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Introduction
Autophagy is a fundamental catabolic and cytoprotective process. 
During autophagy, multiple lysosomes fuse with autophagosomes 
to form autolysosomes in which cellular debris is degraded (1). 
Lysosomes are critical for the terminal degradative stages of the 
autophagy pathway, and the ability to repopulate lysosomes is 
essential because they are rapidly consumed during autophagy 
(2, 3). Skeletal muscle is heavily reliant on the cytoprotective func-
tions of autophagy (4, 5) and has a high rate of basal autophagy (6). 
Skeletal muscle autophagy is further enhanced by fasting (7) or 
exercise (8) for the mobilization of amino acids and mitochondrial 
quality control, respectively. These conditions place a significant 
demand on autophagy-dependent lysosome repopulation in skel-
etal muscle, but this process is not well understood in this tissue.

The serine/threonine kinase mTOR couples autophagy acti-
vation with lysosome repopulation. mTOR inhibition during auto-
phagy stimulates autophagosome formation (9), and concurrent-

ly promotes de novo lysosome biogenesis via activation of MITF 
transcription factors TFEB and TFE3 (10–12). Nearly all proteins 
required for lysosome biogenesis are under the transcriptional 
control of TFEB, a master regulator of the lysosomal system (3). 
There are, however, conflicting reports of whether the Tfeb and 
Tfe3 genes are required for muscle autophagy and lysosome repop-
ulation. Stimulation of TFEB activity promotes lysosome produc-
tion and restores autophagy in mouse models of muscle disease 
(13), including those with lysosome dysfunction, such as Pompe 
disease (14–17). However, others report that conditional deletion 
of Tfeb and/or Tfe3 genes in skeletal muscle alters mitochondrial 
biogenesis and affects metabolism but does not cause autophagy 
inhibition or muscle disease (18, 19). A more recent study showed 
autophagy suppression with ablation of both Tfeb and Tfe3 in mus-
cle (20). In the current study, we investigated whether alternate 
autophagy-dependent lysosome repopulation pathways exist in 
skeletal muscle.

Autophagic lysosome reformation (ALR) is an alternative 
pathway for lysosome generation during autophagy, by which 
existing membranes derived from autolysosomes are recycled to 
generate new lysosomes (2, 21). Under conditions of prolonged 
autophagy activation, cargo degradation within autolysosomes 
results in local amino acid release, initiating mTOR reactivation, 
which suppresses autophagy and promotes ALR (2, 22). After ALR 
induction, autolysosomes extrude tubular membrane structures 
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muscle disease resembling that caused by INPP5K mutations (37, 
38). This included early signs of muscle disease from 6 weeks of 
age (in quadriceps, gastrocnemius, and tibialis anterior muscles), 
which progressively worsened, with degenerating and regenerat-
ing fibers (with centralized nuclei), infiltration of mononucleat-
ed cells, and muscle fiber size variability (Figure 1A and Supple-
mental Figure 1, D–H). By 12 weeks of age, muscle disease was 
severe. Elevated serum creatine kinase (CK), a clinical indicator 
of muscle damage, was observed at all ages (Figure 1B). By 1 year 
of age, muscle fibers were heavily vacuolated (Figure 1A; black 
arrowhead and Figure 1D; white arrows), and extensive fibrosis 
indicated advanced disease (Supplemental Figure 1I). Maximum 
absolute tetanic (Supplemental Figure 1J) and specific force (max-
imum force normalized to overall muscle cross-sectional area) 
(Figure 1C) were significantly reduced (~50%) in tibialis anterior 
muscles of Inpp5kfl/fl MCK-Cre mice compared with controls.

Hypoglycosylation of α-dystroglycan occurs in the muscle of 
some patients with muscular dystrophy caused by INPP5K muta-
tions (38), but this is not a universal finding because some individu-
als exhibit no detectable reduction (37). α-Dystroglycan, an essential 
component of the dystrophin-glycoprotein complex, is a transmem-
brane protein responsible for binding to proteins within the base-
ment membrane in the extracellular space (41). This interaction is 
essential for several processes, including the preservation of muscle 
fiber integrity. Mutations in α-dystroglycan (DAG1) cause muscular 
dystrophy (42–44), as do mutations in many proteins (at least 20) that 
function in the biochemical pathway responsible for α-dystroglycan 
glycosylation (41, 45, 46). These are called dystroglycanopathies 
and result from α-dystroglycan hypoglycosylation. Glycosylation of 
α-dystroglycan is critical for its interaction with extracellular pro-
teins, including the α2 chain of laminin-2 (41). We utilized Inpp5kfl/fl 
MCK-Cre mice to explore the idea that hypoglycosylation of α-dystro-
glycan could be uncoupled from the primary cause of muscle disease 
due to INPP5K mutations, given that it is not a universal funding in 
all patients. Immunostaining (Supplemental Figure 2A) and immuno-
blot (Supplemental Figure 2C) analysis of muscle using the IIH6C4 
or VIA4-1 antibodies (47) revealed no differences in α-dystroglycan 
glycosylation between Inpp5kfl/fl MCK-Cre and control mice aged 12 
weeks, despite evidence of severe muscle disease already at this age 
(Figure 1, A and B, and Supplemental Figure 1, E, F, and H). Indeed, 
the hypoglycosylation of α-dystroglycan did not become apparent in 
the muscle of Inpp5kfl/fl MCK-Cre mice until 24 weeks of age when dis-
ease was advanced (Supplemental Figure 2, B and D). Additionally, 
no differences were observed in the expression of 20 genes required 
for the glycosylation of α-dystroglycan that are linked to muscular 
dystrophy (41, 45, 46) (Supplemental Figure 2E). Therefore, muscle 
disease in Inpp5kfl/fl MCK-Cre mice was consistent with that observed 
in patients with INPP5K mutations (37, 38), and the onset of muscle 
disease was uncoupled from effects on α-dystroglycan glycosylation.

Severe muscle disease caused by loss of INPP5K occurs with marked 
autophagy inhibition and lysosome depletion. Given that autopha-
gy-related changes are a consistent histopathological feature of 
muscle disease in INPP5K muscular dystrophy (37, 38), and our 
data suggests that Inpp5k may be an autophagy-responsive gene 
that is induced by fasting (Supplemental Figure 3, A and B), we 
examined whether autophagy inhibition contributes to disease. 
Enlarged vacuoles occur in the muscle of patients with INPP5K 

called reformation tubules, which undergo scission to generate 
protolysosomes that mature to functional lysosomes (2). However, 
the physiological role of ALR is yet to be fully determined.

Membrane-bound phosphoinositides, including phosphatidy-
linositol 4-phosphate [PI(4)P] and phosphatidylinositol 4,5-bis-
phosphate [PI(4,5)P2], play significant roles at several stages of the 
autophagy pathway, including autophagosome formation (23–26), 
autophagosome-lysosome fusion (27–29), and ALR (30–32). The 
synthesis of PI(4)P and PI(4,5)P2 on autolysosomes via the sequen-
tial actions of PI-4 and PI(4)P-5 kinases, respectively, is required 
for the initiation and progression of ALR (30, 33). Localized gen-
eration of PI(4,5)P2-enriched microdomains on autolysosomes 
leads to the recruitment of effector proteins, which drive changes 
to autolysosome membrane ultrastructure to form reformation 
tubules, structures utilized in the generation of new lysosomes 
(30–32). These PI(4,5)P2-binding effectors include the AP-2/clath-
rin complex, which is required for membrane budding (30), and 
the microtubule-associated kinesin motor protein KIF5B (31) and 
the actin nucleation promoting factor WHAMM (32), which facili-
tate the extrusion of membrane tubules. To date, these ALR stud-
ies have been undertaken at the cellular level or through the use of 
purified membrane fractions, and the contribution of ALR to the 
regulation of tissue homeostasis is still emerging. Moreover, there 
is currently little evidence that PI(4)P/PI(4,5)P2-dependent path-
ways contribute to lysosome or autophagy regulation in vivo (34).

Inpp5k is an inositol polyphosphate 5-phosphatase that hydro-
lyzes PI(4,5)P2 to PI(4)P and, with reduced affinity, PI(3,4,5)P3 
to PI(3,4)P2 (35, 36). Missense INPP5K mutations are causative 
for congenital muscular dystrophy overlapping with Marines-
co-Sjögren syndrome (MSS), in which affected individuals exhibit 
a constellation of clinical manifestations, including muscular dys-
trophy, cataracts, and variable penetrance of brain abnormalities 
(37–39). The majority of these mutations map to the 5-phoshatase 
domain, reducing catalytic function toward PI(4,5)P2 by approxi-
mately 50%–75% (37, 38). Muscular dystrophy caused by INPP5K 
mutations shows features suggestive of autophagy inhibition, 
including the accumulation of rimmed vacuoles, p62/SQSTM1, 
and αB-crystallin, but whether autophagy is impaired remains 
unresolved (37, 38).

Here, we investigated the role INPP5K plays in skeletal muscle 
homeostasis. INPP5K loss of function caused severe and progres-
sive muscle disease, accompanied by marked lysosome depletion 
and autophagy inhibition. This occurred because of reduced con-
version of PI(4,5)P2 to PI(4)P on autolysosomes, which impaired 
ALR progression. Our study identified that functional ALR is 
essential for lysosome repopulation during autophagy in skeletal 
muscle and when defective is causative for muscular dystrophy.

Results
Skeletal muscle–specific Inpp5k deletion leads to an early-onset and 
progressive muscle disease. Global deletion of the Inpp5k gene in 
mice is embryonically lethal (40), so skeletal muscle–specific Inp-
p5k-KO mice (Inpp5kfl/fl MCK-Cre) were generated, which were 
viable up to 2 years and showed reduced muscle weight from 1 
year (Supplemental Figure 1, A–C, and Supplemental Table 4; sup-
plemental material available online with this article; https://doi.
org/10.1172/JCI135124DS1). Inpp5kfl/fl MCK-Cre mice developed 
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Cre muscle, suggesting decreased lysosome homeostasis (Figure 
1, E and F). Significant autophagy inhibition was also detected in 
Inpp5kfl/fl MCK-Cre muscle, as shown by marked accumulation of 
LC3-II, p62/SQSTM1, and ubiquitinated proteins as early as at 6 
weeks, which progressively worsened with age (Figure 2, A and B). 

mutations (37, 38); in our study, enlarged vacuoles were abundant 
in Inpp5kfl/fl MCK-Cre muscle (Figure 1A, black arrowhead; Figure 
1D, white arrows) and represented autolysosomes based on LC3+/
LAMP1+ coimmunostaining (Figure 1, E and F). However, lyso-
somes (LC3–/LAMP1+) were markedly reduced in Inpp5kfl/fl MCK-

Figure 1. Skeletal muscle–specific Inpp5k deletion leads to early-onset and progressive muscle disease. (A) H&E-stained muscle (quadriceps). Arrows: 
black = degenerating fibers; white = centralized nuclei; arrowhead = vacuolated fibers. n = 6 mice/genotype/age. Scale bar: 25 μm. (B) Serum creatine kinase, 
n = 5 mice/genotype (6 weeks), n = 5–6 mice/genotype (12 weeks), and n = 8 mice/genotype (1 year). ***P = 0.0008, ##P = 0.0065, †††P = 0.0005.  
(C) Specific (normalized) force: 12-week-old Inpp5kfl/fl (n = 5) and Inpp5kfl/fl MCK-Cre (n = 7) mice. Unpaired 2-tailed Student’s t test, ***P < 0.0001. (D) Trans-
mission electron microscopy images of vacuoles in Inpp5kfl/fl MCK-Cre muscle (white arrows), n = 3 mice/genotype. Scale bar: 0.5 μm. White boxed region 
shown at high magnification in panels on right. (E) Muscle sections costained for LC3 and LAMP1. Arrows: LC3+/LAMP1+ autolysosomes, n = 3 mice/geno-
type. Scale bar: 12.5 μm. Yellow boxed region shown at high magnification below. Used for (F) quantification of lysosomes (LC3–/LAMP1+) versus autolyso-
somes (LC3+/LAMP1+), n = 3 mice/genotype. ***P < 0.0001, ###P < 0.0001. (G) Myoblasts were cultured in nutrient-free EBSS to activate starvation-induced 
autophagy and immunostained for autolysosomes (LC3+/LAMP1+), which are enlarged in INPP5K-KO (Inpp5kfl/fl Cre) but not control (Inpp5kfl/fl LacZ) cells 
(arrows). Yellow boxed region shown at high magnification in the panels on right. Scale bars: 20 μm. Unless otherwise stated, data presented in all graphs 
are the mean ± SEM, with a 2-way ANOVA followed by Bonferroni’s post hoc multiple-comparisons test to determine statistical significance.
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culturing cells for 8 hours in Earle’s balanced salt solution (EBSS). 
In control myoblasts, LAMP1-stained lysosomes were depleted 
(4 hours EBSS), but recovered to basal levels within 8 hours of 
autophagy activation (8 hours EBSS); however, in cells with loss 
of INPP5K, lysosomes remained depleted within this time frame 
(Figure 3, B and C). Lysosomal protein (Figure 3, E–H, and Sup-
plemental Figure 3, K–N) but not mRNA expression levels (Sup-
plemental Figure 3, O–R) were reduced in INPP5K-depleted cells, 
suggesting a posttranslational defect. Functional lysosomes were 
reduced during autophagy in Inpp5k-KD myoblasts (Figure 3, I 
and J), but lysosomal pH was unaffected (Supplemental Figure 4, 
A and B). The starvation-induced depletion of lysosomes in myo-
blasts with loss of INPP5K function was autophagy-dependent 
because this was rescued by suppression of autophagy induction 

The elevated LC3-II observed in Inpp5kfl/fl MCK-Cre muscle (Fig-
ure 2B) was insensitive to colchicine treatment (48), confirming 
that LC3-II was increased because of inhibition of autophagic flux 
(Figure 2, C and D). Therefore, pronounced lysosome depletion 
and autophagy inhibition are features of muscle disease caused by 
INPP5K ablation.

INPP5K regulates lysosome homeostasis during autophagy. Loss 
of INPP5K did not affect autophagosome formation (Supplemen-
tal Figure 3, C–E) or autophagosome-lysosome fusion (Supple-
mental Figure 3, F and G) during starvation-induced autophagy. 
Lysosomes were not reduced under growth conditions in Inp-
p5k-knockdown (KD) C2C12 myoblasts (Supplemental Figure 
3, H and I) or primary Inpp5k-KO myoblasts (Figure 3, A–C), but 
were depleted under prolonged starvation-induced autophagy by 

Figure 2. Skeletal muscle disease in Inpp5k fl/fl MCK-Cre mice occurs with marked autophagy inhibition. 
(A) Muscle sections stained for LC3B, p62, or ubiquitinated proteins. Laminin or dystrophin staining was 
used to define muscle fibers. n = 3 mice/genotype/age. Scale bar: 25 μm. (B) Muscle lysates immuno-
blotted for LC3B, p62, and ubiquitinated proteins. GAPDH loading control. Each lane represents muscle 
lysates from an individual mouse, analysis of n = 8 mice/genotype in total (aged 12 weeks). (C) Mice 
treated with colchicine before blotting muscle lysates for LC3B and quantification of LC3-II/LC3-I ratios 
by densitometry (D). Data presented relative to vehicle-treated Inpp5kfl/fl muscle. n = 4 mice/genotype/
treatment. Unpaired 2-tailed Student’s t test, **P = 0.0047, NS = not significant.
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INPP5K does not regulate autophagy via AKT signaling. Sus-
tained AKT/mTOR activation causes muscle disease by suppress-
ing autophagosome formation and inhibiting autophagy; howev-
er, changes to lysosomal homeostasis were not reported (7, 51, 52). 
mTOR activation also suppresses TFEB/TFE3 lysosomal biogen-

via either co-KD of beclin 1 (49) (Supplemental Figure 5, A–D) or 
cell treatment with the class III phosphoinositide 3 kinase inhibi-
tor 3-MA (50) (Supplemental Figure 5, F and G). Therefore, lyso-
some homeostasis was disrupted when INPP5K function was lost 
in muscle, associated with significant autophagy defects.

Figure 3. INPP5K regulates lysosome homeostasis during autophagy. (A) qRT-PCR validation of Inpp5k-KO myoblasts. Myoblasts isolated from n = 3 Inpp5kfl/fl  
mice and transduced with Cre or LacZ (control) adenovirus. ***P < 0.0001. (B) Cells in growth media or EBSS to activate autophagy, with LAMP1 staining of lyso-
somes. Cell borders are outlined. Yellow boxed region shown at high magnification in inset. Representative of n = 3 primary myoblast populations and used to 
quantify (C) number of LAMP1+ puncta/μm2 (n = 40 cells/cell line/treatment), *P = 0.0025, and (D) percentage of cells with enlarged LAMP1-positive organelles 
(LPOs) (n = 200 cells/cell line/treatment). *P = 0.021. (E) Lysosomal protein expression (actin loading control) after autophagy activation with densitometry 
analysis (at 4 hours EBSS) (F–H). Representative of n = 3 cell lines/genotype and experiment performed in triplicate. LAMP1 *P = 0.012, LAMP2 *P = 0.012, 
cathepsin L *P = 0.014. (I) Magic Red fluorescent cathepsin L substrate (Ac-FR-AFC) staining to monitor functional lysosomes. Hoechst staining nuclei. n = 3 
experiments and used to quantify (J) functional lysosomes (positive for Ac-FR-AFC staining). n = 30 cells/cell line/treatment for each experiment. ***P = 0.0012, 
###P = 0.0002, †P = 0.025, ‡‡‡P = 0.0005, NS not significant. Data presented in all graphs are the mean ± SEM, with Student’s t test (A and F–H) or 2-way ANOVA 
followed by Bonferroni’s post hoc multiple-comparisons test (C, D, and J) used to determine statistical significance. All scale bars: 20 μm.

https://www.jci.org
https://doi.org/10.1172/JCI135124
https://www.jci.org/articles/view/135124#sd
https://www.jci.org/articles/view/135124#sd


The Journal of Clinical Investigation   R E S E A R C H  A R T I C L E

6 J Clin Invest. 2021;131(1):e135124  https://doi.org/10.1172/JCI135124

esis (10–12). It is established from multiple studies that INPP5K 
(also called SKIP) degrades PI(3,4,5)P3 to suppress AKT/mTOR 
signaling (40, 53–58); therefore, we questioned whether INPP5K 
regulation of autophagy was AKT dependent. Consistent with 
previous reports, enhanced AKT/mTOR activation was observed 
in Inpp5kfl/fl MCK-Cre muscle, with increased phosphorylated AKT 
(Ser-473 and Thr-308) and the mTOR target, ribosomal S6 kinase 
(S6, Ser-235 & 236) (Supplemental Figure 6, A and B). This was 
further supported by increased activation of 2 downstream AKT 

targets, PRAS40 (59) and TSC2 (60) (Supplemental Figure 6, C 
and D). An increase in total AKT protein expression was observed 
in Inpp5kfl/fl MCK-Cre mouse muscle (Supplemental Figure 6, A 
and B), and this has also been observed in mice with kidney-spe-
cific ablation of the related inositol polyphosphate 5-phosphatase 
Inpp5e via an undefined mechanism (61, 62).

Interestingly, despite evidence of increased AKT/mTOR 
activation in Inpp5kfl/fl MCK-Cre muscle, the formation of auto-
phagosomes (shown by LC3-II detection) was maintained under 

Figure 4. Loss of INPP5K impairs lysosome homeostasis by suppressing autophagic lysosome reformation. (A) Control or Inpp5k knockdown (KD) cells 
expressing LAMP1-RFP were used to monitor the formation of reformation tubules at autolysosomes under live-cell imaging conditions. Cells were cul-
tured in nutrient-free EBSS (8 hours) to activate prolonged autophagy, and a subset of cells were then also treated with 10% FBS (0–60 minutes) to stimu-
late robust ALR. After treatments, cells were subjected to live-cell imaging to monitor the formation of membrane reformation tubules. n = 5 independent 
experiments. Dotted boxed regions are shown at high magnification in inset. Yellow arrows indicate LAMP1-RFP–positive reformation tubules. Scale bars: 
5 μm. (B) Quantification of the percentage of total cells showing the presence of LAMP1-RFP–positive reformation tubules. Data are representative of n 
= 5 independent experiments in which 20–25 cells were imaged and counted/cell line/treatment in each of the experiments. Mean ± SEM, 2-way ANOVA 
followed by Bonferroni’s post hoc multiple-comparisons test, ***P < 0.0001, ###P = 0.0002. (C) In fixed-cell experiments to monitor reformation tubules, 
cells were treated as described above (A), followed by rapid fixation under microtubule stabilizing conditions and immunostaining for LAMP1 to identify 
tubules (arrows). Scale bars: 5 μm. Images from n = 3 independent experiments and used to quantify (D) the percentage of cells with LAMP1+ tubules 
(n = 200 cells/cell line/experiment) and (E) tubule length (n = 30 cells/cell line/experiment). Data are mean ± SEM, 1-way (E) or 2-way (B and D) ANOVA 
followed by Bonferroni’s post hoc multiple-comparisons test, ***P = 0.00053, ##P = 0.00177, †††P = 0.000572, ‡‡‡P = 0.000661.
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basal-fed conditions (Supplemental Figure 6, E and F). The capac-
ity to increase autophagosome production in response to fasting 
induced–autophagy (7) was also retained in Inpp5kfl/fl MCK-Cre 
muscle, shown by increased LC3-II relative to fed Inpp5kfl/fl MCK-
Cre mice (Supplemental Figure 6, E and F). This is consistent 
with the absence of an autophagosome formation defect in Inp-
p5k-KD cells (Supplemental Figure 3, D and E). Administration of 
the AKT inhibitor MK-2206 reduced AKT activation in Inpp5kfl/fl 
MCK-Cre muscle (Supplemental Figure 6, G and H), but did not 
alleviate autophagy inhibition (Supplemental Figure 6, I and J) or 
muscle disease (Supplemental Figure 6, K–N). Therefore, despite 
published evidence from our laboratory (this study and ref. 58) 
and many others (40, 53–57) that loss of INPP5K causes hyperac-
tivation of AKT signaling, this is unlikely to be the mechanism by 
which INPP5K ablation suppresses autophagy.

INPP5K does not regulate autophagy or lysosome homeosta-
sis via an mTOR/TFEB-dependent pathway. mTOR inhibition 
during autophagy promotes TFEB translocation from lysosomes 
to the nucleus to induce expression of genes required for de novo 
lysosome biogenesis (11, 12). We observed mTOR hyperactiva-

tion on lysosomes/autolysosomes in Inpp5kfl/fl MCK-Cre muscle 
(Supplemental Figure 7A), which could inhibit TFEB-dependent 
lysosome homeostasis. To explore this as a mechanism for the 
lysosome depletion and autophagy inhibition in Inpp5kfl/fl MCK-
Cre muscle, we characterized TFEB nuclear localization and lyso-
somal gene transcription. Under basal-fed conditions, TFEB was 
detected at the nucleus in control muscle (Supplemental Figure 7, 
B and C). However, TFEB nuclear localization was decreased in 
Inpp5kfl/fl MCK-Cre muscle and instead, TFEB was abundant on 
LAMP1+ lysosomes/autolysosomes, a localization consistent with 
enhanced mTOR activation (11). Inpp5kfl/fl MCK-Cre muscle also 
showed reduced activation of some TFEB-target lysosomal genes 
under basal-fed conditions, but no change or increased transcrip-
tion of others (Supplemental Figure 7D). Expression analysis of 
skeletal muscle from TFEB-overexpressing mice versus TFEB-KO 
mice revealed that under basal-fed conditions, the most prominent 
effect was on genes responsible for regulating metabolism and 
mitochondria function (18). Fasting suppresses mTOR activation, 
and thereby enhances TFEB nuclear localization and activation 
of lysosomal genes (63, 64). Indeed, a previous study in muscle 

Figure 5. INPP5K regulates PI(4,5)P2 to PI(4)P conversion on autolysosomes. (A) GFP-INPP5K localization in myoblasts under growth or autophagy 
conditions. Costaining for autophagosomes (LC3+/LAMP1–), lysosomes (LC3–/LAMP1+), or autolysosomes (LC3+/LAMP1+) (arrows). Yellow boxed region 
shown at high magnification on right. Representative of n = 3 experiments. Scale bars: 2.5 μm. (B) Primary myoblasts incubated in EBSS (2 hours) to acti-
vate autophagy followed by FCS treatment (10%, 30 minutes) to stimulate ALR. Assessment of PI(4,5)P2 staining at LAMP1+ autolysosomes/lysosomes 
(arrow heads). Scale bar: 5 μm. Yellow boxed region shown at high magnification below. n = 3 experiments used to quantify (C) the percentage of LAMP1 
puncta positive for PI(4,5)P2 staining (n = 100 cells/cell line). Graph is the mean ± SEM, and an unpaired 2-tailed Student’s t test was used to determine 
statistical significance; *P = 0.011. (D) Muscle sections immunostained for PI(4,5)P2 or PI(4)P; dystrophin staining defines muscle fibers. Scale bars: 30 μm.
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tion. Phospho-immunoblot and immunostaining experiments 
confirmed rapamycin treatment of Inpp5kfl/fl MCK-Cre mice 
reduced mTOR activation in muscle (Supplemental Figure 8, A 
and B), including on lysosomes/autolysosomes (Supplemental 
Figure 8C). Rapamycin treatment also restored TFEB nuclear 
localization (Supplemental Figure 8, D and E) and activation of 
lysosomal genes (Supplemental Figure 8F) in Inpp5kfl/fl MCK-Cre 
mice, but did not reduce muscle disease (Supplemental Figure 9, 
A–C), restore lysosome number (Supplemental Figure 9, D and 
E), or correct the autophagy inhibition (Supplemental Figure 
9F). AKT inhibition including by MK2206 treatment also pro-
motes mTORC1-independent TFEB activation in vivo (67), but 
as already discussed, this treatment did not restore autophagy 
(Supplemental Figure 6, I and J) or reduce muscle disease (Sup-
plemental Figure 6, K–N) in Inpp5kfl/fl MCK-Cre mice. Therefore, 
defects in lysosome homeostasis and autophagy in Inpp5kfl/fl 
MCK-Cre muscle were not due to increased AKT/mTOR acti-
vation or suppressed TFEB function. In addition, activation of 
TFEB was unable to reverse lysosomal and autophagy defects 
due to loss of INPP5K.

detected more consistent effects on the activation of TFEB-target-
ed lysosomal genes under fasted conditions compared with those 
observed basally (65). Collectively, these published observations 
may explain why we observed reduced expression of only some 
TFEB-target lysosomal genes in the muscle of Inpp5kfl/fl MCK-Cre 
mice under basal-fed conditions, despite increased mTOR activa-
tion and reduced TFEB nuclear localization. In agreement with 
this, muscle from fasted control mice showed increased activation 
of TFEB-targeted lysosomal genes compared with fed mice, and 
this TFEB-dependent transcriptional response was consistent-
ly blunted in Inpp5kfl/fl MCK-Cre muscle for all lysosomal genes 
examined (Supplemental Figure 7E).

Our data raise the possibility that mTOR suppression of 
TFEB function could be responsible for the defect in lysosome 
homeostasis and autophagy inhibition that occurred in Inpp5kfl/fl  
MCK-Cre muscle. The mTOR inhibitor rapamycin can activate 
TFEB-dependent transcription in muscle (66). Therefore, we 
evaluated whether rapamycin treatment of Inpp5kfl/fl MCK-Cre 
mice could restore lysosome biogenesis and autophagy func-
tion by alleviating mTOR-mediated suppression of TFEB func-

Figure 6. INPP5K regulates clathrin association with autolysosomes and reformation tubules during ALR. (A) Muscle sections coimmunostained for 
PI(4,5)P2, LC3, and LAMP1. Arrows: PI(4,5)P2 accumulation on LC3+/LAMP1+ autolysosomes. Scale bars: 10 μm. (B and C) Muscle sections costained for 
PI(4,5)P2, LAMP1, and either AP-2 (B) or clathrin (C). Arrows: coaccumulation of PI(4,5)P2 with AP-2 or clathrin on LAMP1+ structures. Scale bars: 10 μm. 
Yellow boxed regions shown at high magnification in middle/right panels. n = 3 mice/genotype. (D) Control or Inpp5k KD myoblasts treated for 8 hours 
with EBSS followed by 10% FCS to activate robust ALR, followed by rapid fixation to preserve LAMP1-stained reformation tubules and costained for clath-
rin. Arrows: association of clathrin puncta with LAMP1+ reformation tubules. Yellow boxed region shown at high magnification on right. Scale bar: 2.5 μm. 
n = 3 independent experiments and used to quantify (E) number of clathrin puncta/μm on reformation tubules. n = 30 cells/cell line/experiment. Data are 
the mean ± SEM and an unpaired 2-tailed Student’s t test was used to determine statistical significance; *P = 0.036.
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increase in lysosome biogenesis in rapamycin-treated Inpp5kfl/fl MCK-
Cre mice was observed (Supplemental Figure 9, D and E). Interesting-
ly, cellular studies have revealed that ALR, the other major auto-
phagy-dependent lysosome repopulation pathway, is suppressed 
by mTOR inhibition using rapamycin (2). This is because the ini-

If the mTOR/TFEB pathway was responsible for regulating 
lysosome repopulation in skeletal muscle, then it would be antic-
ipated that the treatment of Inpp5kfl/fl MCK-Cre mice with the 
mTOR inhibitor rapamycin would enhance TFEB activation and 
thereby increase lysosome production. However, no compensatory 

Figure 7. PI(4,5)P2 hydrolysis is required for the completion of ALR. (A) Lysosome analysis in single- and double-KD cells during starvation-induced 
autophagy. Yellow boxed regions shown at high magnification in inset. n = 3 experiments and used to quantify (B) number of LAMP1+ puncta/um2 (n = 
40 cells/cell line/treatment for each experiment; ***P < 0.0001, ###P = 0.0005, †††P = 0.0044, NS not significant) and (C) percentage of cells exhibiting 
enlarged LAMP1-positive organelles (LPOs) (n = 200 cells/cell line for each experiment; ***P < 0.0001, ###P < 0.0001, †††P < 0.0001). One-way ANOVA with 
Bonferroni’s post hoc multiple-comparisons test. (D) Reformation tubules were initiated in single- and double KD cells during ALR and were identified by 
LAMP1 immunostaining (arrows). n = 3 independent experiments. Images used quantify (E) percentage of cells with reformation tubules, where data are 
representative of n = 3 experiments, and for each 200 cells were counted/cell line/treatment. (F) Reformation tubule length was also measured from n = 
15–20 cells/experiment for n = 3 experiments. Data are mean ± SEM, with 1-way (C, E, and F) or 2-way ANOVA (B) followed by Bonferroni’s post hoc multi-
ple-comparisons test; *P = 0.024, #P = 0.011, **P = 0.001, ***P < 0.0001, ###P < 0.0001, NS not significant. For all images, scale bars: 20 μm.
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INPP5K regulates lysosome homeostasis via autophagic lysosome 
reformation. ALR inhibition arrests autophagy at the autolysosome 
stage, causing enlarged LC3+/LAMP1+ autolysosomes, as we 
observed in Inpp5kfl/fl MCK-Cre muscle (Figure 1, D–F) (2, 30, 68). 
In cultured cells, ALR suppression is most frequently character-
ized by enlarged LAMP1-positive organelles (LPOs), which repre-
sent swollen autolysosomes (2, 22, 30, 31, 69, 70). Enlarged LPOs 
were prominent in INPP5K-depeleted myoblasts during prolonged 
starvation-induced autophagy (Figure 3, B and D, and Supplemen-
tal Figure 3, H and J), were not present when autophagy induction 
was inhibited (Supplemental Figure 5, C and E, F and H), and were 
confirmed to be autolysosomes by LC3/LAMP1 costaining (Fig-
ure 1G). Live-cell imaging has identified that during ALR, autol-
ysosome membranes bud and extend to form elongated tubules 
(“reformation tubules”), which undergo scission to generate lyso-
somes (2). In cultured cells, ALR is activated under prolonged 
starvation-induced autophagy conditions (8 hours EBSS), and 
the formation of reformation tubules is further enhanced by sub-
sequent cell treatment with serum, which increases the extent of 
mTOR reactivation, a major driver of tubule formation (2, 22, 71). 
To examine this, reformation tubules were monitored by live-cell 
imaging in Inpp5k-KD myoblasts expressing LAMP1-RFP during 
prolonged starvation-induced autophagy (8 hours EBSS) and after 

tiating signal for ALR is the amino acid–dependent reactivation 
of mTOR on autolysosomes during prolonged starvation-induced 
autophagy (2). Our data therefore raise the possibility that INPP5K 
may regulate lysosome homeostasis via ALR. In this context, rapa-
mycin treatment of Inpp5kfl/fl MCK-Cre mice would be predicted to 
inhibit ALR-dependent lysosome generation, a pathway that may 
already be inherently suppressed because of the loss of INPP5K 
function. Because of this, the net effect of rapamycin treatment 
on lysosome content in Inpp5kfl/fl MCK-Cre muscle may be negligi-
ble, as we observed (Supplemental Figure 9, D and E). To further 
investigate, we compared lysosome homeostasis in control and 
Inpp5k-KD myoblasts under growth conditions or after prolonged 
rapamycin-induced autophagy (8 hours), which inhibits ALR (2). 
Rapamycin treatment reduced lysosome content in control and 
Inpp5k-KD cells to the same extent (Supplemental Figure 10, A 
and B), a different response compared with starvation-induced 
autophagy (Figure 3, B and C, and Supplemental Figure 3, H and I). 
Therefore, INPP5K effects on lysosome homeostasis were detect-
ed in cells that have the capacity to reactivate mTOR during auto-
phagy, which is a requirement for ALR (2). This may also explain 
why a previous study identified no autophagy abnormalities in 
patient fibroblasts with INPP5K mutations under conditions of 
rapamycin-induced autophagy (37).

Figure 8. INPP5K disease mutants do not 
promote ALR and lysosome homeostasis. 
(A) INPP5K domain structure; position of the 
catalytic-inactivating D310G mutation and 
3 disease mutations (red). (B) HA-tagged 
WT or mutant INPP5K protein expression in 
Inpp5k-KD myoblasts by HA immunoblotting. 
Un = untransfected, vector = HA vector. Actin 
loading control. (C) Cells from (B) used to assess 
lysosomes (LAMP1) during autophagy. Yellow 
boxed regions shown at high magnification in 
inset. n = 3 experiments and used to quantify 
(D) number of LAMP1+ puncta/um2 (***P < 
0.0001, ##P = 0.0038, †††P < 0.0001, ‡‡P = 0.0014, 
§§P = 0.0044, £££P = 0.0008, NS not significant) 
and (E) percentage of cells exhibiting enlarged 
LAMP1-positive organelles (LPOs). ***P < 
0.0001, ###P < 0.0001, †† P < 0.0069. All graphs: 
data are the mean ± SEM and a 1-way ANOVA 
followed by Bonferroni’s post hoc multi-
ple-comparisons test was used to determine 
statistical significance. Scale bars: 20 μm.
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by promoting cargo sorting and possibly the scission of mem-
brane vesicles (33). Loss of INPP5K, which degrades PI(4,5)P2 to 
form PI(4)P, resulted in a very similar hyperextended reformation 
tubule phenotype to Pip5k1a and PI4kIIIβ-KD cells. We there-
fore examined PI(4,5)P2 and PI(4)P during ALR in cells with loss 
of INPP5K. PI(4,5)P2-positive vesicles were increased under ALR 
conditions in INPP5K-depleted myoblasts (Supplemental Figure 
11, A–C), particularly on LAMP1-stained autolysosomes/lyso-
somes (Figure 5, B and C), concomitant with a reduction of PI(4)P 
vesicles (Supplemental Figure 11, D and E). PI(4,5)P2 could not be 
detected on reformation tubules in intact cells (data not shown), 
as in other studies, perhaps because of the low level of this phos-
phoinositide on tubules and/or technical issues related to tubule 
instability (30, 31, 73). In Inpp5kfl/fl MCK-Cre muscle, marked accu-
mulation of PI(4,5)P2 was observed (Figure 5D) on LC3+/LAMP1+ 
autolysosomes (Figure 6A) and PI(4)P staining was reduced (Fig-
ure 5D). In control studies, PI(3)P, which promotes ALR (74) but 
is not regulated by INPP5K, remained unchanged during ALR 
in cells with loss of INPP5K (Supplemental Figure 11, F and G). 
Therefore, PI(4,5)P2 was not degraded in the absence of INPP5K 
and this lipid accumulated on autolysosomes, while the product of 
INPP5K hydrolysis of PI(4,5)P2, PI(4)P, was reduced.

Clathrin is a marker for PI(4,5)P2, with which it associates via 
adaptor complex AP-2 (75). Both clathrin and AP-2 recruitment 
are required for membrane budding at autolysosomes to initiate 
reformation tubules and on reformation tubules to form lyso-
somes (30, 31). The recruitment of clathrin and AP-2 to autoly-
sosomes is reduced in cells lacking PI(4)P-5 kinase function (30) 
but interestingly, the presence of clathrin on membrane tubules is 
enhanced under conditions of low PI(4)P, where it is predicted to 
interfere with the membrane scission machinery (33). Increased 
staining for the PI(4,5)P2 effectors AP-2 and clathrin was observed 

serum stimulation (8 hours EBSS + FCS) (Figure 4, A and B). We 
also developed a fixation method to preserve reformation tubules 
in intact cells and this enabled precise morphometric analysis. 
In both live-cell (Figure 4, A and B) and fixed-cell assays (Fig-
ure 4, C and D), comparable results were obtained. INPP5K-KD 
cells exhibited no defects in tubule initiation (8 hours EBSS), but 
showed a marked persistence of tubules (8 hours EBSS + 30 min-
utes FCS) (Figure 4, A–D), and reformation tubules were hyper-
extended (Figure 4, C and E). Localization studies confirmed that 
INPP5K was recruited to lysosomes (LAMP1+/LC3–) and autol-
ysosomes (LAMP1+/LC3+) during autophagy, the site at which 
ALR occurs (Figure 5A) (2, 30), contrasting with its localization to 
the ER under growth conditions (35, 72). Collectively, these data 
suggest that the turnover of autolysosome reformation tubules is 
compromised with loss of the PI(4,5)P2 5-phosphatase INPP5K, 
thereby reducing the generation of lysosomes during ALR.

INPP5K regulates PI(4,5)P2 to PI(4)P conversion on autolyso-
somes and clathrin association with reformation tubules during ALR. 
Mechanistic understanding of how PI(4)P and PI(4,5)P2 regulate 
ALR is still emerging. During ALR, PI is converted to PI(4)P by 
the PI-4 kinase PI4kIIIβ (33), and in turn PI(4,5)P2 is generated 
on the main autolysosome body and reformation tubules by the 
PI(4)P-5 kinases, Pip5k1b and Pip5k1a, respectively (30). In cell-
based studies, Pip5k1b KD results in the absence of autolysosome 
tubules, suggesting that PI(4,5)P2 generation from PI(4)P is an 
initiation signal for ALR (30). However, Pip5k1a depletion in cells 
causes reformation tubule persistence and hyperextension, sug-
gesting that PI(4)P to PI(4,5)P2 conversion also contributes to the 
latter stages of ALR, including membrane scission and lysosome 
generation (30). PI(4)P depletion on autolysosomes via PI4kIIIβ 
KD also results in autolysosome/lysosome tubule hyperextension, 
suggesting a functional role for PI(4)P in suppressing tubulation 

Figure 9. Precise regulation of PI(4,5)P2 turnover is essential 
for lysosome repopulation during autophagy to protect against 
skeletal muscle disease. Left panel: In healthy muscle, ALR is 
regulated by bidirectional interconversion of PI(4)P and PI(4,5)P2, 
which directs lysosome homeostasis, preservation of autophagy, 
and protection from muscle disease. Interconversion between 
PI, PI(4)P and PI(4,5)P2 is regulated by the PI-4 kinase PI4KIIIβ 
and PI(4)P-5 kinase Pip5k1b and opposed by the 5-phosphatase 
INPP5K. Termination of PI(4,5)P2 is required for transient asso-
ciation of clathrin with reformation tubules, the completion of 
ALR, and lysosome generation. Right panel: INPP5K loss causes 
PI(4)P reduction and PI(4,5)P2 accumulation on autolysosomes, 
impaired AP-2/clathrin disengagement, and reduced lysosome 
production. ALR inhibition via dysregulated PI(4)P/PI(4,5)P2 
interconversion causes autophagy inhibition in skeletal muscle, 
leading to disease. 
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Lysosome dysfunction (77, 78), α-dystroglycan hypoglyco-
sylation (45), and autophagy inhibition (4, 5, 79) are each known 
to cause muscle disease. However, we questioned whether there 
was any association between the ALR defect caused by INPP5K 
ablation and α-dystroglycan hypoglycosylation in Inpp5kfl/fl MCK-
Cre mice with advanced disease. The rationale for assessing this 
association was our observation that in Inpp5kfl/fl MCK-Cre mice, 
the defect in lysosome homeostasis due to suppression of ALR 
caused autophagy inhibition at the onset of muscle disease, prior 
to evidence of α-dystroglycan hypoglycosylation. Protein hypo-
glycosylation disorders can arise because of defects in lysosomal 
function, which may also be associated with autophagy abnor-
malities (80–82). Lysosomal function may also regulate glyco-
sylated α-dystroglycan (83) with links to muscular dystrophy 
(84). This may occur because the lysosomal-dependent catab-
olism of glycoproteins is part of their normal cellular turnover 
(85). Damaged or improperly folded glycoproteins are delivered 
to lysosomes for catabolism either by endocytosis from the out-
side of the cell or via autophagy within the cell. Once inside the 
lysosome, glycoproteins are broken down into their amino acid 
and glycan constituents (monosaccharides), which are then 
transported from the lysosome back into the cytosol for recycled 
use in the biosynthesis of new glycosylated proteins. As such, the 
maintenance of lysosome homeostasis is integral not only for the 
quality control of glycosylated proteins but also glycoprotein pro-
duction by ensuring an efficient supply of glycan moieties. Inter-
estingly, Inpp5k-KD cells exhibited a defect in lysosome reforma-
tion (Figure 7, A and B) caused by suppression of ALR completion 
(Figure 7, D and E), and in these cells, glycosylation of α-dystro-
glycan was reduced compared with control cells (Supplemental 
Figure 2F). In contrast, in Inpp5k/Pip5k1b double-KD cells, in 
which ALR (Figure 7, D and E) and lysosome homeostasis (Figure 
7, A and B) were restored, α-dystroglycan glycosylation was also 
reconstituted (Supplemental Figure 2F). This indicates that if the 
ALR and lysosome homeostasis defects are corrected in INP-
P5K-depleted cells by manipulation of key phosphoinositides 
that regulate this pathway, i.e., PI(4,5)P2/PI(4)P (30–32), the gly-
cosylation of α-dystroglycan is also restored. This also suggests 
that the hypoglycosylation of α-dystroglycan occurs secondary to 
a defect in ALR.

ALR inhibition occurs with disease INPP5K mutations. Finally, 
to investigate a causal link between ALR inhibition and muscular 
dystrophy caused by INPP5K mutations, we evaluated whether 
the ALR defect due to loss of INPP5K could be restored by expres-
sion of either WT INPP5K, a catalytically inactive INPP5K mutant 
(D310G) that cannot hydrolyze PI(4,5)P2 (35), or INPP5K disease 
mutants (G140S, I50T, or Y300C), which show reduced PI(4,5)
P2 5-phosphatase activity (~70%–85%) (37, 38) (Figure 8, A and 
B). Critically, characteristic features of ALR inhibition (i.e., auto-
phagy-dependent depletion of lysosomes and accumulation of 
enlarged LPOs) were rescued in Inpp5k-KD myoblasts by express-
ing WT INPP5K, but not a catalytically inactive INPP5K D310G 
mutant, or the G140S, I50T, or Y300C INPP5K disease mutants 
(Figure 8, C–E). Therefore, INPP5K regulation of ALR was depen-
dent upon its 5-phosphatase catalytic hydrolysis of PI(4,5)P2 to 
PI(4)P, and this function was lost for the disease mutants that 
cause muscular dystrophy.

and colocalized with PI(4,5)P2-enriched LAMP1+ autolysosomes/
lysosomes in Inpp5kfl/fl MCK-Cre muscle (Figure 6, B and C). 
During ALR, increased association of clathrin with reformation 
tubules was also observed in myoblasts with depletion of INPP5K 
(Figure 6, D and E). Therefore, INPP5K-mediated hydrolysis of 
PI(4,5)P2 on autolysosomes generated PI(4)P and regulated the 
association of AP-2/clathrin during ALR.

PI(4,5)P2 hydrolysis is required for the completion of ALR. 
To explore whether regulation of the PI(4)P-PI(4,5)P2 axis by 
INPP5K is critical for the progression of ALR, we investigated 
whether the ALR defect induced by INPP5K depletion could 
be counteracted by reducing PI(4,5)P2 synthesis, which would 
also increase PI(4)P. To this end, lysosome homeostasis during 
autophagy was examined in Inpp5k-KD myoblasts with codeple-
tion of either of the PI(4)P-5 kinases, Pip5k1a or Pip5k1b, that 
generate PI(4,5)P2 on autolysosomes during ALR (30). There 
are 3 PIP5K1 isoforms, Pip5k1a, Pip5k1b, and Pip5k1c, and Pip-
5k1a is the most abundant in skeletal muscle (76). Immunoblot 
analysis of skeletal muscle confirmed that both of the PI(4)P-5 
kinases involved in ALR regulation, Pip5k1a and Pip5k1b, were 
expressed (Supplemental Figure 12A), but only Pip5k1b mRNA 
increased during autophagy in myoblasts (Supplemental Figure 
12, B and C). In contrast to reports in nonmuscle cells (30), an 
ALR defect was only observed in myoblasts with depletion of 
Pip5k1b but not Pip5k1a, as shown by reduced LAMP1+ vesicles 
and the accumulation of abnormal, enlarged LPOs that are char-
acteristic of ALR inhibition (Figure 7, A–C, and Supplemental 
Figure 12, D and F) (2, 22, 30, 31). KD of Pip5k1b but not Pip5k1a 
in Inpp5k-KD myoblasts (Supplemental Figure 12, G–I) rescued 
the ALR defect, whereby lysosome numbers returned to control 
levels and the number of enlarged LPOs was reduced (Figure 
7, A–C). This result was confirmed by analyzing the effects of 
2 independent and validated shRNAs specific for Pip5k1a or 
Pip5k1b in Inpp5k-KD cells, and only Pip5k1b KD restored PI(4)
P regulation (Supplemental Figure 11, H and I) and lysosome 
homeostasis in cells with loss of INPP5K (Figure 7, A and B). 
Unfortunately, technical issues (as mentioned above) precluded 
analysis of PI(4,5)P2 on reformation tubules in intact cells.

Our data suggest a functional interaction between INPP5K and 
Pip5k1b in the regulation of ALR, but Pip5k1a appears dispensable 
for this role in myoblasts. In further support of this conclusion, we 
observed no differences between control and Pip5k1a-KD cells 
in the proportion of myoblasts exhibiting reformation tubules or 
the length of these tubules formed during autophagy (Figure 7, 
D–F). This contrasts with previous studies that indicated loss of 
Pip5k1a results in hyperextended tubules in NRK cells (30) and 
suggests that Pip5k1a function in muscle cells is not required for 
ALR. Indeed, in muscle cells, Pip5k1a has other identified roles in 
regulating AKT-dependent myoblast differentiation and calcium 
release (76). In contrast, Pip5k1b depletion in myoblasts robustly 
suppressed the formation of reformation tubules, consistent with 
previous reports (30). Codepletion of Pip5k1b in Inpp5k-KD cells 
restored both the turnover and length of reformation tubules to 
levels seen in control cells (Figure 7, D–F). Altogether, these data 
are consistent with an interpretation that INPP5K hydrolyzes a 
pool of PI(4,5)P2 generated by Pip5k1b for ALR regulation and 
lysosome homeostasis.
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Mechanistically, INPP5E regulates autophagosome-lysosome 
fusion by altering lysosomal PI(3,5)P2 and actin filament stabi-
lization (87). Collectively, these studies and our study suggest 
that 5-phosphatase enzymes play distinct roles at specific stages 
of the autophagy pathway.

We propose that loss of ALR progression in INPP5K-null cells 
results from the accumulation of PI(4,5)P2 coupled with the deple-
tion of PI(4)P on autolysosomes, which leads to the accumulation 
of AP-2/clathrin, hyperelongation, and persistence of reformation 
tubules, and ultimately reduces lysosome production. The inter-
conversion between PI, PI(4)P, and PI(4,5)P2 is mediated by the 
PI-4 kinase PI4KIIIβ (33) and the PI(4)P-5 kinase Pip5k1b (30) 
enzymes, respectively, which synthesize these phosphoinositides, 
and as we report here was directly opposed by the 5-phosphatase 
INPP5K. In this regard, our data support a hypothesis that the bidi-
rectional interconversion between PI(4)P and PI(4,5)P2 acts as a 
gatekeeper for the control of lysosome homeostasis in vivo, the 
preservation of autophagy, and protection from muscle disease 
(Figure 9). Furthermore, we revealed that termination of PI(4,5)P2 
signals on autolysosomes was an integral step in the completion of 
the ALR process to generate lysosomes.

The majority of INPP5K disease mutations are located 
within the catalytic 5-phosphatase domain, exhibit decreased 
hydrolysis of PI(4,5)P2 (37, 38), and as shown here, were unable 
to restore ALR in myoblasts with loss of INPP5K function. Mus-
cular dystrophy directly caused by a primary defect in lysosome 
function (17, 77, 78) or primary defects in the autophagy pathway 
(7, 79) is described. Notably, our study identified defective ALR 
as a potentially novel cause of autophagy inhibition in skeletal 
muscle that led to muscle disease. Muscular dystrophy caused 
by INPP5K mutations exhibits histopathological features consis-
tent with an autophagy-related muscle disorder (37, 38), and here 
we showed that muscle-specific ablation of INPP5K in mice led 
to disease with autophagy inhibition caused by suppression of 
ALR. Of note, even within the scope of muscle diseases known 
to be caused by autophagy inhibition (7, 92), the autophagy 
suppression that occurred in our mouse model of INPP5K mus-
cular dystrophy was very severe even under basal conditions. 
This highlights the fundamental importance of ALR to sustain-
ing autophagy function in muscle, a process that is essential to 
protect against muscle disease. Understanding the contribution 
of ALR defects to disease is only beginning to emerge but is of 
significant clinical interest. Recent studies have linked ALR dys-
function with neurodegenerative diseases, such as hereditary 
spastic paraplegia (68, 70, 93–96) and Parkinson disease (97). 
The key pathogenic features of lysosome depletion accompanied 
by enlarged autolysosomes (LPOs) and autophagy inhibition that 
we observed in the muscle of Inpp5kfl/fl MCK-Cre mice are defin-
itive and consistent features observed in ALR-related neurode-
generative disorders (68, 70, 93, 96). This further supports our 
interpretation of a causal relationship between ALR suppression, 
autophagy inhibition, and muscular dystrophy.

Mechanistic understanding of the processes responsible for 
regulating ALR, as we revealed here for INPP5K-related muscu-
lar dystrophy, may reveal unrecognized disease genes and disor-
ders associated with defects in this pathway. Interestingly, INP-
P5K binds the protein ARL6IP1 (72), mutations in which occur in 

Discussion
This study demonstrated that ALR is a significant pathway for 
controlling lysosome repopulation during autophagy in skeletal 
muscle and suppression of ALR leads to autophagy inhibition and 
muscle disease. INPP5K ablation in muscle caused severe and 
progressive muscle disease accompanied by marked lysosome 
depletion and pronounced autophagy inhibition as a consequence 
of impaired ALR progression. Inpp5k-KO muscle and myoblasts 
showed significant defects in ALR, characterized by the accumu-
lation of enlarged autolysosomes, lysosome depletion, and auto-
phagy inhibition. ALR loss of function due to INPP5K ablation 
could be rescued by expression of the WT 5-phosphatase but not 
disease mutants. These results collectively suggest that defective 
ALR may represent a potentially new disease mechanism caus-
ative for muscular dystrophy.

During the peak of autophagic activity, there is a rapid and 
significant decrease in lysosomes due to their fusion with auto-
phagosomes to form autolysosomes (2). Therefore, tissues, 
including skeletal muscle, which have a high rate of basal auto-
phagy even under fed conditions (6), require an efficient mech-
anism to restore lysosomes. Recent studies have revealed TFEB 
activation in normal muscle was not sufficient to enhance auto-
phagy (18) and TFEB and/or TFE3 deletion did not impair auto-
phagy or cause muscle loss in single gene KO studies (18, 19), but 
recent evidence shows autophagy inhibition in muscle if both 
genes are deleted (20). In murine models of lysosomal storage 
disease, activation of TFEB was able to increase autophagic flux 
in muscle (14–16), but in our studies, TFEB activation did not 
restore lysosomal homeostasis or autophagy in the presence of 
defective ALR. This result is consistent with an interpretation 
that the ALR membrane-recycling pathway plays a distinct and 
essential role in maintaining lysosomes during autophagy in 
skeletal muscle that cannot be compensated for by TFEB-depen-
dent lysosomal biogenesis.

Ten mammalian inositol polyphosphate 5-phosphatases 
have been identified, and many members of this family are 
mutated in developmental diseases (86) and have links to 
autophagy regulation (28, 87). Mutations in OCRL cause Lowe 
syndrome (88) and Dent disease (89), and INPP5E mutations 
occur in MORM and Joubert syndromes (90, 91). Most recently, 
homozygous or compound heterozygous mutations in INPP5K, 
the focus of this report, were identified as causative for congen-
ital muscular dystrophy (37, 38). Our data revealed that loss of 
INPP5K did not inhibit autophagosome formation or autopha-
gosome-lysosome fusion. Instead, INPP5K was recruited to 
autolysosomes during autophagy, where this 5-phosphatase reg-
ulated the localized turnover of PI(4,5)P2 to PI(4)P during ALR 
and thereby lysosome homeostasis. Therefore, INPP5K also reg-
ulates a pool of PI(4,5)P2 during autophagy that is distinct from 
that required for the biogenesis of autophagosomes (25) or the 
maturation of autophagosomes via fusion with lysosomes (28, 
29). This contrasts with roles recently identified for the other 
5-phosphatases, INPP5E (87) and OCRL (28), as shown in cell-
based studies, which facilitate autophagosome-lysosome fusion 
during autophagy. Depletion of OCRL leads to an accumula-
tion of lysosomal PI(4,5)P2, which inhibits the calcium channel 
mucolipin-1 that controls autophagosome-lysosome fusion (28). 
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Statistical analysis. All statistical analysis was performed using 
GraphPad Prism 7. Graphs are presented as mean ± SEM or ± SD, as 
described in individual figure legends. Each statistical test is also out-
lined in the respective figure legend. P values less than 0.05 were con-
sidered statistically significant.

Study approval. The Monash University Animal Ethics Commit-
tee approved all experimental procedures involving mice Approv-
al numbers are as follows: MARP/2011/182BC, MARP/2014/138, 
MARP/2014/046, MARP/2015/015. Experimental procedures were 
also performed in accordance with the Australian Code for the care and 
use of animals for scientific purposes (8th edition, 2013).
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hereditary spastic paraplegia (98, 99). Additionally, recent pro-
teomics analysis of purified autolysosome membranes has iden-
tified additional proteins with functional links to PI(4)P/PI(4,5)P2 
and associations with human disease, but with as yet undefined 
roles in ALR (30). Our study provides a rationale for screening of 
other ALR candidate genes for their involvement in disease, with 
particular emphasis on PI(4,5)P2/PI(4)P regulation. Finally, ALR 
inhibition may be a pathogenic mechanism for other muscle dis-
eases and autophagy-related disorders.

Methods
For detailed methods, refer to Supplemental Methods. See complete, 
unedited blots in the supplemental material.

Generation of muscle-specific Inpp5k-KO mice. The Inpp5k-floxed 
mouse line (Inpp5kfl/fl) was generated by Ozgene Pty Ltd. by the inser-
tion of loxP sites flanking exon 8 of the murine Inpp5k gene. The target-
ing construct was electroporated into a C57BL/6 embryonic stem (ES) 
cell line called Bruce4 (100). Homologous recombinant ES cell clones 
were identified by Southern hybridization and injected into goGerm-
line blastocysts (101). Male chimeric mice were obtained and crossed 
to C57BL/6J females to establish heterozygous germline offspring on 
a C57BL/6 background. Inpp5kfl/fl mice were then crossed with MCK-
Cre mice to generate conditional muscle-specific Inpp5k-KO mice 
(Inpp5kfl/fl MCK-Cre). Mice were housed in a temperature- and humid-
ity-controlled room on a 12-hour light/12-hour dark cycle, with access 
to food and water ad libitum (Animal Research Laboratory, Monash 
University, Australia). For fasting experiments, mice were rehoused 
for 24 hours in a clean cage without food but with access to water ad 
libitum. For all studies, only male mice were used at 12 weeks of age, 
unless otherwise stated.

Visualization of autolysosome reformation tubules in fixed cells. The 
integrity of autolysosome reformation tubules is completely disrupted 
by conventional fixation methods, and as such it has been suggested 
that visualization and analysis of these structures is restricted only 
to live-cell experiments or using isolated membrane fractions (2, 31, 
33, 73). However, imaging and accurate quantitative measurements 
of tubules under live-cell conditions is challenging because they are 
dynamic, form and recede, and oscillate back and forth across the x, 
y, and z imaging planes (2). We therefore developed a robust method 
for imaging ALR tubules in fixed cells, based on rapid fixation, strict 
temperature control, and microtubule stabilization, which consistent-
ly preserved intact LAMP1-positive tubules. Our approach was based 
on evidence that ALR tubules require scaffolding by an intact micro-
tubule network (2). The day prior to treatment, 2.0 × 104 C2C12 cells 
were seeded onto fibronectin-coated (5 μg/mL; Sigma-Aldrich, F1141) 
glass coverslips in a 12-well dish. Cells were treated with EBSS ± 10% 
FCS before rapid and immediate fixation at indicated time points 
under precise temperature-controlled conditions. Cells were fixed via 
the addition of an equal volume of prewarmed, freshly made 8% PFA 
in 2× microtubule stabilization buffer (MTSB; 160 mM PIPES pH 6.8, 
10 mM EGTA, 2 mM MgCl2) directly to the cell culture media (final 
concentration of 4% PFA in 1× MTSB) and returned to a 37oC incu-
bator for 15 minutes to complete fixation. During all transportation, 
handling, and fixation of cells, culture dishes were placed on a stain-
less-steel block (2.5 cm thick) prewarmed to 37oC. Refer to Supple-
mental Methods for details on immunostaining reformation tubules 
and their morphometric analysis.

https://www.jci.org
https://doi.org/10.1172/JCI135124
mailto://christina.mitchell@monash.edu


The Journal of Clinical Investigation   R E S E A R C H  A R T I C L E

1 5J Clin Invest. 2021;131(1):e135124  https://doi.org/10.1172/JCI135124

 1. Klionsky DJ, et al. Guidelines for the use and 
interpretation of assays for monitoring autopha-
gy (3rd edition). Autophagy. 2016;12(1):1–222.

 2. Yu L, et al. Termination of autophagy and refor-
mation of lysosomes regulated by mTOR. Nature. 
2010;465(7300):942–946.

 3. Settembre C, et al. TFEB links autoph-
agy to lysosomal biogenesis. Science. 
2011;332(6036):1429–1433.

 4. Masiero E, et al. Autophagy is required to maintain 
muscle mass. Cell Metab. 2009;10(6):507–515.

 5. Margeta M. Autophagy Defects in Skeletal Myop-
athies. Annu Rev Pathol. 2020;15:261–285.

 6. Mizushima N, Yamamoto A, Matsui M, Yoshimori 
T, Ohsumi Y. In vivo analysis of autophagy in 
response to nutrient starvation using transgenic 
mice expressing a fluorescent autophagosome 
marker. Mol Biol Cell. 2004;15(3):1101–1111.

 7. Grumati P, et al. Autophagy is defective in col-
lagen VI muscular dystrophies, and its reactiva-
tion rescues myofiber degeneration. Nat Med. 
2010;16(11):1313–1320.

 8. Lo Verso F, Carnio S, Vainshtein A, Sandri M. 
Autophagy is not required to sustain exercise 
and PRKAA1/AMPK activity but is important to 
prevent mitochondrial damage during physical 
activity. Autophagy. 2014;10(11):1883–1894.

 9. Grasso D, Renna FJ, Vaccaro MI. Initial steps in 
mammalian autophagosome biogenesis. Front 
Cell Dev Biol. 2018;6:146.

 10. Martina JA, et al. The nutrient-responsive tran-
scription factor TFE3 promotes autophagy, 
lysosomal biogenesis, and clearance of cellular 
debris. Sci Signal. 2014;7(309):ra9.

 11. Martina JA, Chen Y, Gucek M, Puertollano R. 
MTORC1 functions as a transcriptional regulator 
of autophagy by preventing nuclear transport of 
TFEB. Autophagy. 2012;8(6):903–914.

 12. Settembre C, et al. A lysosome-to-nucleus 
signalling mechanism senses and regulates 
the lysosome via mTOR and TFEB. EMBO J. 
2012;31(5):1095–1108.

 13. Spaulding HR, Ludwig AK, Hollinger K, Hudson 
MB, Selsby JT. PGC-1α overexpression increases 
transcription factor EB nuclear localization and 
lysosome abundance in dystrophin-deficient 
skeletal muscle. Physiol Rep. 2020;8(4):e14383.

 14. Spampanato C, et al. Transcription factor EB 
(TFEB) is a new therapeutic target for Pompe 
disease. EMBO Mol Med. 2013;5(5):691–706.

 15. Sato Y, Kobayashi H, Higuchi T, Shimada Y, Ida 
H, Ohashi T. TFEB overexpression promotes 
glycogen clearance of Pompe disease iPSC-de-
rived skeletal muscle. Mol Ther Methods Clin Dev. 
2016;3:16054.

 16. Gatto F, et al. AAV-mediated transcription factor 
EB (TFEB) gene delivery ameliorates muscle 
pathology and function in the murine model of 
Pompe Disease. Sci Rep. 2017;7(1):15089.

 17. Arhzaouy K, Papadopoulos C, Schulze N, Pittman 
SK, Meyer H, Weihl CC. VCP maintains lysosomal 
homeostasis and TFEB activity in differentiated 
skeletal muscle. Autophagy. 2019;15(6):1082–1099.

 18. Mansueto G, et al. Transcription factor EB con-
trols metabolic flexibility during exercise. Cell 
Metab. 2017;25(1):182–196.

 19. Pastore N, et al. TFE3 regulates whole-body ener-
gy metabolism in cooperation with TFEB. EMBO 

Mol Med. 2017;9(5):605–621.
 20. Pastore N, et al. Nutrient-sensitive transcription 

factors TFEB and TFE3 couple autophagy and 
metabolism to the peripheral clock. EMBO J. 
2019;38(12):e101347.

 21. Chen Y, Yu L. Development of research into 
autophagic lysosome reformation. Mol Cells. 
2018;41(1):45–49.

 22. Rong Y, et al. Spinster is required for autophagic 
lysosome reformation and mTOR reactivation 
following starvation. Proc Natl Acad Sci USA. 
2011;108(19):7826–7831.

 23. Judith D, Jefferies HBJ, Boeing S, Frith D, Sni-
jders AP, Tooze SA. ATG9A shapes the form-
ing autophagosome through Arfaptin 2 and 
phosphatidylinositol 4-kinase IIIβ. J Cell Biol. 
2019;218(5):1634–1652.

 24. Yamashita S, Oku M, Wasada Y, Ano Y, Sakai Y. 
PI4P-signaling pathway for the synthesis of a 
nascent membrane structure in selective autoph-
agy. J Cell Biol. 2006;173(5):709–717.

 25. Tan X, Thapa N, Liao Y, Choi S, Anderson 
RA. PtdIns(4,5)P2 signaling regulates ATG14 
and autophagy. Proc Natl Acad Sci USA. 
2016;113(39):10896–10901.

 26. Hsieh CW, Yang WY. Omegasome-proximal 
PtdIns(4,5)P2 couples F-actin mediated mitoaggre-
gate disassembly with autophagosome formation 
during mitophagy. Nat Commun. 2019;10(1):969.

 27. Wang H, et al. GABARAPs regulate PI4P-depen-
dent autophagosome:lysosome fusion. Proc Natl 
Acad Sci USA. 2015;112(22):7015–7020.

 28. De Leo MG, et al. Autophagosome-lysosome 
fusion triggers a lysosomal response mediated 
by TLR9 and controlled by OCRL. Nat Cell Biol. 
2016;18(8):839–850.

 29. Baba T, Toth DJ, Sengupta N, Kim YJ, Balla T. 
Phosphatidylinositol 4,5-bisphosphate controls 
Rab7 and PLEKHM1 membrane cycling during 
autophagosome-lysosome fusion. EMBO J. 
2019;38(8):e100312.

 30. Rong Y, et al. Clathrin and phosphatidylinosi-
tol-4,5-bisphosphate regulate autophagic lysosome 
reformation. Nat Cell Biol. 2012;14(9):924–934.

 31. Du W, et al. Kinesin 1 drives autolysosome tubu-
lation. Dev Cell. 2016;37(4):326–336.

 32. Dai A, Yu L, Wang HW. WHAMM initiates 
autolysosome tubulation by promoting actin 
polymerization on autolysosomes. Nat Commun. 
2019;10(1):3699.

 33. Sridhar S, et al. The lipid kinase PI4KIIIβ 
preserves lysosomal identity. EMBO J. 
2013;32(3):324–339.

 34. Lundquist MR, et al. Phosphatidylinosi-
tol-5-phosphate 4-kinases regulate cellular lipid 
metabolism by facilitating autophagy. Mol Cell. 
2018;70(3):531–544.e9.

 35. Gurung R, et al. Identification of a novel domain 
in two mammalian inositol-polyphosphate 
5-phosphatases that mediates membrane ruffle 
localization. The inositol 5-phosphatase skip 
localizes to the endoplasmic reticulum and 
translocates to membrane ruffles following epi-
dermal growth factor stimulation. J Biol Chem. 
2003;278(13):11376–11385.

 36. Ijuin T, Mochizuki Y, Fukami K, Funaki M, Asano 
T, Takenawa T. Identification and characteriza-
tion of a novel inositol polyphosphate 5-phospha-

tase. J Biol Chem. 2000;275(15):10870–10875.
 37. Wiessner M, et al. Mutations in INPP5K, Encod-

ing a phosphoinositide 5-phosphatase, cause 
congenital muscular dystrophy with cataracts 
and mild cognitive impairment. Am J Hum Genet. 
2017;100(3):523–536.

 38. Osborn DPS, et al. Mutations in INPP5K cause a 
form of congenital muscular dystrophy overlap-
ping Marinesco-Sjögren syndrome and dystrogly-
canopathy. Am J Hum Genet. 2017;100(3):537–545.

 39. Yousaf S, Sheikh SA, Riazuddin S, Waryah AM, 
Ahmed ZM. INPP5K variant causes autosomal 
recessive congenital cataract in a Pakistani fami-
ly. Clin Genet. 2018;93(3):682–686.

 40. Ijuin T, et al. Increased insulin action in SKIP 
heterozygous knockout mice. Mol Cell Biol. 
2008;28(17):5184–5195.

 41. Zhang QZ. Dystroglycan induced muscular dys-
trophies - a review. Eur Rev Med Pharmacol Sci. 
2016;20(17):3683–3687.

 42. Frost AR, et al. Heterozygous deletion of a 2-Mb 
region including the dystroglycan gene in a 
patient with mild myopathy, facial hypotonia, 
oral-motor dyspraxia and white matter abnor-
malities. Eur J Hum Genet. 2010;18(7):852–855.

 43. Geis T, et al. Homozygous dystroglycan mutation 
associated with a novel muscle-eye-brain dis-
ease-like phenotype with multicystic leucodys-
trophy. Neurogenetics. 2013;14(3-4):205–213.

 44. Dai Y, et al. Whole exome sequencing identified a 
novel DAG1 mutation in a patient with rare, mild 
and late age of onset muscular dystrophy-dystro-
glycanopathy. J Cell Mol Med. 2019;23(2):811–818.

 45. Nickolls AR, Bönnemann CG. The roles of dys-
troglycan in the nervous system: insights from 
animal models of muscular dystrophy. Dis Model 
Mech. 2018;11(12):dmm035931.

 46. van Tol W, et al. A mutation in mannose-phos-
phate-dolichol utilization defect 1 reveals clinical 
symptoms of congenital disorders of glycosyla-
tion type I and dystroglycanopathy. JIMD Rep. 
2019;50(1):31–39.

 47. Zhang Z, Zhang P, Hu H. LARGE expression 
augments the glycosylation of glycoproteins in 
addition to α-dystroglycan conferring laminin 
binding. PLoS ONE. 2011;6(4):e19080.

 48. Ju JS, Varadhachary AS, Miller SE, Weihl CC. 
Quantitation of “autophagic flux” in mature skel-
etal muscle. Autophagy. 2010;6(7):929–935.

 49. Liang XH, et al. Induction of autophagy and 
inhibition of tumorigenesis by beclin 1. Nature. 
1999;402(6762):672–676.

 50. Petiot A, Ogier-Denis E, Blommaart EF, Meijer 
AJ, Codogno P. Distinct classes of phosphati-
dylinositol 3’-kinases are involved in signaling 
pathways that control macroautophagy in HT-29 
cells. J Biol Chem. 2000;275(2):992–998.

 51. Castets P, et al. Sustained activation of mTORC1 
in skeletal muscle inhibits constitutive and 
starvation-induced autophagy and causes 
a severe, late-onset myopathy. Cell Metab. 
2013;17(5):731–744.

 52. Fetalvero KM, et al. Defective autophagy and 
mTORC1 signaling in myotubularin null mice. 
Mol Cell Biol. 2013;33(1):98–110.

 53. Flaig TW, et al. Lipid catabolism inhibition sensi-
tizes prostate cancer cells to antiandrogen block-
ade. Oncotarget. 2017;8(34):56051–56065.

https://www.jci.org
https://doi.org/10.1172/JCI135124
https://doi.org/10.1080/15548627.2015.1100356
https://doi.org/10.1080/15548627.2015.1100356
https://doi.org/10.1080/15548627.2015.1100356
https://doi.org/10.1038/nature09076
https://doi.org/10.1038/nature09076
https://doi.org/10.1038/nature09076
https://doi.org/10.1126/science.1204592
https://doi.org/10.1126/science.1204592
https://doi.org/10.1126/science.1204592
https://doi.org/10.1016/j.cmet.2009.10.008
https://doi.org/10.1016/j.cmet.2009.10.008
https://doi.org/10.1146/annurev-pathmechdis-012419-032618
https://doi.org/10.1146/annurev-pathmechdis-012419-032618
https://doi.org/10.1091/mbc.e03-09-0704
https://doi.org/10.1091/mbc.e03-09-0704
https://doi.org/10.1091/mbc.e03-09-0704
https://doi.org/10.1091/mbc.e03-09-0704
https://doi.org/10.1091/mbc.e03-09-0704
https://doi.org/10.1038/nm.2247
https://doi.org/10.1038/nm.2247
https://doi.org/10.1038/nm.2247
https://doi.org/10.1038/nm.2247
https://doi.org/10.4161/auto.32154
https://doi.org/10.4161/auto.32154
https://doi.org/10.4161/auto.32154
https://doi.org/10.4161/auto.32154
https://doi.org/10.4161/auto.32154
https://doi.org/10.1126/scisignal.2004754
https://doi.org/10.1126/scisignal.2004754
https://doi.org/10.1126/scisignal.2004754
https://doi.org/10.1126/scisignal.2004754
https://doi.org/10.4161/auto.19653
https://doi.org/10.4161/auto.19653
https://doi.org/10.4161/auto.19653
https://doi.org/10.4161/auto.19653
https://doi.org/10.1038/emboj.2012.32
https://doi.org/10.1038/emboj.2012.32
https://doi.org/10.1038/emboj.2012.32
https://doi.org/10.1038/emboj.2012.32
https://doi.org/10.1002/emmm.201202176
https://doi.org/10.1002/emmm.201202176
https://doi.org/10.1002/emmm.201202176
https://doi.org/10.1038/s41598-017-15352-2
https://doi.org/10.1038/s41598-017-15352-2
https://doi.org/10.1038/s41598-017-15352-2
https://doi.org/10.1038/s41598-017-15352-2
https://doi.org/10.1080/15548627.2019.1569933
https://doi.org/10.1080/15548627.2019.1569933
https://doi.org/10.1080/15548627.2019.1569933
https://doi.org/10.1080/15548627.2019.1569933
https://doi.org/10.1016/j.cmet.2016.11.003
https://doi.org/10.1016/j.cmet.2016.11.003
https://doi.org/10.1016/j.cmet.2016.11.003
https://doi.org/10.15252/emmm.201607204
https://doi.org/10.15252/emmm.201607204
https://doi.org/10.15252/emmm.201607204
https://doi.org/10.1073/pnas.1013800108
https://doi.org/10.1073/pnas.1013800108
https://doi.org/10.1073/pnas.1013800108
https://doi.org/10.1073/pnas.1013800108
https://doi.org/10.1083/jcb.201901115
https://doi.org/10.1083/jcb.201901115
https://doi.org/10.1083/jcb.201901115
https://doi.org/10.1083/jcb.201901115
https://doi.org/10.1083/jcb.201901115
https://doi.org/10.1083/jcb.200512142
https://doi.org/10.1083/jcb.200512142
https://doi.org/10.1083/jcb.200512142
https://doi.org/10.1083/jcb.200512142
https://doi.org/10.1073/pnas.1523145113
https://doi.org/10.1073/pnas.1523145113
https://doi.org/10.1073/pnas.1523145113
https://doi.org/10.1073/pnas.1523145113
https://doi.org/10.1038/s41467-019-08924-5
https://doi.org/10.1038/s41467-019-08924-5
https://doi.org/10.1038/s41467-019-08924-5
https://doi.org/10.1038/s41467-019-08924-5
https://doi.org/10.1073/pnas.1507263112
https://doi.org/10.1073/pnas.1507263112
https://doi.org/10.1073/pnas.1507263112
https://doi.org/10.1038/ncb3386
https://doi.org/10.1038/ncb3386
https://doi.org/10.1038/ncb3386
https://doi.org/10.1038/ncb3386
https://doi.org/10.1038/ncb2557
https://doi.org/10.1038/ncb2557
https://doi.org/10.1038/ncb2557
https://doi.org/10.1016/j.devcel.2016.04.014
https://doi.org/10.1016/j.devcel.2016.04.014
https://doi.org/10.1038/s41467-019-11694-9
https://doi.org/10.1038/s41467-019-11694-9
https://doi.org/10.1038/s41467-019-11694-9
https://doi.org/10.1038/s41467-019-11694-9
https://doi.org/10.1016/j.molcel.2018.03.037
https://doi.org/10.1016/j.molcel.2018.03.037
https://doi.org/10.1016/j.molcel.2018.03.037
https://doi.org/10.1016/j.molcel.2018.03.037
https://doi.org/10.1074/jbc.M209991200
https://doi.org/10.1074/jbc.M209991200
https://doi.org/10.1074/jbc.M209991200
https://doi.org/10.1074/jbc.M209991200
https://doi.org/10.1074/jbc.M209991200
https://doi.org/10.1074/jbc.M209991200
https://doi.org/10.1074/jbc.M209991200
https://doi.org/10.1074/jbc.M209991200
https://doi.org/10.1074/jbc.275.15.10870
https://doi.org/10.1074/jbc.275.15.10870
https://doi.org/10.1074/jbc.275.15.10870
https://doi.org/10.1074/jbc.275.15.10870
https://doi.org/10.1016/j.ajhg.2017.01.024
https://doi.org/10.1016/j.ajhg.2017.01.024
https://doi.org/10.1016/j.ajhg.2017.01.024
https://doi.org/10.1016/j.ajhg.2017.01.024
https://doi.org/10.1016/j.ajhg.2017.01.024
https://doi.org/10.1016/j.ajhg.2017.01.019
https://doi.org/10.1016/j.ajhg.2017.01.019
https://doi.org/10.1016/j.ajhg.2017.01.019
https://doi.org/10.1016/j.ajhg.2017.01.019
https://doi.org/10.1111/cge.13143
https://doi.org/10.1111/cge.13143
https://doi.org/10.1111/cge.13143
https://doi.org/10.1111/cge.13143
https://doi.org/10.1128/MCB.01990-06
https://doi.org/10.1128/MCB.01990-06
https://doi.org/10.1128/MCB.01990-06
https://doi.org/10.1038/ejhg.2010.28
https://doi.org/10.1038/ejhg.2010.28
https://doi.org/10.1038/ejhg.2010.28
https://doi.org/10.1038/ejhg.2010.28
https://doi.org/10.1038/ejhg.2010.28
https://doi.org/10.1007/s10048-013-0374-9
https://doi.org/10.1007/s10048-013-0374-9
https://doi.org/10.1007/s10048-013-0374-9
https://doi.org/10.1007/s10048-013-0374-9
https://doi.org/10.1111/jcmm.13979
https://doi.org/10.1111/jcmm.13979
https://doi.org/10.1111/jcmm.13979
https://doi.org/10.1111/jcmm.13979
https://doi.org/10.1242/dmm.035931
https://doi.org/10.1242/dmm.035931
https://doi.org/10.1242/dmm.035931
https://doi.org/10.1242/dmm.035931
https://doi.org/10.1002/jmd2.12060
https://doi.org/10.1002/jmd2.12060
https://doi.org/10.1002/jmd2.12060
https://doi.org/10.1002/jmd2.12060
https://doi.org/10.1002/jmd2.12060
https://doi.org/10.1371/journal.pone.0019080
https://doi.org/10.1371/journal.pone.0019080
https://doi.org/10.1371/journal.pone.0019080
https://doi.org/10.1371/journal.pone.0019080
https://doi.org/10.4161/auto.6.7.12785
https://doi.org/10.4161/auto.6.7.12785
https://doi.org/10.4161/auto.6.7.12785
https://doi.org/10.1038/45257
https://doi.org/10.1038/45257
https://doi.org/10.1038/45257
https://doi.org/10.1074/jbc.275.2.992
https://doi.org/10.1074/jbc.275.2.992
https://doi.org/10.1074/jbc.275.2.992
https://doi.org/10.1074/jbc.275.2.992
https://doi.org/10.1074/jbc.275.2.992
https://doi.org/10.1016/j.cmet.2013.03.015
https://doi.org/10.1016/j.cmet.2013.03.015
https://doi.org/10.1016/j.cmet.2013.03.015
https://doi.org/10.1016/j.cmet.2013.03.015
https://doi.org/10.1016/j.cmet.2013.03.015
https://doi.org/10.1128/MCB.01075-12
https://doi.org/10.1128/MCB.01075-12
https://doi.org/10.1128/MCB.01075-12
https://doi.org/10.18632/oncotarget.17359
https://doi.org/10.18632/oncotarget.17359
https://doi.org/10.18632/oncotarget.17359


The Journal of Clinical Investigation   R E S E A R C H  A R T I C L E

1 6 J Clin Invest. 2021;131(1):e135124  https://doi.org/10.1172/JCI135124

 54. Ijuin T, Takenawa T. SKIP negatively regulates 
insulin-induced GLUT4 translocation and 
membrane ruffle formation. Mol Cell Biol. 
2003;23(4):1209–1220.

 55. Ijuin T, Takenawa T. Regulation of insulin signaling 
by the phosphatidylinositol 3,4,5-triphosphate 
phosphatase SKIP through the scaffolding function 
of Pak1. Mol Cell Biol. 2012;32(17):3570–3584.

 56. Ijuin T, Takenawa T. Regulation of insulin signal-
ing and glucose transporter 4 (GLUT4) exocyto-
sis by phosphatidylinositol 3,4,5-trisphosphate 
(PIP3) phosphatase, skeletal muscle, and kidney 
enriched inositol polyphosphate phosphatase 
(SKIP). J Biol Chem. 2012;287(10):6991–6999.

 57. Ijuin T, Takenawa T. Role of phosphatidylinositol 
3,4,5-trisphosphate (PIP3) 5-phosphatase skeletal 
muscle- and kidney-enriched inositol polyphos-
phate phosphatase (SKIP) in myoblast differentia-
tion. J Biol Chem. 2012;287(37):31330–31341.

 58. Davies EM, et al. Differential SKIP expression 
in PTEN-deficient glioblastoma regulates 
cellular proliferation and migration. Oncogene. 
2015;34(28):3711–3727.

 59. Kovacina KS, et al. Identification of a proline-rich 
Akt substrate as a 14-3-3 binding partner. J Biol 
Chem. 2003;278(12):10189–10194.

 60. Manning BD, Tee AR, Logsdon MN, Blenis J, Cant-
ley LC. Identification of the tuberous sclerosis 
complex-2 tumor suppressor gene product tuberin 
as a target of the phosphoinositide 3-kinase/akt 
pathway. Mol Cell. 2002;10(1):151–162.

 61. Hakim S, et al. Inpp5e suppresses polycystic 
kidney disease via inhibition of PI3K/Akt- 
dependent mTORC1 signaling. Hum Mol Genet. 
2016;25(11):2295–2313.

 62. Conduit SE, et al. AKT signaling promotes 
DNA damage accumulation and proliferation 
in polycystic kidney disease. Hum Mol Genet. 
2020;29(1):31–48.

 63. Godar RJ, et al. Repetitive stimulation of 
autophagy-lysosome machinery by intermit-
tent fasting preconditions the myocardium 
to ischemia-reperfusion injury. Autophagy. 
2015;11(9):1537–1560.

 64. Chen L, et al. Fasting-induced hormonal 
regulation of lysosomal function. Cell Res. 
2017;27(6):748–763.

 65. Chua JP, et al. Transcriptional activation 
of TFEB/ZKSCAN3 target genes underlies 
enhanced autophagy in spinobulbar muscular 
atrophy. Hum Mol Genet. 2014;23(5):1376–1386.

 66. Civiletto G, et al. Rapamycin rescues mitochon-
drial myopathy via coordinated activation of 
autophagy and lysosomal biogenesis. EMBO Mol 
Med. 2018;10(11):e8799.

 67. Palmieri M, et al. mTORC1-independent TFEB 
activation via Akt inhibition promotes cellular 
clearance in neurodegenerative storage diseases. 
Nat Commun. 2017;8:14338.

 68. Varga RE, et al. In vivo evidence for lysosome 
depletion and impaired autophagic clearance in 
hereditary spastic paraplegia type SPG11. PLoS 
Genet. 2015;11(8):e1005454.

 69. Schulze RJ, et al. Lipid droplet breakdown 
requires dynamin 2 for vesiculation of autol-
ysosomal tubules in hepatocytes. J Cell Biol. 
2013;203(2):315–326.

 70. Chang J, Lee S, Blackstone C. Spastic paraple-
gia proteins spastizin and spatacsin mediate 
autophagic lysosome reformation. J Clin Invest. 
2014;124(12):5249–5262.

 71. Chen Y, Su QP, Yu L. Studying autophagic 
lysosome reformation in cells and by an in 
vitro reconstitution system. Methods Mol Biol. 
2019;1880:163–172.

 72. Dong R, et al. The inositol 5-phosphatase INP-
P5K participates in the fine control of ER organi-
zation. J Cell Biol. 2018;217(10):3577–3592.

 73. Chen Y, Su QP, Sun Y, Yu L. Visualizing autophag-
ic lysosome reformation in cells using in vitro 
reconstitution systems. Curr Protoc Cell Biol. 
2018;78(1):11.24.1–11.24.15.

 74. Munson MJ, Allen GF, Toth R, Campbell DG, 
Lucocq JM, Ganley IG. mTOR activates the 
VPS34-UVRAG complex to regulate autoly-
sosomal tubulation and cell survival. EMBO J. 
2015;34(17):2272–2290.

 75. Rohde G, Wenzel D, Haucke V. A phosphatidy-
linositol (4,5)-bisphosphate binding site within 
mu2-adaptin regulates clathrin-mediated endo-
cytosis. J Cell Biol. 2002;158(2):209–214.

 76. Chen X, Wan J, Yu B, Diao Y, Zhang W. PIP5K1α 
promotes myogenic differentiation via AKT acti-
vation and calcium release. Stem Cell Res Ther. 
2018;9(1):33.

 77. Endo Y, Furuta A, Nishino I. Danon disease: a 
phenotypic expression of LAMP-2 deficiency. 
Acta Neuropathol. 2015;129(3):391–398.

 78. Kohler L, Puertollano R, Raben N. Pompe dis-
ease: from basic science to therapy. Neurothera-
peutics. 2018;15(4):928–942.

 79. Castets P, Frank S, Sinnreich M, Rüegg MA. “Get 
the balance right”: pathological significance of 
autophagy perturbation in neuromuscular disor-
ders. J Neuromuscul Dis. 2016;3(2):127–155.

 80. Verheijen FW, et al. A new gene, encoding an 
anion transporter, is mutated in sialic acid stor-
age diseases. Nat Genet. 1999;23(4):462–465.

 81. Chigorno V, Tettamanti G, Sonnino S. Metabolic 
processing of gangliosides by normal and Salla 
human fibroblasts in culture. A study performed 
by administering radioactive GM3 ganglioside. J 
Biol Chem. 1996;271(36):21738–21744.

 82. Rujano MA, et al. Mutations in the X-linked 
ATP6AP2 cause a glycosylation disor-
der with autophagic defects. J Exp Med. 
2017;214(12):3707–3729.

 83. Cho EB, Yoo W, Yoon SK, Yoon JB. β-dystroglycan 
is regulated by a balance between WWP1-medi-
ated degradation and protection from WWP1 by 
dystrophin and utrophin. Biochim Biophys Acta 
Mol Basis Dis. 2018;1864(6 Pt A):2199–2213.

 84. Matsumoto H, et al. The ubiquitin ligase gene 
(WWP1) is responsible for the chicken muscular 
dystrophy. FEBS Lett. 2008;582(15):2212–2218.

 85. Winchester B. Lysosomal metabolism of glyco-

proteins. Glycobiology. 2005;15(6):1R–15R.
 86. Dyson JM, Fedele CG, Davies EM, Becanovic J, 

Mitchell CA. Phosphoinositide phosphatases: 
just as important as the kinases. Subcell Biochem. 
2012;58:215–279.

 87. Hasegawa J, Iwamoto R, Otomo T, Nezu A, 
Hamasaki M, Yoshimori T. Autophagosome-lyso-
some fusion in neurons requires INPP5E, a pro-
tein associated with Joubert syndrome. EMBO J. 
2016;35(17):1853–1867.

 88. Lin T, et al. Spectrum of mutations in the OCRL1 
gene in the Lowe oculocerebrorenal syndrome. 
Am J Hum Genet. 1997;60(6):1384–1388.

 89. Hoopes RR, et al. Dent Disease with mutations in 
OCRL1. Am J Hum Genet. 2005;76(2):260–267.

 90. Jacoby M, et al. INPP5E mutations cause primary 
cilium signaling defects, ciliary instability and 
ciliopathies in human and mouse. Nat Genet. 
2009;41(9):1027–1031.

 91. Bielas SL, et al. Mutations in INPP5E, encoding 
inositol polyphosphate-5-phosphatase E, link 
phosphatidyl inositol signaling to the ciliopa-
thies. Nat Genet. 2009;41(9):1032–1036.

 92. Ju JS, et al. Valosin-containing protein (VCP) is 
required for autophagy and is disrupted in VCP 
disease. J Cell Biol. 2009;187(6):875–888.

 93. Boutry M, et al. Inhibition of lysosome mem-
brane recycling causes accumulation of ganglio-
sides that contribute to neurodegeneration. Cell 
Rep. 2018;23(13):3813–3826.

 94. Vantaggiato C, et al. ZFYVE26/SPASTIZIN 
and SPG11/SPATACSIN mutations in hered-
itary spastic paraplegia types AR-SPG15 and 
AR-SPG11 have different effects on autophagy 
and endocytosis. Autophagy. 2019;15(1):34–57.

 95. Khundadze M, et al. A hereditary spastic paraple-
gia mouse model supports a role of ZFYVE26/
SPASTIZIN for the endolysosomal system. PLoS 
Genet. 2013;9(12):e1003988.

 96. Khundadze M, et al. A mouse model for SPG48 
reveals a block of autophagic flux upon disrup-
tion of adaptor protein complex five. Neurobiol 
Dis. 2019;127:419–431.

 97. Magalhaes J, Gegg ME, Migdalska-Richards 
A, Doherty MK, Whitfield PD, Schapira AH. 
Autophagic lysosome reformation dysfunction 
in glucocerebrosidase deficient cells: rele-
vance to Parkinson disease. Hum Mol Genet. 
2016;25(16):3432–3445.

 98. Nizon M, et al. ARL6IP1 mutation causes congen-
ital insensitivity to pain, acromutilation and spas-
tic paraplegia. Clin Genet. 2018;93(1):169–172.

 99. Wakil SM, et al. Truncating ARL6IP1 vari-
ant as the genetic cause of fatal complicated 
hereditary spastic paraplegia. BMC Med Genet. 
2019;20(1):119.

 100. Köntgen F, Süss G, Stewart C, Steinmetz M, 
Bluethmann H. Targeted disruption of the MHC 
class II Aa gene in C57BL/6 mice. Int Immunol. 
1993;5(8):957–964.

 101. Koentgen F, et al. Exclusive transmission of the 
embryonic stem cell-derived genome through the 
mouse germline. Genesis. 2016;54(6):326–333.

https://www.jci.org
https://doi.org/10.1172/JCI135124
https://doi.org/10.1128/MCB.23.4.1209-1220.2003
https://doi.org/10.1128/MCB.23.4.1209-1220.2003
https://doi.org/10.1128/MCB.23.4.1209-1220.2003
https://doi.org/10.1128/MCB.23.4.1209-1220.2003
https://doi.org/10.1128/MCB.00636-12
https://doi.org/10.1128/MCB.00636-12
https://doi.org/10.1128/MCB.00636-12
https://doi.org/10.1128/MCB.00636-12
https://doi.org/10.1074/jbc.M111.335539
https://doi.org/10.1074/jbc.M111.335539
https://doi.org/10.1074/jbc.M111.335539
https://doi.org/10.1074/jbc.M111.335539
https://doi.org/10.1074/jbc.M111.335539
https://doi.org/10.1074/jbc.M111.335539
https://doi.org/10.1074/jbc.M112.388785
https://doi.org/10.1074/jbc.M112.388785
https://doi.org/10.1074/jbc.M112.388785
https://doi.org/10.1074/jbc.M112.388785
https://doi.org/10.1074/jbc.M112.388785
https://doi.org/10.1038/onc.2014.303
https://doi.org/10.1038/onc.2014.303
https://doi.org/10.1038/onc.2014.303
https://doi.org/10.1038/onc.2014.303
https://doi.org/10.1074/jbc.M210837200
https://doi.org/10.1074/jbc.M210837200
https://doi.org/10.1074/jbc.M210837200
https://doi.org/10.1016/S1097-2765(02)00568-3
https://doi.org/10.1016/S1097-2765(02)00568-3
https://doi.org/10.1016/S1097-2765(02)00568-3
https://doi.org/10.1016/S1097-2765(02)00568-3
https://doi.org/10.1016/S1097-2765(02)00568-3
https://doi.org/10.1093/hmg/ddw097
https://doi.org/10.1093/hmg/ddw097
https://doi.org/10.1093/hmg/ddw097
https://doi.org/10.1093/hmg/ddw097
https://doi.org/10.1080/15548627.2015.1063768
https://doi.org/10.1080/15548627.2015.1063768
https://doi.org/10.1080/15548627.2015.1063768
https://doi.org/10.1080/15548627.2015.1063768
https://doi.org/10.1080/15548627.2015.1063768
https://doi.org/10.1038/cr.2017.45
https://doi.org/10.1038/cr.2017.45
https://doi.org/10.1038/cr.2017.45
https://doi.org/10.1093/hmg/ddt527
https://doi.org/10.1093/hmg/ddt527
https://doi.org/10.1093/hmg/ddt527
https://doi.org/10.1093/hmg/ddt527
https://doi.org/10.1371/journal.pgen.1005454
https://doi.org/10.1371/journal.pgen.1005454
https://doi.org/10.1371/journal.pgen.1005454
https://doi.org/10.1371/journal.pgen.1005454
https://doi.org/10.1083/jcb.201306140
https://doi.org/10.1083/jcb.201306140
https://doi.org/10.1083/jcb.201306140
https://doi.org/10.1083/jcb.201306140
https://doi.org/10.1172/JCI77598
https://doi.org/10.1172/JCI77598
https://doi.org/10.1172/JCI77598
https://doi.org/10.1172/JCI77598
https://doi.org/10.1007/978-1-4939-8873-0_9
https://doi.org/10.1007/978-1-4939-8873-0_9
https://doi.org/10.1007/978-1-4939-8873-0_9
https://doi.org/10.1007/978-1-4939-8873-0_9
https://doi.org/10.1083/jcb.201802125
https://doi.org/10.1083/jcb.201802125
https://doi.org/10.1083/jcb.201802125
https://doi.org/10.15252/embj.201590992
https://doi.org/10.15252/embj.201590992
https://doi.org/10.15252/embj.201590992
https://doi.org/10.15252/embj.201590992
https://doi.org/10.15252/embj.201590992
https://doi.org/10.1083/jcb.200203103
https://doi.org/10.1083/jcb.200203103
https://doi.org/10.1083/jcb.200203103
https://doi.org/10.1083/jcb.200203103
https://doi.org/10.1186/s13287-018-0770-z
https://doi.org/10.1186/s13287-018-0770-z
https://doi.org/10.1186/s13287-018-0770-z
https://doi.org/10.1186/s13287-018-0770-z
https://doi.org/10.1007/s00401-015-1385-4
https://doi.org/10.1007/s00401-015-1385-4
https://doi.org/10.1007/s00401-015-1385-4
https://doi.org/10.1007/s13311-018-0655-y
https://doi.org/10.1007/s13311-018-0655-y
https://doi.org/10.1007/s13311-018-0655-y
https://doi.org/10.3233/JND-160153
https://doi.org/10.3233/JND-160153
https://doi.org/10.3233/JND-160153
https://doi.org/10.3233/JND-160153
https://doi.org/10.1038/70585
https://doi.org/10.1038/70585
https://doi.org/10.1038/70585
https://doi.org/10.1074/jbc.271.36.21738
https://doi.org/10.1074/jbc.271.36.21738
https://doi.org/10.1074/jbc.271.36.21738
https://doi.org/10.1074/jbc.271.36.21738
https://doi.org/10.1074/jbc.271.36.21738
https://doi.org/10.1084/jem.20170453
https://doi.org/10.1084/jem.20170453
https://doi.org/10.1084/jem.20170453
https://doi.org/10.1084/jem.20170453
https://doi.org/10.1016/j.febslet.2008.05.013
https://doi.org/10.1016/j.febslet.2008.05.013
https://doi.org/10.1016/j.febslet.2008.05.013
https://doi.org/10.1093/glycob/cwi041
https://doi.org/10.1093/glycob/cwi041
https://doi.org/10.1007/978-94-007-3012-0_7
https://doi.org/10.1007/978-94-007-3012-0_7
https://doi.org/10.1007/978-94-007-3012-0_7
https://doi.org/10.1007/978-94-007-3012-0_7
https://doi.org/10.15252/embj.201593148
https://doi.org/10.15252/embj.201593148
https://doi.org/10.15252/embj.201593148
https://doi.org/10.15252/embj.201593148
https://doi.org/10.15252/embj.201593148
https://doi.org/10.1086/515471
https://doi.org/10.1086/515471
https://doi.org/10.1086/515471
https://doi.org/10.1086/427887
https://doi.org/10.1086/427887
https://doi.org/10.1038/ng.427
https://doi.org/10.1038/ng.427
https://doi.org/10.1038/ng.427
https://doi.org/10.1038/ng.427
https://doi.org/10.1038/ng.423
https://doi.org/10.1038/ng.423
https://doi.org/10.1038/ng.423
https://doi.org/10.1038/ng.423
https://doi.org/10.1083/jcb.200908115
https://doi.org/10.1083/jcb.200908115
https://doi.org/10.1083/jcb.200908115
https://doi.org/10.1016/j.celrep.2018.05.098
https://doi.org/10.1016/j.celrep.2018.05.098
https://doi.org/10.1016/j.celrep.2018.05.098
https://doi.org/10.1016/j.celrep.2018.05.098
https://doi.org/10.1080/15548627.2018.1507438
https://doi.org/10.1080/15548627.2018.1507438
https://doi.org/10.1080/15548627.2018.1507438
https://doi.org/10.1080/15548627.2018.1507438
https://doi.org/10.1080/15548627.2018.1507438
https://doi.org/10.1371/journal.pgen.1003988
https://doi.org/10.1371/journal.pgen.1003988
https://doi.org/10.1371/journal.pgen.1003988
https://doi.org/10.1371/journal.pgen.1003988
https://doi.org/10.1016/j.nbd.2019.03.026
https://doi.org/10.1016/j.nbd.2019.03.026
https://doi.org/10.1016/j.nbd.2019.03.026
https://doi.org/10.1016/j.nbd.2019.03.026
https://doi.org/10.1093/hmg/ddw185
https://doi.org/10.1093/hmg/ddw185
https://doi.org/10.1093/hmg/ddw185
https://doi.org/10.1093/hmg/ddw185
https://doi.org/10.1093/hmg/ddw185
https://doi.org/10.1093/hmg/ddw185
https://doi.org/10.1111/cge.13048
https://doi.org/10.1111/cge.13048
https://doi.org/10.1111/cge.13048
https://doi.org/10.1186/s12881-019-0851-6
https://doi.org/10.1186/s12881-019-0851-6
https://doi.org/10.1186/s12881-019-0851-6
https://doi.org/10.1186/s12881-019-0851-6
https://doi.org/10.1093/intimm/5.8.957
https://doi.org/10.1093/intimm/5.8.957
https://doi.org/10.1093/intimm/5.8.957
https://doi.org/10.1093/intimm/5.8.957
https://doi.org/10.1002/dvg.22938
https://doi.org/10.1002/dvg.22938
https://doi.org/10.1002/dvg.22938

