
1264372 5214 90411 111235 124712 RP11-298E9.2 - PFKP MCFD2 ATP-PFK|PFK-C|PFK-P|PFKFF5F8D|F5F8D2|LMAN1IP|SDNSF
1264426 5214 79892 111235 122976 RP11-298E9.2 - PFKP MCMBP ATP-PFK|PFK-C|PFK-P|PFKFC10orf119|MCM-BP
1265053 5214 4522 111235 110622 RP11-298E9.2 - PFKP MTHFD1 ATP-PFK|PFK-C|PFK-P|PFKFMTHFC|MTHFD
1265606 5214 51068 111235 119259 RP11-298E9.2 CGI-07 PFKP NMD3 ATP-PFK|PFK-C|PFK-P|PFKF-
1265814 5214 79716 111235 122832 RP11-298E9.2 RP11-261P9.1 PFKP NPEPL1 ATP-PFK|PFK-C|PFK-P|PFKFbA261P9.2
1266004 5214 9943 111235 115269 RP11-298E9.2 - PFKP OXSR1 ATP-PFK|PFK-C|PFK-P|PFKFOSR1
1266516 396 5214 106889 111235 - RP11-298E9.2 ARHGDIA PFKP GDIA1|HEL-S-47e|NPHS8|RHOGDI|RHOGDI-1ATP-PFK|PFK-C|PFK-P|PFKF
1266517 978 5214 107416 111235 - RP11-298E9.2 CDA PFKP CDD ATP-PFK|PFK-C|PFK-P|PFKF
1266518 54939 5214 120279 111235 - RP11-298E9.2 COMMD4 PFKP - ATP-PFK|PFK-C|PFK-P|PFKF
1266519 60528 5214 121937 111235 - RP11-298E9.2 ELAC2 PFKP COXPD17|ELC2|HPC2ATP-PFK|PFK-C|PFK-P|PFKF
1266520 2521 5214 108797 111235 - RP11-298E9.2 FUS PFKP ALS6|ETM4|FUS1|HNRNPP2|POMP75|TLSATP-PFK|PFK-C|PFK-P|PFKF
1266521 51603 5214 119632 111235 CGI-01 RP11-298E9.2 METTL13 PFKP 5630401D24Rik|KIAA0859|featATP-PFK|PFK-C|PFK-P|PFKF
1266522 5836 5214 111794 111235 - RP11-298E9.2 PYGL PFKP GSD6 ATP-PFK|PFK-C|PFK-P|PFKF
1266523 6251 5214 112164 111235 - RP11-298E9.2 RSU1 PFKP RSP-1 ATP-PFK|PFK-C|PFK-P|PFKF
1266524 55236 5214 120529 111235 - RP11-298E9.2 UBA6 PFKP E1-L2|MOP-4|UBE1L2ATP-PFK|PFK-C|PFK-P|PFKF
1266769 5214 5315 111235 111332 RP11-298E9.2 - PFKP PKM ATP-PFK|PFK-C|PFK-P|PFKFCTHBP|HEL-S-30|OIP3|PK3|PKM2|TCB|THBP1
1266774 5214 5335 111235 111351 RP11-298E9.2 RP3-511B24.2 PFKP PLCG1 ATP-PFK|PFK-C|PFK-P|PFKFNCKAP3|PLC-II|PLC1|PLC148|PLCgamma1
1268317 5214 8624 111235 114179 RP11-298E9.2 - PFKP PSMG1 ATP-PFK|PFK-C|PFK-P|PFKFC21LRP|DSCR2|LRPC21|PAC-1|PAC1
1268370 5214 5777 111235 111742 RP11-298E9.2 - PFKP PTPN6 ATP-PFK|PFK-C|PFK-P|PFKFHCP|HCPH|HPTP1C|PTP-1C|SH-PTP1|SHP-1|SHP-1L|SHP1
1271634 5214 54809 111235 120166 RP11-298E9.2 - PFKP SAMD9 ATP-PFK|PFK-C|PFK-P|PFKFC7orf5|DRIF1|NFTC|OEF1|OEF2
1272418 5214 22938 111235 116597 RP11-298E9.2 - PFKP SNW1 ATP-PFK|PFK-C|PFK-P|PFKFBx42|NCOA-62|PRPF45|Prp45|SKIIP|SKIP
1273422 5214 7112 111235 112967 RP11-298E9.2 - PFKP TMPO ATP-PFK|PFK-C|PFK-P|PFKFCMD1T|LAP2|LEMD4|PRO0868|TP
1273811 5214 200081 111235 128297 RP11-298E9.2 RP4-622L5.4 PFKP TXLNA ATP-PFK|PFK-C|PFK-P|PFKFIL14|TXLN
1275091 4914 5214 110969 111235 - RP11-298E9.2 NTRK1 PFKP MTC|TRK|TRK1|TRKA|Trk-A|p140-TrkAATP-PFK|PFK-C|PFK-P|PFKF
1461137 56150 5214 207818 111235 - RP11-298E9.2 Mad2l1 PFKP AA673185|MAD2 ATP-PFK|PFK-C|PFK-P|PFKF
1508551 6497 5214 112388 111235 - RP11-298E9.2 SKI PFKP SGS|SKV ATP-PFK|PFK-C|PFK-P|PFKF
1511549 4171 5214 110339 111235 - RP11-298E9.2 MCM2 PFKP BM28|CCNL1|CDCL1|D3S3194|MITOTIN|cdc19ATP-PFK|PFK-C|PFK-P|PFKF
1514215 22938 5214 116597 111235 - RP11-298E9.2 SNW1 PFKP Bx42|NCOA-62|PRPF45|Prp45|SKIIP|SKIPATP-PFK|PFK-C|PFK-P|PFKF
1514427 988 5214 107424 111235 RP1-319D22.1 RP11-298E9.2 CDC5L PFKP CDC5|CDC5-LIKE|CEF1|PCDC5RP|dJ319D22.1ATP-PFK|PFK-C|PFK-P|PFKF
1515381 23741 5214 117243 111235 PNAS-22 RP11-298E9.2 EID1 PFKP C15orf3|CRI1|EID-1|IRO45620|PTD014|RBP21ATP-PFK|PFK-C|PFK-P|PFKF
1516883 55658 5214 120790 111235 - RP11-298E9.2 RNF126 PFKP - ATP-PFK|PFK-C|PFK-P|PFKF
1516955 26168 5214 117594 111235 - RP11-298E9.2 SENP3 PFKP SMT3IP1|SSP3|Ulp1 ATP-PFK|PFK-C|PFK-P|PFKF
2207828 14628 5214 199939 111235 - RP11-298E9.2 Ostm1 PFKP 1200002H13Rik|HSPC019|glATP-PFK|PFK-C|PFK-P|PFKF
2211274 999 5214 107434 111235 - RP11-298E9.2 CDH1 PFKP Arc-1|CD324|CDHE|ECAD|LCAM|UVOATP-PFK|PFK-C|PFK-P|PFKF
2228628 4745 5214 110820 111235 - RP11-298E9.2 NELL1 PFKP IDH3GL|NRP1 ATP-PFK|PFK-C|PFK-P|PFKF
2232291 5211 5214 111232 111235 - RP11-298E9.2 PFKL PFKP ATP-PFK|PFK-B|PFK-LATP-PFK|PFK-C|PFK-P|PFKF



2260184 5214 5213 111235 111234 RP11-298E9.2 - PFKP PFKM ATP-PFK|PFK-C|PFK-P|PFKFATP-PFK|GSD7|PFK-1|PFK1|PFKA|PFKX|PPP1R122
2328374 55764 5214 120882 111235 - RP11-298E9.2 IFT122 PFKP CED|CED1|SPG|WDR10|WDR10p|WDR140ATP-PFK|PFK-C|PFK-P|PFKF
2328593 57728 5214 121748 111235 - RP11-298E9.2 WDR19 PFKP ATD5|CED4|DYF-2|IFT144|NPHP13|ORF26|Oseg6|PWDMP|SRTD5ATP-PFK|PFK-C|PFK-P|PFKF
2378505 7706 5214 113500 111235 - RP11-298E9.2 TRIM25 PFKP EFP|RNF147|Z147|ZNF147ATP-PFK|PFK-C|PFK-P|PFKF
2383982 672 5214 107140 111235 - RP11-298E9.2 BRCA1 PFKP BRCAI|BRCC1|BROVCA1|FANCS|IRIS|PNCA4|PPP1R53|PSCP|RNF53ATP-PFK|PFK-C|PFK-P|PFKF
2384206 10413 5214 115684 111235 - RP11-298E9.2 YAP1 PFKP COB1|YAP|YAP2|YAP65|YKIATP-PFK|PFK-C|PFK-P|PFKF
2391344 254394 5214 129033 111235 RP3-329L24.2 RP11-298E9.2 MCM9 PFKP C6orf61|MCMDC1|dJ329L24.1|dJ329L24.3ATP-PFK|PFK-C|PFK-P|PFKF
2391440 254394 5214 129033 111235 RP3-329L24.2 RP11-298E9.2 MCM9 PFKP C6orf61|MCMDC1|dJ329L24.1|dJ329L24.3ATP-PFK|PFK-C|PFK-P|PFKF
2472807 3312 5214 109544 111235 - RP11-298E9.2 HSPA8 PFKP HEL-33|HEL-S-72p|HSC54|HSC70|HSC71|HSP71|HSP73|HSPA10|LAP-1|LAP1|NIP71ATP-PFK|PFK-C|PFK-P|PFKF
2487137 9343 5214 114749 111235 - RP11-298E9.2 EFTUD2 PFKP MFDGA|MFDM|SNRNP116|Snrp116|Snu114|U5-116KDATP-PFK|PFK-C|PFK-P|PFKF
2488266 55011 5214 120343 111235 - RP11-298E9.2 PIH1D1 PFKP NOP17 ATP-PFK|PFK-C|PFK-P|PFKF
2497164 997 5214 107432 111235 - RP11-298E9.2 CDC34 PFKP E2-CDC34|UBC3|UBCH3|UBE2R1ATP-PFK|PFK-C|PFK-P|PFKF
2498230 83732 5214 123743 111235 RP11-288G3.1 RP11-298E9.2 RIOK1 PFKP AD034|RRP10|bA288G3.1ATP-PFK|PFK-C|PFK-P|PFKF
2515988 3783726 5214 971768 111235 HHV4_BPLF1 RP11-298E9.2 BPLF1 PFKP - ATP-PFK|PFK-C|PFK-P|PFKF
2519077 2100 5214 108404 111235 - RP11-298E9.2 ESR2 PFKP ER-BETA|ESR-BETA|ESRB|ESTRB|Erb|NR3A2ATP-PFK|PFK-C|PFK-P|PFKF
2524627 207 5214 106710 111235 - RP11-298E9.2 AKT1 PFKP AKT|CWS6|PKB|PKB-ALPHA|PRKBA|RAC|RAC-ALPHAATP-PFK|PFK-C|PFK-P|PFKF
2524628 5214 207 111235 106710 RP11-298E9.2 - PFKP AKT1 ATP-PFK|PFK-C|PFK-P|PFKFAKT|CWS6|PKB|PKB-ALPHA|PRKBA|RAC|RAC-ALPHA
2524629 5214 208 111235 106711 RP11-298E9.2 - PFKP AKT2 ATP-PFK|PFK-C|PFK-P|PFKFHIHGHH|PKBB|PKBBETA|PRKBB|RAC-BETA
2524630 5214 10000 111235 115318 RP11-298E9.2 - PFKP AKT3 ATP-PFK|PFK-C|PFK-P|PFKFMPPH|MPPH2|PKB-GAMMA|PKBG|PRKBG|RAC-PK-gamma|RAC-gamma|STK-2
2524631 5214 207 111235 106710 RP11-298E9.2 - PFKP AKT1 ATP-PFK|PFK-C|PFK-P|PFKFAKT|CWS6|PKB|PKB-ALPHA|PRKBA|RAC|RAC-ALPHA
2524632 5214 208 111235 106711 RP11-298E9.2 - PFKP AKT2 ATP-PFK|PFK-C|PFK-P|PFKFHIHGHH|PKBB|PKBBETA|PRKBB|RAC-BETA
2524633 207 5214 106710 111235 - RP11-298E9.2 AKT1 PFKP AKT|CWS6|PKB|PKB-ALPHA|PRKBA|RAC|RAC-ALPHAATP-PFK|PFK-C|PFK-P|PFKF
2524634 5214 5213 111235 111234 RP11-298E9.2 - PFKP PFKM ATP-PFK|PFK-C|PFK-P|PFKFATP-PFK|GSD7|PFK-1|PFK1|PFKA|PFKX|PPP1R122
2524635 5214 6737 111235 112615 RP11-298E9.2 - PFKP TRIM21 ATP-PFK|PFK-C|PFK-P|PFKFRNF81|RO52|Ro/SSA|SSA|SSA1
2524636 5214 6737 111235 112615 RP11-298E9.2 - PFKP TRIM21 ATP-PFK|PFK-C|PFK-P|PFKFRNF81|RO52|Ro/SSA|SSA|SSA1
2524637 6737 5214 112615 111235 - RP11-298E9.2 TRIM21 PFKP RNF81|RO52|Ro/SSA|SSA|SSA1ATP-PFK|PFK-C|PFK-P|PFKF
2525396 63891 5214 121971 111235 FP1477 RP11-298E9.2 RNF123 PFKP KPC1 ATP-PFK|PFK-C|PFK-P|PFKF
2528522 10551 5214 115802 111235 UNQ515/PRO1030 RP11-298E9.2 AGR2 PFKP AG2|GOB-4|HAG-2|HEL-S-116|PDIA17|XAG-2ATP-PFK|PFK-C|PFK-P|PFKF
2533567 253461 5214 128969 111235 - RP11-298E9.2 ZBTB38 PFKP CIBZ|PPP1R171|ZNF921ATP-PFK|PFK-C|PFK-P|PFKF
2541638 4609 5214 110694 111235 - RP11-298E9.2 MYC PFKP MRTL|MYCC|bHLHe39|c-MycATP-PFK|PFK-C|PFK-P|PFKF
2554075 10618 5214 115864 111235 - RP11-298E9.2 TGOLN2 PFKP TGN38|TGN46|TGN48|TGN51|TTGN2ATP-PFK|PFK-C|PFK-P|PFKF
2557781 7846 5214 113603 111235 - RP11-298E9.2 TUBA1A PFKP B-ALPHA-1|LIS3|TUBA3ATP-PFK|PFK-C|PFK-P|PFKF
2560036 4259 5214 110415 111235 RP11-466F5.1 RP11-298E9.2 MGST3 PFKP GST-III ATP-PFK|PFK-C|PFK-P|PFKF
2566322 56339 5214 121139 111235 - RP11-298E9.2 METTL3 PFKP IME4|M6A|MT-A70|Spo8ATP-PFK|PFK-C|PFK-P|PFKF
2567336 25962 5214 117452 111235 MSTP054 RP11-298E9.2 KIAA1429 PFKP fSAP121 ATP-PFK|PFK-C|PFK-P|PFKF
2573899 55054 5214 120375 111235 hCG_1817841 RP11-298E9.2 ATG16L1 PFKP APG16L|ATG16A|ATG16L|IBD10|WDR30ATP-PFK|PFK-C|PFK-P|PFKF
2591801 51341 5214 119488 111235 - RP11-298E9.2 ZBTB7A PFKP FBI-1|FBI1|LRF|ZBTB7|ZNF857A|pokemonATP-PFK|PFK-C|PFK-P|PFKF
2600313 595 5214 107067 111235 - RP11-298E9.2 CCND1 PFKP BCL1|D11S287E|PRAD1|U21B31ATP-PFK|PFK-C|PFK-P|PFKF
2614640 3066 5214 109316 111235 - RP11-298E9.2 HDAC2 PFKP HD2|RPD3|YAF1 ATP-PFK|PFK-C|PFK-P|PFKF
2617482 63976 5214 122023 111235 - RP11-298E9.2 PRDM16 PFKP CMD1LL|LVNC8|MEL1|PFM13ATP-PFK|PFK-C|PFK-P|PFKF
2617652 2122 5214 108423 111235 hCG_1640438 RP11-298E9.2 MECOM PFKP AML1-EVI-1|EVI1|MDS1|MDS1-EVI1|PRDM3ATP-PFK|PFK-C|PFK-P|PFKF
2619389 3845 5214 110043 111235 - RP11-298E9.2 KRAS PFKP C-K-RAS|CFC2|K-RAS2A|K-RAS2B|K-RAS4A|K-RAS4B|KI-RAS|KRAS1|KRAS2|NS|NS3|RASK2ATP-PFK|PFK-C|PFK-P|PFKF
2633354 1859 5214 108192 111235 - RP11-298E9.2 DYRK1A PFKP DYRK|DYRK1|HP86|MNB|MNBH|MRD7ATP-PFK|PFK-C|PFK-P|PFKF
2636147 79370 5214 122658 111235 - RP11-298E9.2 BCL2L14 PFKP BCLG ATP-PFK|PFK-C|PFK-P|PFKF



2642957 1033 5214 107467 111235 - RP11-298E9.2 CDKN3 PFKP CDI1|CIP2|KAP|KAP1ATP-PFK|PFK-C|PFK-P|PFKF
2642958 1848 5214 108181 111235 - RP11-298E9.2 DUSP6 PFKP HH19|MKP3|PYST1 ATP-PFK|PFK-C|PFK-P|PFKF
2646901 57664 5214 121697 111235 - RP11-298E9.2 PLEKHA4 PFKP PEPP1 ATP-PFK|PFK-C|PFK-P|PFKF
2649090 369 5214 106864 111235 RP1-230G1.1 RP11-298E9.2 ARAF PFKP A-RAF|ARAF1|PKS2|RAFA1ATP-PFK|PFK-C|PFK-P|PFKF
2651293 5214 1956 111235 108276 RP11-298E9.2 - PFKP EGFR ATP-PFK|PFK-C|PFK-P|PFKFERBB|ERBB1|HER1|NISBD2|PIG61|mENA
2651294 1956 5214 108276 111235 - RP11-298E9.2 EGFR PFKP ERBB|ERBB1|HER1|NISBD2|PIG61|mENAATP-PFK|PFK-C|PFK-P|PFKF
2651295 10524 5214 115779 111235 - RP11-298E9.2 KAT5 PFKP ESA1|HTATIP|HTATIP1|PLIP|TIP|TIP60|ZC2HC5|cPLA2ATP-PFK|PFK-C|PFK-P|PFKF
2651296 1956 5214 108276 111235 - RP11-298E9.2 EGFR PFKP ERBB|ERBB1|HER1|NISBD2|PIG61|mENAATP-PFK|PFK-C|PFK-P|PFKF
2651297 5214 5295 111235 111313 RP11-298E9.2 - PFKP PIK3R1 ATP-PFK|PFK-C|PFK-P|PFKFAGM7|GRB1|IMD36|p85|p85-ALPHA
2651298 5214 5295 111235 111313 RP11-298E9.2 - PFKP PIK3R1 ATP-PFK|PFK-C|PFK-P|PFKFAGM7|GRB1|IMD36|p85|p85-ALPHA
2651299 5295 5214 111313 111235 - RP11-298E9.2 PIK3R1 PFKP AGM7|GRB1|IMD36|p85|p85-ALPHAATP-PFK|PFK-C|PFK-P|PFKF
2651300 2549 5214 108824 111235 - RP11-298E9.2 GAB1 PFKP - ATP-PFK|PFK-C|PFK-P|PFKF
2655054 55716 5214 120838 111235 UNQ458/PRO783 RP11-298E9.2 LMBR1L PFKP LIMR ATP-PFK|PFK-C|PFK-P|PFKF
2655639 10857 5214 116068 111235 - RP11-298E9.2 PGRMC1 PFKP HPR6.6|MPR ATP-PFK|PFK-C|PFK-P|PFKF
2658118 29117 5214 118883 111235 - RP11-298E9.2 BRD7 PFKP BP75|CELTIX1|NAG4 ATP-PFK|PFK-C|PFK-P|PFKF
2658983 7316 5214 113164 111235 - RP11-298E9.2 UBC PFKP HMG20 ATP-PFK|PFK-C|PFK-P|PFKF
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Affinity Capture-MSphysical Ewing RM (2007) PUBMED:17353931 9606 9606 High Throughput 0.355 - Exogenous expression of bait BIOGRID P23508
Affinity Capture-MSphysical Sowa ME (2009) PUBMED:19615732 9606 9606 High Throughput 3.6 - exogenous expression of bait BIOGRID Q09019
Affinity Capture-MSphysical Behrends C (2010) PUBMED:20562859 9606 9606 High Throughput - - Exogenous expression of bait BIOGRID O75323
Affinity Capture-MSphysical Behrends C (2010) PUBMED:20562859 9606 9606 High Throughput - - Exogenous expression of bait BIOGRID Q9Y4P8
Affinity Capture-MSphysical Tsai YC (2012) PUBMED:22586326 9606 9606 High Throughput - - exogenous expression of bait|figure 2, table S1.BIOGRID Q9NRC8
Affinity Capture-MSphysical Zhou Y (2008) PUBMED:18685789 9606 9606 Low Throughput - - - BIOGRID Q8TEW0
Affinity Capture-MSphysical Teixeira FR (2010) PUBMED:20473970 9606 9606 High Throughput - - - BIOGRID Q8TCJ0
Two-hybrid physical Lee OH (2011) PUBMED:21044950 9606 9606 High Throughput - - BifC BIOGRID P54274
Two-hybrid physical Lee OH (2011) PUBMED:21044950 9606 9606 High Throughput - - BifC BIOGRID Q9BSI4
Two-hybrid physical Lee OH (2011) PUBMED:21044950 9606 9606 High Throughput - - BifC BIOGRID Q96AP0
Two-hybrid physical Lee OH (2011) PUBMED:21044950 9606 9606 High Throughput - - BifC BIOGRID Q9NUX5
Affinity Capture-MSphysical Bennett EJ (2010) PUBMED:21145461 9606 9606 High Throughput - - All data was filtered to a 1% false discovery rate (peptide level) prior to analysis using CompPASS to identify high confidence candidate interacting proteins|TAP-tagged Cul3|exogenous expression of baitBIOGRID Q13618
Affinity Capture-MSphysical Bennett EJ (2010) PUBMED:21145461 9606 9606 High Throughput - - All data was filtered to a 1% false discovery rate (peptide level) prior to analysis using CompPASS to identify high confidence candidate interacting proteins|TAP-tagged COPS5|exogenous expression of baitBIOGRID Q92905
Co-fractionation physical Havugimana PC (2012) PUBMED:22939629 9606 9606 High Throughput 0.93 - Denoised score >= 0.75 BIOGRID P17858
Co-fractionation physical Havugimana PC (2012) PUBMED:22939629 9606 9606 High Throughput 0.933 - Denoised score >= 0.75 BIOGRID P08237
Co-fractionation physical Havugimana PC (2012) PUBMED:22939629 9606 9606 High Throughput 0.798 - Denoised score >= 0.75 BIOGRID Q01813
Co-fractionation physical Havugimana PC (2012) PUBMED:22939629 9606 9606 High Throughput 0.757 - Denoised score >= 0.75 BIOGRID Q01813
Affinity Capture-MSphysical Humphries JD (2009) PUBMED:19738201 9606 9606 High Throughput - - exogenous expression of bait BIOGRID P02751
Affinity Capture-MSphysical Byron A (2012) PUBMED:22623428 9606 9606 Low Throughput - - exogenous expression of bait BIOGRID P13612
Affinity Capture-MSphysical Perez-Hernandez D (2013) PUBMED:23463506 9606 9606 High Throughput - - - BIOGRID P60033
Affinity Capture-MSphysical Cox JL (2013) PUBMED:23667531 9606 9606 High Throughput - - - BIOGRID P48431
Affinity Capture-MSphysical New M (2013) PUBMED:23703321 9606 9606 High Throughput - - - BIOGRID Q9UBN7
Affinity Capture-MSphysical Foerster S (2013) PUBMED:23956138 9606 9606 High Throughput|Low Throughput- - - BIOGRID P00533
Two-hybrid physical Wang J (2011) PUBMED:21988832 9606 9606 High Throughput - - - BIOGRID Q01813
Two-hybrid physical Wang J (2011) PUBMED:21988832 9606 9606 High Throughput - - - BIOGRID Q9UKV8
Affinity Capture-MSphysical Varjosalo M (2013) PUBMED:23602568 9606 9606 High Throughput - - Exogenous expresssion of bait BIOGRID Q8NE63
Affinity Capture-MSphysical Varjosalo M (2013) PUBMED:23602568 9606 9606 High Throughput - - Exogenous expresssion of bait BIOGRID P31152
Affinity Capture-MSphysical Liu B (2012) PUBMED:22268729 9606 9606 High Throughput - - exogenous expression of bait BIOGRID Q9NRD1
Co-fractionation physical Kristensen AR (2012) PUBMED:22863883 9606 9606 High Throughput - - - BIOGRID Q01813
Co-fractionation physical Kristensen AR (2012) PUBMED:22863883 9606 9606 High Throughput - - - BIOGRID Q01813
Co-fractionation physical Kristensen AR (2012) PUBMED:22863883 9606 9606 High Throughput - - - BIOGRID P68104
Co-fractionation physical Kristensen AR (2012) PUBMED:22863883 9606 9606 High Throughput - - - BIOGRID P08237
Co-fractionation physical Kristensen AR (2012) PUBMED:22863883 9606 9606 High Throughput - - - BIOGRID Q01813
Co-fractionation physical Kristensen AR (2012) PUBMED:22863883 9606 9606 High Throughput - - - BIOGRID Q01813
Co-fractionation physical Kristensen AR (2012) PUBMED:22863883 9606 9606 High Throughput - - - BIOGRID Q01813
Reconstituted Complexphysical Naji S (2011) PUBMED:22174317 11676 9606 Low Throughput - - - BIOGRID P04618
Affinity Capture-MSphysical Varjosalo M (2013) PUBMED:23455922 9606 9606 High Throughput - - exogenous expression of bait BIOGRID Q13418
Affinity Capture-MSphysical Tong J (2014) PUBMED:24797263 9606 9606 High Throughput - - - BIOGRID P00533
Affinity Capture-MSphysical Hanson D (2014) PUBMED:24711643 9606 9606 High Throughput - - - BIOGRID Q14999

Supplemental Table 2. Literature curated PFKP-interacting proteins



Affinity Capture-MSphysical Hanson D (2014) PUBMED:24711643 9606 9606 High Throughput - - - BIOGRID Q9H0W5
Affinity Capture-MSphysical Christianson JC (2012) PUBMED:22119785 9606 9606 High Throughput - - in the presence of TX100|in the presence of digitoninBIOGRID Q96CS3
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.07283 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.09524 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.08986 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.08853 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.079 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.12022 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.14333 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.09422 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.08811 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.07649 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.07864 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.11611 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.09139 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID P52565
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.08775 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID P32320
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.13687 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q9H0A8
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.08649 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q9BQ52
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.08854 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID P35637
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.07273 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q8N6R0
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.08016 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID P06737
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.09829 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q15404
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.09045 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID A0AVT1
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.29015 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.09078 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.07262 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.0806 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.07213 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.10664 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.16785 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Co-fractionation physical Wan C (2015) PUBMED:26344197 9606 9606 High Throughput 0.09326 - Fractionation was combined with mass spectrometry from five diverse animal species to predict co-complex protein interactions conserved across metazoa using an integrative computational scoring procedure along with an SVM approach. The significant data set of 16655 PPI, was derived from a set of more than 1M interactions by examining a ROC curve of predicted interactions against reference annotated complexes at a 67.5% cumulative precision.BIOGRID Q01813
Affinity Capture-MSphysical Emdal KB (2015) PUBMED:25921289 9606 9606 High Throughput - - - BIOGRID P04629
Affinity Capture-MSphysical Hein MY (2015) PUBMED:26496610 10090 9606 High Throughput - - interaction detected by quantitative BAC-GFP interactomics (QUBIC)BIOGRID Q9Z1B5
Affinity Capture-MSphysical Rashidian J (2015) PUBMED:25670202 9606 9606 High Throughput - - Table S1 BIOGRID P12755
Affinity Capture-MSphysical Drissi R (2015) PUBMED:25963833 9606 9606 High Throughput - - - BIOGRID P49736
Affinity Capture-MSphysical Lleres D (2010) PUBMED:20467437 9606 9606 High Throughput - - - BIOGRID Q13573
Affinity Capture-MSphysical Lleres D (2010) PUBMED:20467437 9606 9606 High Throughput - - - BIOGRID Q99459
Affinity Capture-MSphysical Zhang C (2015) PUBMED:26631746 9606 9606 High Throughput - - - BIOGRID Q9Y6B2
Affinity Capture-MSphysical O'Connor HF (2015) PUBMED:26508657 9606 9606 Low Throughput - - The UBAITs (Ubiquitin-Activated Interaction Traps) method was used.BIOGRID Q9BV68
Affinity Capture-MSphysical Wang M (2016) PUBMED:26511642 9606 9606 High Throughput - - Table 1 BIOGRID Q9H4L4
Affinity Capture-MSphysical Pandruvada SN (2015) PUBMED:26598607 10090 9606 Low Throughput - - - BIOGRID Q8BGT0
Proximity Label-MSphysical Guo Z (2014) PUBMED:25468996 9606 9606 High Throughput - - - BIOGRID P12830
Affinity Capture-MSphysical Huttlin EL (2017) PUBMED:28514442 9606 9606 High Throughput 0.99975 - Quantitative scores are a modified CompPASS score derived from Sowa et al., Cell, 2009 (PMID 19615732). The cut-off threshold is > 0.75.BIOGRID Q92832
Affinity Capture-MSphysical Huttlin EL (2017) PUBMED:28514442 9606 9606 High Throughput 0.999 - Quantitative scores are a modified CompPASS score derived from Sowa et al., Cell, 2009 (PMID 19615732). The cut-off threshold is > 0.75.BIOGRID P17858



Affinity Capture-MSphysical Huttlin EL (2017) PUBMED:28514442 9606 9606 High Throughput 0.88856 - Quantitative scores are a modified CompPASS score derived from Sowa et al., Cell, 2009 (PMID 19615732). The cut-off threshold is > 0.75.BIOGRID Q01813
Affinity Capture-MSphysical Boldt K (2016) PUBMED:27173435 9606 9606 High Throughput - - - BIOGRID Q9HBG6
Affinity Capture-MSphysical Boldt K (2016) PUBMED:27173435 9606 9606 High Throughput - - - BIOGRID Q8NEZ3
Affinity Capture-RNAphysical Choudhury NR (2017) PUBMED:29117863 9606 9606 High Throughput - - - BIOGRID Q14258
Affinity Capture-MSphysical Ertych N (2016) PUBMED:26831064 9606 9606 High Throughput - - - BIOGRID P38398
Affinity Capture-MSphysical Enzo E (2015) PUBMED:25796446 9606 9606 High Throughput - - - BIOGRID P46937
Affinity Capture-MSphysical Hutchins JR (2016) PUBMED:26870752 9606 9606 Low Throughput - - - BIOGRID Q9NXL9
Affinity Capture-MSphysical Traver S (2015) PUBMED:26300262 9606 9606 Low Throughput - - - BIOGRID Q9NXL9
Affinity Capture-MSphysical Rosenbluh J (2016) PUBMED:27684187 9606 9606 High Throughput - - High-credibility protein interactions were identified using draft-PPI and a method for protein interaction credibility scoring (ICS).BIOGRID P11142
Affinity Capture-MSphysical Malinova A (2017) PUBMED:28515276 9606 9606 High Throughput - - Eftud2-DADE BIOGRID Q15029
Affinity Capture-MSphysical Malinova A (2017) PUBMED:28515276 9606 9606 High Throughput - - - BIOGRID Q9NWS0
Affinity Capture-MSphysical Liu X (2018) PUBMED:29564676 9606 9606 High Throughput - - - BIOGRID P49427
Affinity Capture-MSphysical Guderian G (2011) PUBMED:21081503 9606 9606 High Throughput - - - BIOGRID Q9BRS2
Affinity Capture-MSphysical Gupta S (2018) PUBMED:29357390 10376 9606 High Throughput - - - BIOGRID P03186
Affinity Capture-MSphysical Giurato G (2018) PUBMED:29509190 9606 9606 High Throughput - - - BIOGRID Q92731
Biochemical Activityphysical Lee JH (2017) PUBMED:29038421 9606 9606 Low Throughput - Phosphorylation- BIOGRID P31749
Affinity Capture-MSphysical Lee JH (2017) PUBMED:29038421 9606 9606 Low Throughput - - - BIOGRID Q01813
Affinity Capture-MSphysical Lee JH (2017) PUBMED:29038421 9606 9606 Low Throughput - - - BIOGRID Q01813
Affinity Capture-MSphysical Lee JH (2017) PUBMED:29038421 9606 9606 Low Throughput - - - BIOGRID Q01813
Affinity Capture-Westernphysical Lee JH (2017) PUBMED:29038421 9606 9606 Low Throughput - - - BIOGRID Q01813
Affinity Capture-Westernphysical Lee JH (2017) PUBMED:29038421 9606 9606 Low Throughput - - - BIOGRID Q01813
Reconstituted Complexphysical Lee JH (2017) PUBMED:29038421 9606 9606 Low Throughput - - - BIOGRID P31749
Affinity Capture-MSphysical Lee JH (2017) PUBMED:29038421 9606 9606 Low Throughput - - - BIOGRID Q01813
Affinity Capture-MSphysical Lee JH (2017) PUBMED:29038421 9606 9606 Low Throughput - - - BIOGRID Q01813
Reconstituted Complexphysical Lee JH (2017) PUBMED:29038421 9606 9606 Low Throughput - - - BIOGRID Q01813
Biochemical Activityphysical Lee JH (2017) PUBMED:29038421 9606 9606 Low Throughput - Ubiquitination- BIOGRID P19474
Affinity Capture-MSphysical Khanna R (2018) PUBMED:29676528 9606 9606 High Throughput - - - BIOGRID Q5XPI4
Proximity Label-MSphysical Tiemann K (2018) PUBMED:30575818 9606 9606 High Throughput - - - BIOGRID O95994
Affinity Capture-MSphysical Miotto B (2018) PUBMED:29490077 9606 9606 High Throughput - - - BIOGRID Q8NAP3
Affinity Capture-MSphysical Heidelberger JB (2018) PUBMED:29467282 9606 9606 High Throughput - - - BIOGRID P01106
Affinity Capture-MSphysical Liu X (2018) PUBMED:29568061 9606 9606 High Throughput - - - BIOGRID O43493
Affinity Capture-MSphysical Liu X (2018) PUBMED:29568061 9606 9606 High Throughput - - - BIOGRID Q71U36
Proximity Label-MSphysical Liu X (2018) PUBMED:29568061 9606 9606 High Throughput - - - BIOGRID O14880
Affinity Capture-MSphysical Yue Y (2018) PUBMED:29507755 9606 9606 High Throughput - - The 'hit' protein was identified in an IP (immunoprecipitation) of METTL3 but not in IPs of METTL14 or WTAP.BIOGRID Q86U44
Affinity Capture-MSphysical Yue Y (2018) PUBMED:29507755 9606 9606 High Throughput - - - BIOGRID Q69YN4
Affinity Capture-MSphysical Arbogast F (2019) PUBMED:30196744 9606 9606 High Throughput - - - BIOGRID Q676U5
Affinity Capture-MSphysical Liu XS (2015) PUBMED:26446488 9606 9606 High Throughput - - - BIOGRID O95365
Affinity Capture-MSphysical Jirawatnotai S (2011) PUBMED:21654808 9606 9606 High Throughput - - - BIOGRID P24385
Affinity Capture-MSphysical Tang W (2019) PUBMED:30737378 9606 9606 High Throughput - - - BIOGRID Q92769
Affinity Capture-MSphysical Ivanochko D (2019) PUBMED:30462309 9606 9606 High Throughput - - PRDM16|PRDM16deltaPR|high confidence interactors have a BDFR=/<0.01BIOGRID Q9HAZ2
Affinity Capture-MSphysical Ivanochko D (2019) PUBMED:30462309 9606 9606 High Throughput - - PRDM3dPR|high confidence interactors have a BDFR</=0.01BIOGRID Q13465|Q03112
Synthetic Lethalitygenetic Martin TD (2017) PUBMED:28700943 9606 9606 High Throughput - - CRISPR screen analysis showed synthetic lethality with K-Ras mutant in DLD1 cells.|Gene loss results in the selective reduction of K-Ras mutant cell growth.|Synthetic lethality score &gt; 1.0.BIOGRID P01116
Affinity Capture-MSphysical Menon VR (2019) PUBMED:30773093 9606 9606 High Throughput - - assayed using MudPIT (multidimensional protein identification technology)BIOGRID Q13627
Affinity Capture-MSphysical Hubel P (2019) PUBMED:30833792 9606 9606 High Throughput - - - BIOGRID Q9BZR8



Affinity Capture-MSphysical Kumar P (2017) PUBMED:28675297 9606 9606 High Throughput - - - BIOGRID Q16667
Affinity Capture-MSphysical Kumar P (2017) PUBMED:28675297 9606 9606 High Throughput - - - BIOGRID Q16828
Affinity Capture-MSphysical Shami Shah A (2019) PUBMED:31091453 9606 9606 High Throughput - - - BIOGRID Q9H4M7
Affinity Capture-MSphysical Zhang XY (2018) PUBMED:29777862 9606 9606 High Throughput - - - BIOGRID P10398
Affinity Capture-Westernphysical Lee JH (2018) PUBMED:29677490 9606 9606 Low Throughput - - - BIOGRID Q01813
Affinity Capture-Westernphysical Lee JH (2018) PUBMED:29677490 9606 9606 Low Throughput - - - BIOGRID P00533
Biochemical Activityphysical Lee JH (2018) PUBMED:29677490 9606 9606 Low Throughput - Acetylation- BIOGRID Q92993
Biochemical Activityphysical Lee JH (2018) PUBMED:29677490 9606 9606 Low Throughput - Phosphorylation- BIOGRID P00533
Affinity Capture-Westernphysical Lee JH (2018) PUBMED:29677490 9606 9606 Low Throughput - - - BIOGRID Q01813
Reconstituted Complexphysical Lee JH (2018) PUBMED:29677490 9606 9606 Low Throughput - - - BIOGRID Q01813
Affinity Capture-Westernphysical Lee JH (2018) PUBMED:29677490 9606 9606 Low Throughput - - - BIOGRID P27986
Affinity Capture-Westernphysical Lee JH (2018) PUBMED:29677490 9606 9606 Low Throughput - - - BIOGRID Q13480
Affinity Capture-MSphysical Choi JH (2019) PUBMED:31073040 9606 9606 High Throughput - - hits are proteins detected in an immunoprecipitation (IP) with the bait protein but not in an IP of the vector only|hits are proteins detected only in immunoprecipitation (IP) of the bait protein but not in a vector control IPBIOGRID Q6UX01
Affinity Capture-MSphysical Sabbir MG (2019) PUBMED:31067491 9606 9606 High Throughput - - - BIOGRID O00264
Affinity Capture-MSphysical Hu K (2019) PUBMED:30940648 9606 9606 High Throughput - - - BIOGRID Q9NPI1
Proximity Label-MSphysical Mulder MP (2016) PUBMED:27182664 9606 9606 High Throughput - - possible transthiolation such that a modified ubiquitin (bait) is conjugated to the hit proteins indicated in vivo, followed by identification by BioIDBIOGRID P0CG48
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- NP_001078846|NP_002378Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0000007 HEK-293 cell cell line - -
Q8WUW6 NP_004934 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0000007 HEK-293 cell cell line BTO:0000414 epithelial cell
- NP_001189398|NP_001474Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0000007 HEK-293 cell cell line - -
A0A024R823 NP_001265228|NP_057087|NP_001028691|NP_001028690|NP_001028692|NP_056425Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0000007 HEK-293 cell cell line - -
- NP_057622 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0000007 HEK-293 cell cell line - -
Q5VWV2 NP_001171715|NP_001171714|NP_062565|NP_001171716|NP_001171719|NP_001171718|NP_001171722|NP_001171723|NP_001171720|NP_001171721|NP_001171717Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
A0A024QZ88 NP_904357|NP_904356|NP_036305Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_003209|NP_059523Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
B4DFJ1 NP_036593|NP_001092744Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001075955|NP_001075956|NP_075065Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q5MJ33|A0A024R739|A8MTK3NP_056265|NP_001036059Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
B7Z600|A0A024R475NP_001244127|NP_001244126|NP_003581Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0002181 HEK-293T cell cell line - -
A0A024R7W9 NP_006828 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0002181 HEK-293T cell cell line - -
Q7L2M7 NP_002617|NP_001002021Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
A0A024R0Y5 NP_001160159|NP_000280|NP_001160160|NP_001160158Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P42166|P42167Q59G12|A0A024RBH7|A0A024RBE7|G5E972NP_001294904|NP_001027454|NP_001027455|NP_003267- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P07814 - NP_004437 - - - - -
Q6N084|Q6MZF4|Q9UQS6|Q6MZM7NP_473375|NP_001293059|NP_001293058|NP_001293060|NP_001293061|NP_997647|NP_997641|NP_997643|NP_997639|NP_002017Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0000664 K-562 cell cell line DOID:8552 chronic myeloid leukemia
- NP_001303241|NP_000876Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999DOID:8552|BTO:0000664chronic myeloid leukemia|K-562 celldisease|cell line-|- -|-
A0A024RCB7|E9PJK1NP_004347|NP_001284578Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_003097 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
A0A024QZ26 NP_001308160|NP_006035|NP_001308159|NP_001308158|NP_001308155|NP_001308154|NP_001308157|NP_001308156Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001333829|NP_001333828|NP_958440|NP_005219|NP_001333826|NP_958441|NP_958439Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q9H4A3 A5D8Z4|F5GWT4NP_061852|NP_998820|NP_055638|NP_001171914- - - - -
A4FVC0 NP_001158095|NP_036286Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_653286 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0000007 HEK-293 cell cell line - -
B4DEW2|K7ELV1NP_001278968|NP_002738|NP_001278969Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0000007 HEK-293 cell cell line - -
- NP_060908 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999DOID:3702|BTO:0000567cervical adenocarcinoma|HeLa celldisease|cell line-|- -|-
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q08257 - NP_001128231|NP_001123514|NP_001123515|NP_001880BTO:0000567 HeLa cell cell line DOID:3702 cervical adenocarcinoma
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q15365 Q53SS8 NP_006187 BTO:0000567 HeLa cell cell line DOID:3702 cervical adenocarcinoma
Q6IPS9 NP_001393 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0000567 HeLa cell cell line DOID:3702 cervical adenocarcinoma
A0A024R0Y5 NP_001160159|NP_000280|NP_001160160|NP_001160158Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0000567 HeLa cell cell line DOID:3702 cervical adenocarcinoma
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P23284 - NP_000933 BTO:0000567 HeLa cell cell line DOID:3702 cervical adenocarcinoma
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P68371 - NP_006079 BTO:0000567 HeLa cell cell line DOID:3702 cervical adenocarcinoma
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q99536 A0A024R1Z6 NP_006364 BTO:0000567 HeLa cell cell line DOID:3702 cervical adenocarcinoma
- NP_057854 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
V9HWF0 NP_004508|NP_001014795|NP_001014794|NP_001265371|NP_001265370Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999BTO:0000007 HEK-293 cell cell line CL:0000066 epithelial cell
- NP_001333829|NP_001333828|NP_958440|NP_005219|NP_001333826|NP_958441|NP_958439Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001161842|NP_055595Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -

Supplemental Table 2. Literature curated PFKP-interacting proteins



G8IFA7 NP_114429 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_055428 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q8IZ83 - NP_001138868|NP_699160- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P53367 B4E273|B4DS69|Q8N8M9NP_001020764|NP_001020766|NP_001274362|NP_001274360|NP_001274361|NP_055262- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q07960 - NP_004299 - - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999O60826 A0A024QZ03 NP_054727 - - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q8WXX5 A0A024QZN2 NP_056005 - - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P68104 Q6IPS9 NP_001393 - - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q8NI22 B4DF17 NP_001164982|NP_001164980|NP_001164981|NP_644808|NP_001164977|NP_001164979|NP_001164978- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q9BTE3 - NP_001243307|NP_079110|NP_001243308- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P11586 - NP_005947 - - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q96D46 - NP_057022|NP_001307156- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q8NDH3 - NP_001191802|NP_001191801|NP_078939- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999O95747 A0A024R2M7 NP_005100 - - - - -
J3QQX2|V9HWE8NP_001288170|NP_001288171|NP_001288172|NP_004300|NP_001288169|NP_001172006|NP_001172007Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001776 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
H3BQF2 NP_060298|NP_001308773|NP_001308775|NP_001308774|NP_001308777|NP_001308776|NP_001271308|NP_001271307|NP_001271306Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001159434|NP_060597|NP_776065Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q6IBQ5|Q13344NP_004951|NP_001164105|NP_001164408Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
C4B4C6 NP_055770|NP_001007240|NP_057019Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001157412|NP_002854Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_036557|NP_689937Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
A0A024RDB0 NP_060697 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P14618 A0A024R5Z9|B4DNK4|V9HWB8NP_001303247|NP_872270|NP_872271|NP_001193728|NP_002645|NP_001193725|NP_001193726|NP_001193727- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P19174 Q4LE43|Q9UFY1 NP_002651|NP_877963- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999O95456 - NP_001248753|NP_001307724|NP_003711|NP_982257- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P29350 Q53XS4 NP_536859|NP_536858|NP_002822- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q5K651 - NP_001180236|NP_060124- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q13573 G3V3A4 NP_001305773|NP_036377- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P42166|P42167Q59G12|A0A024RBH7|A0A024RBE7|G5E972NP_001294904|NP_001027454|NP_001027455|NP_003267- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P40222 - NP_787048 - - - - -
X5DR71 NP_001007793|NP_002520|NP_001012331Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q5HZH8 NP_062372 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_003027 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_004517 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
G3V3A4 NP_001305773|NP_036377Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001244 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_055150 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
K7EIY6|A8K0Q1|A0A024R206NP_919442 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_056485 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_766004 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001304113|NP_001304115|NP_004351|NP_001304114Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
J3KNC5|K9UUD5|B3KXR2|F5H6I3NP_001275642|NP_001275643|NP_006148|NP_963845Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q7L2M7 NP_002617|NP_001002021Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -



- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P08237 A0A024R0Y5 NP_001160159|NP_000280|NP_001160160|NP_001160158- - - - -
B3KUD1|B4DST2NP_443715|NP_060732|NP_443716|NP_443711|NP_001267470|NP_001267474|NP_001267475Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001304853|NP_079408Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_005073 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
E9PFZ0|A0A024R1V0NP_009229|NP_009228|NP_009230|NP_009231|NP_009225Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
A0A024R3E4|Q86T74|K0KVU2NP_001269030|NP_001181974|NP_001123617|NP_001269026|NP_001269029|NP_001269028|NP_001269027|NP_006097|NP_001181973Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_060166|NP_694987Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_060166|NP_694987Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
V9HW22|Q53HF2NP_694881|NP_006588Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
B3KX19 NP_004238|NP_001136077|NP_001245282|NP_001245283Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_060386 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
A0A024R1Z1 NP_004350 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q9H2L9 NP_694550|NP_113668Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- YP_401652 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q0PTK2|Q7LCB3|F1D8N3NP_001201832|NP_001428|NP_001201831|NP_001278641|NP_001035365|NP_001278652|NP_001258805|NP_001258806Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
B0LPE5|B3KVH4NP_001014432|NP_005154|NP_001014431Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P31749 B0LPE5|B3KVH4 NP_001014432|NP_005154|NP_001014431- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P31751 B4DG79 NP_001317440|NP_001229957|NP_001617|NP_001229956- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999Q9Y243 - NP_001193658|NP_005456|NP_859029- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P31749 B0LPE5|B3KVH4 NP_001014432|NP_005154|NP_001014431- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P31751 B4DG79 NP_001317440|NP_001229957|NP_001617|NP_001229956- - - - -
B0LPE5|B3KVH4NP_001014432|NP_005154|NP_001014431Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P08237 A0A024R0Y5 NP_001160159|NP_000280|NP_001160160|NP_001160158- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P19474 - NP_003132 - - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P19474 - NP_003132 - - - - -
- NP_003132 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_071347 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q4JM46 NP_006399 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q9H6F0 NP_001073881 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_002458 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_006455|NP_001193773|NP_001193769|NP_001193770Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001257329|NP_001257328|NP_006000Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q5VV89|A0A024R8Z1NP_004519 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_062826 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_056311|NP_892121Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
E7EVC7|A0A024R494|A0A024R4B6|Q53SV2|Q17RG0NP_001177195|NP_060444|NP_001177196|NP_942593|NP_110430Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q8TB76 NP_001304919|NP_056982Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q6FI00 NP_444284 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001518 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
D6RDW0 NP_955533|NP_071397Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
E7EQ57|C7FEN9NP_001098548|NP_001192123|NP_004982|NP_001098547|NP_001157472|NP_001157471|NP_005232Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
A0A024RAV5|I1SRC5|L7RSL8NP_203524|NP_004976Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_569120|NP_569122|NP_567824|NP_001387Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
A0A024RAR1 NP_620048|NP_620049|NP_110393Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -



F5H232 NP_001317102|NP_001124323|NP_005183Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
A0A024RBC1|Q53GP9NP_001937|NP_073143Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001154826|NP_065955Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q96II5|A0A024R178NP_001645|NP_001243126|NP_001243125Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P00533 - NP_001333829|NP_001333828|NP_958440|NP_005219|NP_001333826|NP_958441|NP_958439- - - - -
- NP_001333829|NP_001333828|NP_958440|NP_005219|NP_001333826|NP_958441|NP_958439Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
A0A024R597|A0A024R5E8NP_006379|NP_001193762|NP_874368|NP_874369Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001333829|NP_001333828|NP_958440|NP_005219|NP_001333826|NP_958441|NP_958439Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P27986 - NP_852665|NP_852664|NP_001229395|NP_852556- - - - -
- NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999P27986 - NP_852665|NP_852664|NP_001229395|NP_852556- - - - -
- NP_852665|NP_852664|NP_001229395|NP_852556Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q9HA84 NP_997006|NP_002030Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
A0A024R0Y9|A0A024R0Z6NP_060583|NP_001287680|NP_001287679Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
Q6IB11 NP_006658|NP_001269550Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_001167455|NP_037395Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -
- NP_066289 Q01813 - NP_002618|NP_001310002|NP_001310003|NP_001310000|NP_001310001|NP_001332873|NP_001309996|NP_001309997|NP_001229268|NP_001309998|NP_001309999- - - - -


